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<210> 1

<211> 532

<212> PRT

<213> Homo sapiens

<400> 1

Trp Glu Leu Thr lle Leu His Thr Asn Asp Val His Ser Arg Leu Glu
1 5 10 15

GIn Thr Ser Glu Asp Ser Ser Lys Cys Val Asn Ala Ser Arg Cys Met
20 25 30

Gly Gly Val Ala Arg Leu Phe Thr Lys Val GIn GIn lle Arg Arg Ala
35 40 45

Glu Pro Asn Val Leu Leu Leu Asp Ala Gly Asp GIn Tyr GIn Gly Thr
50 55 60

lle Trp Phe Thr Val Tyr Lys Gly Ala Glu Val Ala His Phe Met Asn
65 70 75 80

Ala Leu Arg Tyr Asp Ala Met Ala Leu Gly Asn His Glu Phe Asp Asn
85 90 95

Gly Val Glu Gly Leu lle Glu Pro Leu Leu Lys Glu Ala Lys Phe Pro
100 105 110

lle Leu Ser Ala Asn lle Lys Ala Lys Gly Pro Leu Ala Ser Gin lle
115 120 125

Ser Gly Leu Tyr Leu Pro Tyr Lys Val Leu Pro Val Gly Asp Glu Val
130 135 140

Val Gly lle Val Gly Tyr Thr Ser Lys Glu Thr Pro Phe Leu Ser Asn
145 150 155 160

Pro Gly Thr Asn Leu Val Phe Glu Asp Glu lle Thr Ala Leu GIn Pro
165 170 175

Glu Val Asp Lys Leu Lys Thr Leu Asn Val Asn Lys lle lle Ala Leu
180 185 190
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Gly His Ser Gly Phe Glu Met Asp Lys Leu lle Ala GIn Lys Val Arg
195 200 205

Gly Val Asp Val Val Val Gly Gly His Ser Asn Thr Phe Leu Tyr Thr
210 215 220

Gly Asn Pro Pro Ser Lys Glu Val Pro Ala Gly Lys Tyr Pro Phe lle
225 230 235 240

Val Thr Ser Asp Asp Gly Arg Lys Val Pro Val Val GIn Ala Tyr Ala
245 250 255

Phe Gly Lys Tyr Leu Gly Tyr Leu Lys lle Glu Phe Asp Glu Arg Gly
260 265 270

Asn Val lle Ser Ser His Gly Asn Pro lle Leu Leu Asn Ser Ser lle
275 280 285

Pro Glu Asp Pro Ser lle Lys Ala Asp lle Asn Lys Trp Arg lle Lys
290 295 300

Leu Asp Asn Tyr Ser Thr GIn Glu Leu Gly Lys Thr lle Val Tyr Leu
305 310 315 320

Asp Gly Ser Ser GIn Ser Cys Arg Phe Arg Glu Cys Asn Met Gly Asn
325 330 335

Leu lle Cys Asp Ala Met lle Asn Asn Asn Leu Arg His Thr Asp Glu
340 345 350

Met Phe Trp Asn His Val Ser Met Cys lle Leu Asn Gly Gly Gly lle
355 360 365

Arg Ser Pro lle Asp Glu Arg Asn Asn Gly Thr lle Thr Trp Glu Asn
370 375 380

Leu Ala Ala Val Leu Pro Phe Gly Gly Thr Phe Asp Leu Val GIn Leu
385 390 395 400

Lys Gly Ser Thr Leu Lys Lys Ala Phe Glu His Ser Val His Arg Tyr
405 410 415

Gly GIn Ser Thr Gly Glu Phe Leu GIn Val Gly Gly lle His Val Val
420 425 430

Tyr Asp Leu Ser Arg Lys Pro Gly Asp Arg Val Val Lys Leu Asp Val
435 440 445

Leu Cys Thr Lys Cys Arg Val Pro Ser Tyr Asp Pro Leu Lys Met Asp
450 455 460

Glu Val Tyr Lys Val lle Leu Pro Asn Phe Leu Ala Asn Gly Gly Asp
465 470 475 480
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Gly Phe GIn Met lle Lys Asp Glu Leu Leu Arg His Asp Ser Gly Asp
485 490 495

Gln Asp lle Asn Val Val Ser Thr Tyr lle Ser Lys Met Lys Val lle
500 505 510

Tyr Pro Ala Val Glu Gly Arg lle Lys Ala His His His His His His
515 520 525

His His His His
530

<210> 2

<211> 532

<212> PRT

<213> Macaca fascicularis

<400> 2
Trp Glu Leu Thr lle Leu His Thr Asn Asp Val His Ser Arg Leu Glu
1 5 10 15

GIn Thr Ser Glu Asp Ser Ser Lys Cys Val Asn Ala Ser Arg Cys Met
20 25 30

Gly Gly Val Ala Arg Leu Phe Thr Lys Val GIn GIn lle Arg Arg Ala
35 40 45

Glu Pro Asn Val Leu Leu Leu Asp Ala Gly Asp GIn Tyr GIn Gly Thr
50 55 60

lle Trp Phe Thr Val Tyr Lys Gly Ala Glu Val Ala His Phe Met Asn
65 70 75 80

Ala Leu Arg Tyr Asp Ala Met Ala Leu Gly Asn His Glu Phe Asp Asn
85 90 95

Gly Val Glu Gly Leu lle Glu Pro Leu Leu Lys Glu Ala Lys Phe Pro
100 105 110

lle Leu Ser Ala Asn lle Lys Ala Lys Gly Pro Leu Ala Ser Gin lle
115 120 125

Ser Gly Leu Tyr Leu Pro Tyr Lys Val Leu Pro Val Gly Asp Glu Val
130 135 140

Val Gly lle Val Gly Tyr Thr Ser Lys Glu Thr Pro Phe Leu Ser Asn
145 150 155 160

Pro Gly Thr Asn Leu Val Phe Glu Asp Glu lle Thr Ala Leu GIn Pro
165 170 175

Glu Val Asp Lys Leu Lys Thr Leu Asn Val Asn Lys lle lle Ala Leu
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180 185 190

Gly His Ser Gly Phe Glu Thr Asp Lys Leu lle Ala GIn Lys Val Arg
195 200 205

Gly Val Asp Val Val Val Gly Gly His Ser Asn Thr Phe Leu Tyr Thr
210 215 220

Gly Asn Pro Pro Ser Lys Glu Val Pro Ala Gly Lys Tyr Pro Phe lle
225 230 235 240

Val Thr Ser Asp Asp Gly Arg Lys Val Pro Val Val GIn Ala Tyr Ala
245 250 255

Phe Gly Lys Tyr Leu Gly Tyr Leu Lys lle Glu Phe Asp Glu Arg Gly
260 265 270

Asn Val lle Ser Ser His Gly Asn Pro lle Leu Leu Asn Ser Ser lle
275 280 285

Pro Glu Asp Pro Ser lle Lys Ala Asp lle Asn Lys Trp Arg lle Lys
290 295 300

Leu Asp Asn Tyr Ser Thr GIn Glu Leu Gly Lys Thr lle Val Tyr Leu
305 310 315 320

Asp Gly Ser Ser GIn Ser Cys Arg Phe Arg Glu Cys Asn Met Gly Asn
325 330 335

Leu lle Cys Asp Ala Met lle Asn Asn Asn Leu Arg His Ala Asp Glu
340 345 350

Met Phe Trp Asn His Val Ser Met Cys lle Leu Asn Gly Gly Gly lle
355 360 365

Arg Ser Pro lle Asp Glu Arg Asn Asn Gly Thr lle Thr Trp Glu Asn
370 375 380

Leu Ala Ala Val Leu Pro Phe Gly Gly Thr Phe Asp Leu Val GIn Leu
385 390 395 400

Lys Gly Ser Thr Leu Lys Lys Ala Phe Glu His Ser Val His Arg Tyr
405 410 415

Gly GIn Ser Thr Gly Glu Phe Leu GIn Val Gly Gly lle His Val Val
420 425 430

Tyr Asp Leu Ser Arg Lys Pro Gly Asp Arg Val Val Lys Leu Asp Val
435 440 445

Leu Cys Thr Lys Cys Arg Val Pro Ser Tyr Asp Pro Leu Lys Met Asp
450 455 460
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Glu lle Tyr Lys Val lle Leu Pro Asn Phe Leu Ala Asn Gly Gly Asp
465 470 475 480

Gly Phe GIn Met lle Lys Asp Glu Leu Leu Arg His Asp Ser Gly Asp
485 490 495

Gln Asp lle Asn Val Val Ser Thr Tyr lle Ser Lys Met Lys Val lle
500 505 510

Tyr Pro Ala Val Glu Gly Arg lle Lys Ala His His His His His His
515 520 525

His His His His
530

<210> 3

<211> 121

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 3

Glu Val GIn Leu Lys Glu Ser Gly Ala Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys lle Ser Cys Lys Ala Thr Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

Trp lle Glu Trp Val Lys GIn Arg Pro Gly Arg Gly Leu Glu Trp lle
35 40 45

Gly Glu lle Leu Pro Gly Ser Asp lle Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr lle Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Thr Glu Asp Ser Ala lle Tyr Tyr Cys
85 90 95

Ala Arg Arg Gly Tyr Asp Glu Thr Gly Tyr Ala Met Asp Tyr Trp Gly
100 105 110

Gln Gly Thr Ser Val Thr Val Ser Ser
115 120

<210> 4

<211> 363

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide
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<400> 4
gaggtgcagc tgaaggagtc tggggctgag ctggtgaage ctggggcecte agtgaagatt 60

tectgcaaag ctactggcta tacattcact ggctactgga tagagtgggt aaagcagagg 120
cctggacgtg gecttgagtg gattggagag attttacctg gaagtgatat tactaactac 180
aatgagaagt tcaagggcaa ggccacaatc actgcagata catcctccaa cacagectac 240
atgcaactca gcagcctgac aactgaggac tctgccatct attactgtge aagaaggggt 300
tacgacgaga cgggctatgc tatggactac tggggtcaag gaacctcagt cacagtctcc 360
tca 363

<210> 5

<211> 5

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 5

Gly Tyr Trp lle Glu
1 5

<210> 6

<211> 17

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 6

Glu lle Leu Pro Gly Ser Asp lle Thr Asn Tyr Asn Glu Lys Phe Lys
1 5 10 15

Gly

<210> 7

<211> 12

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 7

Arg Gly Tyr Asp Glu Thr Gly Tyr Ala Met Asp Tyr
1 5 10

<210> 8

<211> 111

<212> PRT

<213> Artificial Sequence

<220>
<223> synthetic polypeptide
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<400> 8

Asp lle Val Met Thr GIn Ser Pro Ala Ser Leu Ala Val Ser Leu Gly
1 5 10 15

Gln Arg Ala Thr lle Ser Cys Lys Ala Ser GIn Ser Val Asp Tyr Asp
20 25 30

Gly Asp Ser Tyr Met Asn Trp Tyr GIn GIn Lys Pro Gly GIn Pro Pro
35 40 45

Lys Leu Leu lle His Ala Ala Ser Asn Leu Glu Ser Gly lle Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn lle His
65 70 75 80

Pro Val Glu Glu Glu Asp Ala Ala Val Tyr Phe Cys GIn GIn Ser Lys
85 90 95

Glu Val Pro Trp Thr Phe Gly Glu Gly Thr Lys Leu Glu lle Lys
100 105 110

<210> 9

<211> 333

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 9
gacattgtga tgacccaatc tccagcttct ttggctgtgt ctctagggea gagggecace 60

atctcctgea aggecageca aagtgttgat tatgatggtg atagctatat gaactggtac 120
caacagaaac caggacagcc acccaaactc ctcatccatg ctgcatccaa tctagaatct 180
gggatcccag ccaggtttag tggcagtggg tetgggacag acttcaccct caacatccat 240
cctgtggagg aagaggatgc tgcagtgtat ttctgtcage aaagtaagga ggttcegtgg 300
acgttcgtgg aagggaccaa getggaaatc aaa 333

<210> 10

<211> 15

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 10
Lys Ala Ser GIn Ser Val Asp Tyr Asp Gly Asp Ser Tyr Met Asn
1 5 10 15

<210> 11
L211> 7
<212> PRT
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<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 11

Ala Ala Ser Asn Leu Glu Ser
1 5

<210> 12

<211> 9

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 12

Gln GIn Ser Lys Glu Val Pro Trp Thr
1 5

<210> 13

<211> 451

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 13
Glu Val GIn Leu Lys Glu Ser Gly Ala Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys lle Ser Cys Lys Ala Thr Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

Trp lle Glu Trp Val Lys GIn Arg Pro Gly Arg Gly Leu Glu Trp lle
35 40 45

Gly Glu lle Leu Pro Gly Ser Asp lle Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr lle Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Thr Glu Asp Ser Ala lle Tyr Tyr Cys
85 90 95

Ala Arg Arg Gly Tyr Asp Glu Thr Gly Tyr Ala Met Asp Tyr Trp Gly
100 105 110

Gln Gly Thr Ser Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
115 120 125

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala
130 135 140

Page 8



Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val
145 150 155 160

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
165 170 175

Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val
180 185 190

Pro Ser Ser Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val Asn His
195 200 205

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys
210 215 220

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
225 230 235 240

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
245 250 255

lle Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
260 265 270

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
275 280 285

His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr
290 295 300

Arg Val Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly
305 310 315 320

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle
325 330 335

Glu Lys Thr lle Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val
340 345 350

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser
355 360 365

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu
370 375 380

Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
385 390 395 400

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val
405 410 415

Asp Lys Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met
Page 9



420 425 430

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
435 440 445

Pro Gly Lys
450

<210> 14

<211> 218

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 14
Asp lle Val Met Thr GIn Ser Pro Ala Ser Leu Ala Val Ser Leu Gly
1 5 10 15

Gln Arg Ala Thr lle Ser Cys Lys Ala Ser GIn Ser Val Asp Tyr Asp
20 25 30

Gly Asp Ser Tyr Met Asn Trp Tyr GIn Gln Lys Pro Gly GIn Pro Pro
35 40 45

Lys Leu Leu lle His Ala Ala Ser Asn Leu Glu Ser Gly lle Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn lle His
65 70 75 80

Pro Val Glu Glu Glu Asp Ala Ala Val Tyr Phe Cys GIn GIn Ser Lys
85 90 95

Glu Val Pro Trp Thr Phe Gly Glu Gly Thr Lys Leu Glu lle Lys Arg
100 105 110

Thr Val Ala Ala Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu GIn
115 120 125

Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
130 135 140

Pro Arg Glu Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser
145 150 155 160

Gly Asn Ser GIn Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr
165 170 175

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
180 185 190

His Lys Val Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro
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195 200 205

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215

<210> 15

<211> 447

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 15
Glu Val GIn Leu Lys Glu Ser Gly Ala Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys lle Ser Cys Lys Ala Thr Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

Trp lle Glu Trp Val Lys GIn Arg Pro Gly Arg Gly Leu Glu Trp lle
35 40 45

Gly Glu lle Leu Pro Gly Ser Asp lle Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr lle Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Thr Glu Asp Ser Ala lle Tyr Tyr Cys
85 90 95

Ala Arg Arg Gly Tyr Asp Glu Thr Gly Tyr Ala Met Asp Tyr Trp Gly
100 105 110

Gln Gly Thr Ser Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
115 120 125

Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala
130 135 140

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val
145 150 155 160

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
165 170 175

Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val
180 185 190

Pro Ser Ser Asn Phe Gly Thr GIn Thr Tyr Thr Cys Asn Val Asp His
195 200 205

Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys Cys
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210 215 220

Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val
225 230 235 240

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr
245 250 255

Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu
260 265 270

Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys
275 280 285

Thr Lys Pro Arg Glu Glu GIn Phe Asn Ser Thr Phe Arg Val Val Ser
290 295 300

Val Leu Thr Val Val His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys
305 310 315 320

Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro lle Glu Lys Thr lle
325 330 335

Ser Lys Thr Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro
340 345 350

Pro Ser Arg Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys Leu
355 360 365

Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn
370 375 380

Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser
385 390 395 400

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg
405 410 415

Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
420 425 430

His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 16

<211> 119

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 16

Gln Val GIn Leu GIn GIn Ser Gly Leu Glu Leu Val Lys Pro Gly Ala
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1 5 10 15

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Asn Met His Trp Val Lys GIn Ser His Gly Lys Ser Leu Glu Trp lle
35 40 45

Gly Tyr lle Lys Pro His Asn Gly Gly Thr Thr Tyr Asn Pro Lys Phe
50 55 60

Glu Gly Lys Ala Thr Leu Thr Val Asn Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Val Arg Cys Asp Phe Leu Tyr Trp Tyr Phe Asp Val Trp Gly Thr Gly
100 105 110

Thr Thr Val Thr Val Ser Ser
115

<210> 17

<211> 357

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 17
caggtccaac tgcagcagtc tggacttgag ctggtgaage ctggggettc agtgaagatg 60

tectgcaagg ctictggata cacattcact gactacaaca tgcactgggt gaagcagage 120
catggaaaga gccttgagtg gattggatat attaagcectc acaatggtgg tactacctac 180
aacccgaagt tcgagggcaa ggccacattg actgtaaaca agtcttccag cacagectac 240
atggagctcc gcagectgac atcggaggat tetgeagtct attactgtgt aagatgegat 300
tttctctact ggtatttcga tgtetgggge acagggacca cggtcacegt ctectea 357
<210> 18

<211> 5

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 18

Asp Tyr Asn Met His
1 5

<210> 19
<211> 17
<212> PRT
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<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 19

Tyr lle Lys Pro His Asn Gly Gly Thr Thr Tyr Asn Pro Lys Phe Glu
1 5 10 15

Gly

<210> 20

<211> 10

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 20

Cys Asp Phe Leu Tyr Trp Tyr Phe Asp Val
1 5 10

<210> 21

<211> 108

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 21

Asp lle Val Met Thr GIn Ser Pro Ala lle Met Ser Ala Ser Leu Gly
1 5 10 15

Glu Arg Val Thr Met Thr Cys Thr Ala Ser Ser Ser Val Ser Ser Ser
20 25 30

Tyr Leu His Trp Tyr GIn GIn Lys Pro Gly Ser Ser Pro Lys Leu Trp
35 40 45

lle Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Gly Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr lle Ser Ser Met Glu
65 70 75 80

Ala Glu Asp Ala Ala Thr Tyr Tyr Cys His GIn Tyr His Arg Ser Pro
85 90 95

Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Met Lys
100 105

<210> 22
<211> 324
<212> DNA
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<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 22
gacattgtga tgacccagtc tccagcaatc atgtctgcat ctctagggga acgggtcacc 60

atgacctgca ctgccagcetc aagtgtaagt tecagttact tgcactggta ccagcagaag 120
ccaggatcct cccccaaact ctggatttat agcacatcca acctggcettc tggagtccca 180
ggtcgcttca gtggcagtgg gtctgggacc tettactcte tcacaatcag cagcatggag 240
gctgaagatg ctgccactta ttactgccac cagtatcatc gttcceeget cacgtteggt 300

gctgggacca agctggaaat gaaa 324

<210> 23

<211> 12

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 23

Thr Ala Ser Ser Ser Val Ser Ser Ser Tyr Leu His
1 5 10

<210> 24

211> 7

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 24

Ser Thr Ser Asn Leu Ala Ser
1 5

<210> 25

<211> 9

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 25

His GIn Tyr His Arg Ser Pro Leu Thr
1 5

<210> 26

<211> 449

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 26
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Gln Val GIn Leu GIn GIn Ser Gly Leu Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Asn Met His Trp Val Lys GIn Ser His Gly Lys Ser Leu Glu Trp lle
35 40 45

Gly Tyr lle Lys Pro His Asn Gly Gly Thr Thr Tyr Asn Pro Lys Phe
50 55 60

Glu Gly Lys Ala Thr Leu Thr Val Asn Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Val Arg Cys Asp Phe Leu Tyr Trp Tyr Phe Asp Val Trp Gly Thr Gly
100 105 110

Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 190

Ser Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val Asn His Lys Pro
195 200 205

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys
210 215 220

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
225 230 235 240

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser
245 250 255

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
260 265 270

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn

Page 16



275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val
290 295 300

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu Lys
325 330 335

Thr lle Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr
340 345 350

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn Val Ser Leu Thr
355 360 365

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu
370 375 380

Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 390 395 400

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu
420 425 430

Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly
435 440 445

Lys

<210> 27

<211> 445

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 27
Gln Val GIn Leu GIn GIn Ser Gly Leu Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Asn Met His Trp Val Lys GIn Ser His Gly Lys Ser Leu Glu Trp lle
35 40 45

Gly Tyr lle Lys Pro His Asn Gly Gly Thr Thr Tyr Asn Pro Lys Phe
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50 55 60

Glu Gly Lys Ala Thr Leu Thr Val Asn Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Val Arg Cys Asp Phe Leu Tyr Trp Tyr Phe Asp Val Trp Gly Thr Gly
100 105 110

Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 190

Ser Asn Phe Gly Thr GIn Thr Tyr Thr Cys Asn Val Asp His Lys Pro
195 200 205

Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys Cys Val Glu
210 215 220

Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu
225 230 235 240

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu
245 250 255

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val GIn
260 265 270

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys
275 280 285

Pro Arg Glu Glu GIn Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu
290 295 300

Thr Val Val His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 315 320

Val Ser Asn Lys Gly Leu Pro Ala Pro lle Glu Lys Thr lle Ser Lys
325 330 335
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Thr Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser
340 345 350

Arg Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys Leu Val Lys
355 360 365

Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly GIn
370 375 380

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly
385 390 395 400

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp GIn
405 410 415

Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 28

<211> 215

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 28
Asp lle Val Met Thr GIn Ser Pro Ala lle Met Ser Ala Ser Leu Gly
1 5 10 15

Glu Arg Val Thr Met Thr Cys Thr Ala Ser Ser Ser Val Ser Ser Ser
20 25 30

Tyr Leu His Trp Tyr GIn GIn Lys Pro Gly Ser Ser Pro Lys Leu Trp
35 40 45

lle Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Gly Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr lle Ser Ser Met Glu
65 70 75 80

Ala Glu Asp Ala Ala Thr Tyr Tyr Cys His GIn Tyr His Arg Ser Pro
85 90 95

Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Met Lys Arg Thr Val Ala
100 105 110

Ala Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser
115 120 125
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Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
130 135 140

Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser
145 150 155 160

Gln Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu
165 170 175

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val
180 185 190

Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195 200 205
Ser Phe Asn Arg Gly Glu Cys
210 215
<210> 29
<211> 118
<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 29
Gln Val His Leu GIn GIn Ser Gly Ala Glu Leu Ala Lys Pro Gly Ala
1 5 10 15

Ser Val Asn Leu Ser Cys Lys Ala Ser Gly Tyr Ala Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Lys GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Leu Ala Lys Tyr Asn Gln Lys Phe
50 55 60

Lys Asp Lys Ala Thr Leu Thr Thr Asp Lys Ser Ser Asn Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Tyr Asp Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ala
115

<210> 30
<211> 354
<212> DNA
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<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 30
caggtccacc tgcagcagtc tggggctgaa ctggcaaaac ctggggecte agtgaaccty 60

tectgcaagg cttctggeta cgectttact agttactgga tgcactgggt aaaacagagg 120
cctggacagg gtctggaatg gattggatac attaatccta gcagtggtct tgctaagtat 180
aatcagaagt tcaaagacaa ggccacattg actacagaca aatcttccaa cacagcctac 240
atgcaactga gcagcctgac atatgacgac tctgcagtct attactgtgg aagatggtta 300

ctttcggcect ggtttgetta ctggggecaa gggactetgg teactgtete tgca 354

<210> 31

<211> 5

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 31

Ser Tyr Trp Met His
1 5

<210> 32

<211> 17

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 32

Tyr lle Asn Pro Ser Ser Gly Leu Ala Lys Tyr Asn GIn Lys Phe Lys
1 5 10 15

Asp

<210> 33

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> synthetic polypeptide

<400> 33
Trp Leu Leu Ser Ala Trp Phe Ala Tyr
1 5

<210> 34

<211> 107

<212> PRT

<213> Attificial Sequence
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<220>
<223> synthetic polypeptide

<400> 34
Asp lle Lys Met Thr GIn Ser Pro Ser Ser lle Tyr Ala Ser Leu Gly
1 5 10 15

Glu Arg Val Thr lle Thr Cys Lys Ala Ser Gln Gly lle Asn Thr Tyr
20 25 30

Leu Ser Trp Phe GIn GIn Lys Pro Gly Lys Ser Pro Lys Thr Leu lle
35 40 45

Tyr Arg Ala Asn lle Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly GIn Asp Tyr Ser Leu Thr lle Asn Ser Leu Glu Tyr
65 70 75 80

Glu Asp Met Gly lle Tyr Tyr Cys Leu GIn Tyr Asp Glu Phe Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys
100 105

<210> 35

<211> 321

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 35
gacatcaaga tgacccagtc tccatcttce atatatgcat ctctaggaga gagagtcact 60

atcacttgca aggcgagtca gggcattaat acctatttaa gctggttcca gcagaaacca 120
ggaaaatctc ctaagaccct gatctatcgt gcaaacatct tggtagatgg ggtcccatca 180
aggttcagtg gcagtggatc tgggcaagat tattctctca ccatcaacag cctggagtat 240

gaagatatgg gaatttatta ttgtctacag tatgatgagt ttccgtacac gttcggaggg 300

gggaccaagc tggaaataaa a 321
<210> 36

211> 1

<212> PRT

<213> Attificial Sequence

<220>

<223> synthetic polypeptide

<400> 36

Lys Ala Ser GIn Gly lle Asn Thr Tyr Leu Ser
1 5 10

<210> 37
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211> 7
<212> PRT
<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 37

Arg Ala Asn lle Leu Val Asp
1 5

<210> 38

<211> 9

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 38

Leu GIn Tyr Asp Glu Phe Pro Tyr Thr
1 5

<210> 39

<211> 444

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 39
Gln Val His Leu GIn GIn Ser Gly Ala Glu Leu Ala Lys Pro Gly Ala
1 5 10 15

Ser Val Asn Leu Ser Cys Lys Ala Ser Gly Tyr Ala Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Lys GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Leu Ala Lys Tyr Asn Gln Lys Phe
50 55 60

Lys Asp Lys Ala Thr Leu Thr Thr Asp Lys Ser Ser Asn Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Tyr Asp Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ala Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly
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130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Asn Phe Gly Thr GIn Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys Cys Val Glu Cys
210 215 220

Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu Phe
225 230 235 240

Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu Val
245 250 255

Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val GIn Phe
260 265 270

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
275 280 285

Arg Glu Glu GIn Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr
290 295 300

Val Val His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
305 310 315 320

Ser Asn Lys Gly Leu Pro Ala Pro lle Glu Lys Thr lle Ser Lys Thr
325 330 335

Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg
340 345 350

Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys Leu Val Lys Gly
355 360 365

Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly GIn Pro
370 375 380

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser
385 390 395 400

Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp GIn GIn
405 410 415
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Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
420 425 430

Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440

<210> 40

<211> 214

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 40
Asp lle Lys Met Thr GIn Ser Pro Ser Ser lle Tyr Ala Ser Leu Gly
1 5 10 15

Glu Arg Val Thr lle Thr Cys Lys Ala Ser Gln Gly lle Asn Thr Tyr
20 25 30

Leu Ser Trp Phe Gln GIn Lys Pro Gly Lys Ser Pro Lys Thr Leu lle
35 40 45

Tyr Arg Ala Asn lle Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly GIn Asp Tyr Ser Leu Thr lle Asn Ser Leu Glu Tyr
65 70 75 80

Glu Asp Met Gly lle Tyr Tyr Cys Leu GIn Tyr Asp Glu Phe Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn
145 150 155 160

Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205
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Phe Asn Arg Gly Glu Cys
210

<210> 41

<211> 118

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 41
Gln Val GIn Leu GIn GIn Ser Gly Ala Glu Leu Ala Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Lys GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Tyr Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ala
115

<210> 42

<211> 354

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 42
caggtccagc tgcagcagtc tggggctgaa ctggcaaaac ctggggcecte agtgaagety 60

tectgcaagg cttctggeta cacctttact agttactgga tgcactgggt aaaacagagg 120
cctggacagg gtctggaatg gattggatac attaatccta gcagtggtta tactaagtcc 180
aatcagaagt tcaaggacaa ggccacattg actgcagaca aatcctccag cacagectac 240
atgcagctga gecagcectgac atatgaggac tetgcagtct attactgtgg aagatggtta 300

ctttcggcect ggtttgetta ctggggecaa gggactctgg teactgtete tgca 354

<210> 43
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<211> 5
<212> PRT
<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 43

Ser Tyr Trp Met His
1 5

<210> 44

<211> 17

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 44

Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe Lys
1 5 10 15

Asp

<210> 45

<211> 9

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 45

Trp Leu Leu Ser Ala Trp Phe Ala Tyr
1 5

<210> 46

<211> 107

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 46
Asp lle Arg Met Thr GIn Ser Pro Ser Ser Met Tyr Ala Ser Leu Gly
1 5 10 15

Glu Arg Val Thr lle Thr Cys Lys Ala Ser GIn Asp lle Asn Thr Tyr
20 25 30

Leu Ser Trp Phe GIn GIn Lys Pro Gly Lys Ser Pro Lys Ser Leu lle
35 40 45

Tyr Arg Ser Asn lle Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60
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Ser Gly Ser Gly GIn Asp Tyr Ser Leu Thr lle Ser Ser Leu Glu Tyr
65 70 75 80

Glu Asp Met Gly lle Tyr Tyr Cys Leu GIn Tyr Asp Asp Phe Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys
100 105

<210> 47

<211> 321

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 47
gacatcagga tgacccagtc tccatcttce atgtatgcat ctctaggaga gagagtcact 60

atcacttgca aggcgagtca ggacattaat acctatttaa gctggttcca gcagaaacca 120
ggaaaatctc ctaagtcect gatctatcge tcaaacatct tggtagatgg ggtcccatca 180
agattcagtg gcagtggatc tggtcaagat tattctctca ccatcagcag cctggagtat 240
gaggatatgg gaatttatta ttgtctacag tatgatgact ttccgtacac gttcggaggg 300

gggaccaagc tggaaataaa a 321

<210> 48

211> 1

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 48

Lys Ala Ser GIn Asp lle Asn Thr Tyr Leu Ser
1 5 10

<210> 49

211> 7

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 49

Arg Ser Asn lle Leu Val Asp
1 5

<210> 50

<211> 9

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide
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<400> 50

Leu GIn Tyr Asp Asp Phe Pro Tyr Thr
1 5

<210> 51

<211> 444

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 51
Gln Val GIn Leu GIn GIn Ser Gly Ala Glu Leu Ala Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Lys GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Tyr Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ala Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Asn Phe Gly Thr GIn Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys Cys Val Glu Cys
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210 215 220

Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu Phe
225 230 235 240

Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu Val
245 250 255

Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val GIn Phe
260 265 270

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
275 280 285

Arg Glu Glu GIn Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr
290 295 300

Val Val His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
305 310 315 320

Ser Asn Lys Gly Leu Pro Ala Pro lle Glu Lys Thr lle Ser Lys Thr
325 330 335

Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg
340 345 350

Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys Leu Val Lys Gly
355 360 365

Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly GIn Pro
370 375 380

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser
385 390 395 400

Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp GIn GIn
405 410 415

Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
420 425 430

Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440

<210> 52

<211> 448

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 52

Gln Val GIn Leu GIn GIn Ser Gly Ala Glu Leu Ala Lys Pro Gly Ala
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1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Lys GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Tyr Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ala Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val Asn His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr
210 215 220

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
225 230 235 240

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg
245 250 255

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
260 265 270

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
275 280 285
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Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val
290 295 300

Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu Lys Thr
325 330 335

lle Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu
340 345 350

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn Val Ser Leu Thr Cys
355 360 365

Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser
370 375 380

Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
385 390 395 400

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
405 410 415

Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
420 425 430

Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 53

<211> 214

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 53
Asp lle Arg Met Thr GIn Ser Pro Ser Ser Met Tyr Ala Ser Leu Gly
1 5 10 15

Glu Arg Val Thr lle Thr Cys Lys Ala Ser GIn Asp lle Asn Thr Tyr
20 25 30

Leu Ser Trp Phe GIn GIn Lys Pro Gly Lys Ser Pro Lys Ser Leu lle
35 40 45

Tyr Arg Ser Asn lle Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly GIn Asp Tyr Ser Leu Thr lle Ser Ser Leu Glu Tyr
65 70 75 80
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Glu Asp Met Gly lle Tyr Tyr Cys Leu GIn Tyr Asp Asp Phe Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys Arg Thr Val Ala Ala
100 105 10

Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn
145 150 155 160

Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 54

<211> 119

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 54
Gln Val GIn Leu Lys Glu Ser Gly Pro Gly Leu Val Ala Pro Ser GIn
1 5 10 15

Ser Leu Ser lle Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
20 25 30

Gly Val His Trp Val Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Gly Val lle Trp Ala Gly Gly Ser Thr Asn Tyr Asn Ser Ala Leu Met
50 55 60

Ser Arg Leu Ser lle Ser Lys Asp Asn Ser Lys Ser GIn Leu Phe Leu
65 70 75 80

Lys Met Asn Ser Leu GIn Ala Asp Asp Thr Ala Met Tyr Tyr Cys Ala
85 90 95
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Arg Glu Arg Gly Ser Ser Trp Gly Thr Met Asp Tyr Trp Gly GIn Gly
100 105 110

Thr Ser Val Thr Val Ser Ser
115

<210> 55

<211> 357

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 55
caggtgcagc tgaaggagtc aggacctgge ctggtggegc cetcacagag cetgtccatc 60

acttgcactg tctctgggtt ttcattaacc aactatggtg tacactgggt tcgecagect 120
ccaggaaagg gtctggagtg gctgggagta atatgggetg gtggaagcac aaattataat 180
teggctctea tgtccagact gagcatcage aaagacaact ccaagagcca acttttctta 240
aaaatgaaca gtctgcaagc tgatgacaca gecatgtact actgtgccag agagaggggt 300

agtagctggg ggactatgga ctactggggt caaggaacct cagtcactgt ctectca 357

<210> 56

<211> 5

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 56

Asn Tyr Gly Val His
1 5

<210> 57

<211> 16

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 57

Val lle Trp Ala Gly Gly Ser Thr Asn Tyr Asn Ser Ala Leu Met Ser
1 5 10 15

<210> 58

211> 1

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 58

Glu Arg Gly Ser Ser Trp Gly Thr Met Asp Tyr
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<210> 59

<211> 106

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 59

Gln lle Val Leu Thr GIn Ser Pro Ala lle Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Arg Val Ser Tyr Met
20 25 30

His Trp Tyr GIn GIn Lys Ser Gly Thr Ser Pro Lys Arg Trp lle Tyr
35 40 45

Asp Thr Ser Gln Leu Ala Ser Gly Val Pro Ala Arg Phe Ser Gly Ser
50 55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr lle Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn GIn Trp Ser Ser Asn Pro Tyr Thr
85 90 95

Phe Gly Gly Gly Thr Lys Leu Glu Met Arg
100 105

<210> 60

<211> 318

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 60
caaattgttc tcacccagtc tccagcaatc atgtctgceat ctccagggga gaaggtcace

atgacctgca gtgccagcete acgtgtaagt tacatgcact ggtaccagea gaagtcagge

acctcecccca aaagatggat ttatgacaca tcccaactgg cttetggagt cectgetege
ttcagtggca gtgggtetgg gacctcttac tctctcacaa tcagcagceat ggaggcetgaa
gatgctgceca cttattactg ccagcagtgg agtagtaacc catacacgtt cggagggggag
accaagctgg aaatgaga 318

<210> 61

<211> 10

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

60

120

180

240

300
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<400> 61

Ser Ala Ser Ser Arg Val Ser Tyr Met His
1 5 10

<210> 62

211> 7

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 62

Asp Thr Ser Gln Leu Ala Ser
1 5

<210> 63

<211> 9

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 63

Gln GIn Trp Ser Ser Asn Pro Tyr Thr
1 5

<210> 64

<211> 445

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 64
Gln Val GIn Leu Lys Glu Ser Gly Pro Gly Leu Val Ala Pro Ser GIn
1 5 10 15

Ser Leu Ser lle Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
20 25 30

Gly Val His Trp Val Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Gly Val lle Trp Ala Gly Gly Ser Thr Asn Tyr Asn Ser Ala Leu Met
50 55 60

Ser Arg Leu Ser lle Ser Lys Asp Asn Ser Lys Ser GIn Leu Phe Leu
65 70 75 80

Lys Met Asn Ser Leu GIn Ala Asp Asp Thr Ala Met Tyr Tyr Cys Ala
85 90 95

Arg Glu Arg Gly Ser Ser Trp Gly Thr Met Asp Tyr Trp Gly GIn Gly
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100 105 110

Thr Ser Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 190

Ser Asn Phe Gly Thr GIn Thr Tyr Thr Cys Asn Val Asp His Lys Pro
195 200 205

Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys Cys Val Glu
210 215 220

Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu
225 230 235 240

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu
245 250 255

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val GIn
260 265 270

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys
275 280 285

Pro Arg Glu Glu GIn Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu
290 295 300

Thr Val Val His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 315 320

Val Ser Asn Lys Gly Leu Pro Ala Pro lle Glu Lys Thr lle Ser Lys
325 330 335

Thr Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser
340 345 350

Arg Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys Leu Val Lys
355 360 365

Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly GIn
370 375 380
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Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly
385 390 395 400

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp GIn
405 410 415

Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 65

<211> 213

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 65
Gln lle Val Leu Thr GIn Ser Pro Ala lle Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Arg Val Ser Tyr Met
20 25 30

His Trp Tyr GIn GIn Lys Ser Gly Thr Ser Pro Lys Arg Trp lle Tyr
35 40 45

Asp Thr Ser Gln Leu Ala Ser Gly Val Pro Ala Arg Phe Ser Gly Ser
50 55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr lle Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn GIn Trp Ser Ser Asn Pro Tyr Thr
85 90 95

Phe Gly Gly Gly Thr Lys Leu Glu Met Arg Arg Thr Val Ala Ala Pro
100 105 110

Ser Val Phe lle Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr
115 120 125

Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn Glu
145 150 155 160

Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170 175
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Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala
180 185 190

Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
195 200 205

Asn Arg Gly Glu Cys
210

<210> 66

<211> 119

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 66

Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Asn Met His Trp Val Arg GIn Ser Pro Gly Lys Ser Leu Glu Trp lle
35 40 45

Gly Tyr lle Lys Pro His Asn Ala Gly Thr Thr Tyr Asn Pro Lys Phe
50 55 60

Glu Gly Arg Ala Thr Leu Thr Val Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Val Arg Ser Asp Phe Leu Tyr Trp Tyr Phe Asp Val Trp Gly GIn Gly
100 105 110

Thr Thr Val Thr Val Ser Ser
115

<210> 67

<211> 119

<212> PRT

<213> Artificial Sequence

<220>
<223> synthetic polypeptide

<400> 67
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
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20 25 30

Asn Met His Trp Val Lys GIn Ser His Gly Lys Ser Leu Glu Trp lle
35 40 45

Gly Tyr lle Lys Pro His Asn Ala Gly Thr Thr Tyr Asn Pro Lys Phe
50 55 60

Glu Gly Arg Ala Thr Leu Thr Val Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Val Arg Ser Asp Phe Leu Tyr Trp Tyr Phe Asp Val Trp Gly GIn Gly
100 105 110

Thr Thr Val Thr Val Ser Ser
115

<210> 68

<211> 108

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 68

Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Thr Ala Ser Ser Ser Val Ser Ser Ser
20 25 30

Tyr Leu His Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu
35 40 45

lle Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ser Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Ser Leu GIn
65 70 75 80

Pro Glu Asp Phe Ala Thr Tyr Tyr Cys His GIn Tyr His Arg Ser Pro
85 90 95

Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu lle Lys
100 105

<210> 69

<211> 108

<212> PRT

<213> Attificial Sequence
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<220>
<223> synthetic polypeptide

<400> 69

Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Thr Ala Ser Ser Ser Val Ser Ser Ser
20 25 30

Tyr Leu His Trp Tyr GIn GIn Lys Pro Gly Ser Ala Pro Lys Leu Trp
35 40 45

lle Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ser Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr lle Ser Ser Leu GIn
65 70 75 80

Pro Glu Asp Phe Ala Thr Tyr Tyr Cys His GIn Tyr His Arg Ser Pro
85 90 95

Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu lle Lys
100 105

<210> 70

<211> 108

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 70
Asp lle Val Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Thr Ala Ser Ser Ser Val Ser Ser Ser
20 25 30

Tyr Leu His Trp Tyr GIn GIn Lys Pro Gly Ser Ser Pro Lys Leu Trp
35 40 45

lle Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Gly Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr lle Ser Ser Leu GIn
65 70 75 80

Pro Glu Asp Phe Ala Thr Tyr Tyr Cys His GIn Tyr His Arg Ser Pro
85 90 95

Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu lle Lys
100 105
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<210> 71

<211> 449

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 71
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Asn Met His Trp Val Arg GIn Ser Pro Gly Lys Ser Leu Glu Trp lle
35 40 45

Gly Tyr lle Lys Pro His Asn Ala Gly Thr Thr Tyr Asn Pro Lys Phe
50 55 60

Glu Gly Arg Ala Thr Leu Thr Val Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Val Arg Ser Asp Phe Leu Tyr Trp Tyr Phe Asp Val Trp Gly GIn Gly
100 105 110

Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 190

Ser Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val Asn His Lys Pro
195 200 205

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys
210 215 220

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
225 230 235 240
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Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser
245 250 255

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
260 265 270

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val
290 295 300

Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu Lys
325 330 335

Thr lle Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr
340 345 350

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn Val Ser Leu Thr
355 360 365

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu
370 375 380

Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 390 395 400

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu
420 425 430

Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly
435 440 445

Lys

<210> 72

<211> 449

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 72

Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Asn Met His Trp Val Lys GIn Ser His Gly Lys Ser Leu Glu Trp lle
35 40 45

Gly Tyr lle Lys Pro His Asn Ala Gly Thr Thr Tyr Asn Pro Lys Phe
50 55 60

Glu Gly Arg Ala Thr Leu Thr Val Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Val Arg Ser Asp Phe Leu Tyr Trp Tyr Phe Asp Val Trp Gly GIn Gly
100 105 110

Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 190

Ser Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val Asn His Lys Pro
195 200 205

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys
210 215 220

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
225 230 235 240

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser
245 250 255

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
260 265 270

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val
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290 295 300

Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu Lys
325 330 335

Thr lle Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr
340 345 350

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn Val Ser Leu Thr
355 360 365

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu
370 375 380

Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 390 395 400

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu
420 425 430

Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly
435 440 445

Lys

<210> 73

<211> 215

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 73
Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Thr Ala Ser Ser Ser Val Ser Ser Ser
20 25 30

Tyr Leu His Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu
35 40 45

lle Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ser Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Ser Leu GIn
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65 70 75 80

Pro Glu Asp Phe Ala Thr Tyr Tyr Cys His GIn Tyr His Arg Ser Pro
85 90 95

Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu lle Lys Arg Thr Val Ala
100 105 110

Ala Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser
115 120 125

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
130 135 140

Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser
145 150 155 160

Gln Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu
165 170 175

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val
180 185 190

Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195 200 205
Ser Phe Asn Arg Gly Glu Cys
210 215
<210> 74
<211> 215
<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 74
Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Thr Ala Ser Ser Ser Val Ser Ser Ser
20 25 30

Tyr Leu His Trp Tyr GIn GIn Lys Pro Gly Ser Ala Pro Lys Leu Trp
35 40 45

lle Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ser Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr lle Ser Ser Leu GIn
65 70 75 80

Pro Glu Asp Phe Ala Thr Tyr Tyr Cys His GIn Tyr His Arg Ser Pro
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85 90 95

Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu lle Lys Arg Thr Val Ala
100 105 110

Ala Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser
115 120 125

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
130 135 140

Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser
145 150 155 160

Gln Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu
165 170 175

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val
180 185 190

Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195 200 205
Ser Phe Asn Arg Gly Glu Cys
210 215
<210> 75
<211> 215
<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 75
Asp lle Val Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Thr Ala Ser Ser Ser Val Ser Ser Ser
20 25 30

Tyr Leu His Trp Tyr GIn GIn Lys Pro Gly Ser Ser Pro Lys Leu Trp
35 40 45

lle Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Gly Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Tyr Thr Leu Thr lle Ser Ser Leu GIn
65 70 75 80

Pro Glu Asp Phe Ala Thr Tyr Tyr Cys His GIn Tyr His Arg Ser Pro
85 90 95

Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu lle Lys Arg Thr Val Ala
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100 105 110

Ala Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser
115 120 125

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
130 135 140

Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser
145 150 155 160

Gln Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu
165 170 175

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val
180 185 190

Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195 200 205
Ser Phe Asn Arg Gly Glu Cys
210 215
<210> 76
<211> 118
<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 76
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser
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115

<210> 77

<211> 118

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 77

Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Arg Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Arg Val Thr Leu Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser
115

<210> 78

<211> 118

<212> PRT

<213> Artificial Sequence

<220>
<223> synthetic polypeptide

<400> 78
Gln Val GIn Leu GIn GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60
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Lys Asp Arg Ala Thr Leu Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser
115

<210> 79

<211> 107

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 79

Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Lys Ala Ser GIn Asp lle Asn Thr Tyr
20 25 30

Leu Ser Trp Phe Gln GIn Lys Pro Gly Lys Ala Pro Lys Ser Leu lle
35 40 45

Tyr Arg Ser Asn lle Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly GIn Asp Phe Thr Leu Thr lle Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp Phe Ala lle Tyr Tyr Cys Leu GIn Tyr Asp Asp Phe Pro Tyr
85 90 95

Thr Phe Gly GIn Gly Thr Lys Leu Glu lle Lys
100 105

<210> 80

<211> 107

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 80
Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Lys Ala Ser GIn Asp lle Asn Thr Tyr
Page 50



20 25 30

Leu Ser Trp Phe GIn GIn Lys Pro Gly Lys Ser Pro Lys Ser Leu lle
35 40 45

Tyr Arg Ser Asn lle Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly GIn Asp Tyr Thr Leu Thr lle Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp Phe Ala lle Tyr Tyr Cys Leu GIn Tyr Asp Asp Phe Pro Tyr
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu lle Lys
100 105

<210> 81

<211> 448

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 81
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
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145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val Asn His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr
210 215 220

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
225 230 235 240

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg
245 250 255

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
260 265 270

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
275 280 285

Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val
290 295 300

Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu Lys Thr
325 330 335

lle Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu
340 345 350

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn Val Ser Leu Thr Cys
355 360 365

Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser
370 375 380

Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
385 390 395 400

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
405 410 415

Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
420 425 430
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Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 82

<211> 448

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 82
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Arg Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Arg Val Thr Leu Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val Asn His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr
210 215 220
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His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
225 230 235 240

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg
245 250 255

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
260 265 270

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
275 280 285

Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val
290 295 300

Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu Lys Thr
325 330 335

lle Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu
340 345 350

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn Val Ser Leu Thr Cys
355 360 365

Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser
370 375 380

Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
385 390 395 400

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
405 410 415

Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
420 425 430

Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 83

<211> 448

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 83

Gln Val GIn Leu GIn GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Arg Ala Thr Leu Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val Asn His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr
210 215 220

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
225 230 235 240

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg
245 250 255

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
260 265 270

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
275 280 285

Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val
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290 295 300

Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu Lys Thr
325 330 335

lle Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu
340 345 350

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn Val Ser Leu Thr Cys
355 360 365

Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser
370 375 380

Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
385 390 395 400

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
405 410 415

Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
420 425 430

Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 84

<211> 214

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 84
Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Lys Ala Ser GIn Asp lle Asn Thr Tyr
20 25 30

Leu Ser Trp Phe Gln GIn Lys Pro Gly Lys Ala Pro Lys Ser Leu lle
35 40 45

Tyr Arg Ser Asn lle Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly GIn Asp Phe Thr Leu Thr lle Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp Phe Ala lle Tyr Tyr Cys Leu GIn Tyr Asp Asp Phe Pro Tyr
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85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu lle Lys Arg Thr Val Ala Ala
100 105 10

Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn
145 150 155 160

Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 85

<211> 214

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 85
Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Lys Ala Ser GIn Asp lle Asn Thr Tyr
20 25 30

Leu Ser Trp Phe GIn GIn Lys Pro Gly Lys Ser Pro Lys Ser Leu lle
35 40 45

Tyr Arg Ser Asn lle Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly GIn Asp Tyr Thr Leu Thr lle Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp Phe Ala lle Tyr Tyr Cys Leu GIn Tyr Asp Asp Phe Pro Tyr
85 90 95

Thr Phe Gly GIn Gly Thr Lys Leu Glu lle Lys Arg Thr Val Ala Ala
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100 105 110

Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn
145 150 155 160

Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 86

<211> 442

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 86
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro
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115 120 125

Leu Ala Pro Gly Ser Ala Ala GIn Thr Asn Ser Met Val Thr Leu Gly
130 135 140

Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr Trp Asn
145 150 155 160

Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser Ser Thr
180 185 190

Trp Pro Ser Glu Thr Val Thr Cys Asn Val Ala His Pro Ala Ser Ser
195 200 205

Thr Lys Val Asp Lys Lys lle Val Pro Arg Asp Cys Gly Cys Lys Pro
210 215 220

Cys lle Cys Thr Val Pro Glu Val Ser Ser Val Phe lle Phe Pro Pro
225 230 235 240

Lys Pro Lys Asp Val Leu Thr lle Thr Leu Thr Pro Lys Val Thr Cys
245 250 255

Val Val Val Asp lle Ser Lys Asp Asp Pro Glu Val GIn Phe Ser Trp
260 265 270

Phe Val Asp Asp Val Glu Val His Thr Ala GIn Thr GIn Pro Arg Glu
275 280 285

Glu GIn Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu Pro lle Met
290 295 300

His GIn Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg Val Asn Ser
305 310 315 320

Ala Ala Phe Pro Ala Pro lle Glu Lys Thr lle Ser Lys Thr Lys Gly
325 330 335

Arg Pro Lys Ala Pro GIn Val Tyr Thr lle Pro Pro Pro Lys Glu GIn
340 345 350

Met Ala Lys Asp Lys Val Ser Leu Thr Cys Met lle Thr Asp Phe Phe
355 360 365

Pro Glu Asp lle Thr Val Glu Trp GIn Trp Asn Gly GIn Pro Ala Glu
370 375 380

Asn Tyr Lys Asn Thr GIn Pro lle Met Asp Thr Asp Gly Ser Tyr Phe
385 390 395 400
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Val Tyr Ser Lys Leu Asn Val GIn Lys Ser Asn Trp Glu Ala Gly Asn
405 410 415

Thr Phe Thr Cys Ser Val Leu His Glu Gly Leu His Asn His His Thr
420 425 430

Glu Lys Ser Leu Ser His Ser Pro Gly Lys
435 440

<210> 87

<211> 442

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 87
Gln Val GIn Leu GIn GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Arg Ala Thr Leu Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro
115 120 125

Leu Ala Pro Gly Ser Ala Ala GIn Thr Asn Ser Met Val Thr Leu Gly
130 135 140

Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr Trp Asn
145 150 155 160

Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser Ser Thr
180 185 190
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Trp Pro Ser Glu Thr Val Thr Cys Asn Val Ala His Pro Ala Ser Ser
195 200 205

Thr Lys Val Asp Lys Lys lle Val Pro Arg Asp Cys Gly Cys Lys Pro
210 215 220

Cys lle Cys Thr Val Pro Glu Val Ser Ser Val Phe lle Phe Pro Pro
225 230 235 240

Lys Pro Lys Asp Val Leu Thr lle Thr Leu Thr Pro Lys Val Thr Cys
245 250 255

Val Val Val Asp lle Ser Lys Asp Asp Pro Glu Val GIn Phe Ser Trp
260 265 270

Phe Val Asp Asp Val Glu Val His Thr Ala GIn Thr GIn Pro Arg Glu
275 280 285

Glu GIn Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu Pro lle Met
290 295 300

His GIn Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg Val Asn Ser
305 310 315 320

Ala Ala Phe Pro Ala Pro lle Glu Lys Thr lle Ser Lys Thr Lys Gly
325 330 335

Arg Pro Lys Ala Pro GIn Val Tyr Thr lle Pro Pro Pro Lys Glu GIn
340 345 350

Met Ala Lys Asp Lys Val Ser Leu Thr Cys Met lle Thr Asp Phe Phe
355 360 365

Pro Glu Asp lle Thr Val Glu Trp GIn Trp Asn Gly GIn Pro Ala Glu
370 375 380

Asn Tyr Lys Asn Thr GIn Pro lle Met Asp Thr Asp Gly Ser Tyr Phe
385 390 395 400

Val Tyr Ser Lys Leu Asn Val GIn Lys Ser Asn Trp Glu Ala Gly Asn
405 410 415

Thr Phe Thr Cys Ser Val Leu His Glu Gly Leu His Asn His His Thr
420 425 430

Glu Lys Ser Leu Ser His Ser Pro Gly Lys
435 440

<210> 88

<211> 214

<212> PRT

<213> Attificial Sequence
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<220>
<223> synthetic polypeptide

<400> 88

Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Lys Ala Ser GIn Asp lle Asn Thr Tyr
20 25 30

Leu Ser Trp Phe Gln GIn Lys Pro Gly Lys Ala Pro Lys Ser Leu lle
35 40 45

Tyr Arg Ser Asn lle Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly GIn Asp Phe Thr Leu Thr lle Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp Phe Ala lle Tyr Tyr Cys Leu GIn Tyr Asp Asp Phe Pro Tyr
85 90 95

Thr Phe Gly GIn Gly Thr Lys Leu Glu lle Lys Arg Ala Asp Ala Ala
100 105 110

Pro Thr Val Ser lle Phe Pro Pro Ser Ser Glu GIn Leu Thr Ser Gly
115 120 125

Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp lle
130 135 140

Asn Val Lys Trp Lys lle Asp Gly Ser Glu Arg GIn Asn Gly Val Leu
145 150 155 160

Asn Ser Trp Thr Asp GIn Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser
165 170 175

Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr
180 185 190

Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro lle Val Lys Ser
195 200 205

Phe Asn Arg Asn Glu Cys
210

<210> 89

<211> 214

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 89

Page 62



Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Lys Ala Ser GIn Asp lle Asn Thr Tyr
20 25 30

Leu Ser Trp Phe GIn GIn Lys Pro Gly Lys Ser Pro Lys Ser Leu lle
35 40 45

Tyr Arg Ser Asn lle Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly GIn Asp Tyr Thr Leu Thr lle Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp Phe Ala lle Tyr Tyr Cys Leu GIn Tyr Asp Asp Phe Pro Tyr
85 90 95

Thr Phe Gly GIn Gly Thr Lys Leu Glu lle Lys Arg Ala Asp Ala Ala
100 105 110

Pro Thr Val Ser lle Phe Pro Pro Ser Ser Glu GIn Leu Thr Ser Gly
115 120 125

Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp lle
130 135 140

Asn Val Lys Trp Lys lle Asp Gly Ser Glu Arg GIn Asn Gly Val Leu
145 150 155 160

Asn Ser Trp Thr Asp GIn Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser
165 170 175

Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr
180 185 190

Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro lle Val Lys Ser
195 200 205

Phe Asn Arg Asn Glu Cys
210

<210> 90

<211> 448

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 90

Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val Asn His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr
210 215 220

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser
225 230 235 240

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg
245 250 255

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
260 265 270

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
275 280 285

Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val
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290 295 300

Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Ser lle Glu Lys Thr
325 330 335

lle Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu
340 345 350

Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
355 360 365

Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser
370 375 380

Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
385 390 395 400

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
405 410 415

Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
420 425 430

Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 91

<211> 448

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 91
Gln Val GIn Leu GIn GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Arg Ala Thr Leu Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
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85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr GIn Thr Tyr lle Cys Asn Val Asn His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr
210 215 220

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser
225 230 235 240

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg
245 250 255

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
260 265 270

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
275 280 285

Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val
290 295 300

Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Ser lle Glu Lys Thr
325 330 335

lle Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu
340 345 350

Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
355 360 365

Page 66



Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser
370 375 380

Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
385 390 395 400

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
405 410 415

Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
420 425 430

Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 92

<211> 357

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 92
caggtgcagc tggtgcagag cggcgcecgag gtgaagaagce ccggegecag cgtgaagatg 60

agctgcaagg ccageggcta caccttcace gactacaaca tgcactgggt gagacagage 120
cccggeaaga gectggagty gatcggetac atcaagecce acaacgecgg caccacctac 180
aaccccaagt tcgagggcag agecaccetg accgtggaca ccagegecag caccgectac 240
atggagctga gcagcctgag aagcgaggac accgecgtgt actactgegt aagaagegac 300
ttectgtact ggtacttcga cgtgtgggge cagggeacca cegtgacegt gtectca 357
<210> 93

<211> 357

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 93
caggtgcagc tggtgcagag cggcgcecgag gtgaagaagce ccggegecag cgtgaagatg 60

agctgcaagg ccageggcta caccttcace gactacaaca tgcactgggt gaagcagage 120
cacggcaaga gectggagtg gatcggcetac atcaageece acaacgceegg caccacctac 180
aaccccaagt tcgagggcag agecaccetg accgtggaca ccagegecag caccgectac 240
atggagctga gaagcctgag aagcgaggac accgecgtgt actactgegt aagaagegat 300
tttctctact ggtatttcga tgtetgggge cagggeacca cegtgaccgt gtectea 357

<210> 94

<211> 324

<212> DNA
<213> Attificial Sequence
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<220>
<223> synthetic polynucleotide

<400> 94
gacatccaga tgacccagag ccccagceage ctgagegeca gegtgggega cagagtgace 60

atcacctgca ccgccagceag cagegtgage agcagetacc tgcactggta ccagcagaag 120
cccggeaagg cecccaagcet getgatetac agcaccagea acctggecag cggegtgeee 180
agcagattca gcggcagegg cageggeacc gacttcacce tgaccatcag cagectgcag 240
cccgaggact tegecaccta ctactgecac cagtateate gtteceeget cacgttcgge 300
gecggeacca agctggagat caag 324

<210> 95

<211> 324

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 95
gacatccaga tgacccagag ccccagceage ctgagegeca gegtgggega cagagtgace 60

atcacctgca ccgccagceag cagegtgage agcagetacc tgcactggta ccagcagaag 120
cccggeageg cececaagct gtggatetac agcaccagea acctggecag cggegtgeee 180
agcagattca gcggcagegg cageggeacc gactacacce tgaccatcag cagectgcag 240
cccgaggact tegecaccta ctactgccac cagtateate gtteceeget cacgttcgge 300
gecggeacca agetggagat caag 324

<210> 96

<211> 324

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 96
gacatcgtga tgacccagag ccccageagc ctgagegeea gegtgggega cagagtgace 60

atcacctgca ccgccagceag cagegtgage agcagetacc tgcactggta ccagcagaag 120
cccggeagea geecccaagct gtggatctac agcaccagea acctggecag cggegtgece 180
ggcagattca gcggcagegg cageggeacc gactacacce tgaccatcag cagectgcag 240
cccgaggact tegecaccta ctactgcecac cagtateate gtteceeget cacgttcgge 300
gecggeacca agetggagat caag 324

<210> 97

<211> 1347

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 97
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caggtgcagc tggtgcagag cggcgcecgag gtgaagaagce ccggegecag cgtgaagatg 60
agctgcaagg ccageggcta caccttcace gactacaaca tgcactgggt gagacagage 120
cccggeaaga gectggagtg gatcggetac atcaagecce acaacgecgg caccacctac 180
aaccccaagt tcgagggcag agecaccetg accgtggaca ccagegecag caccgectac 240
atggagctga gcagectgag aagcgaggac accgecgtgt actactgegt aagaagegac 300
ttectgtact ggtacttcga cgtgtgggge cagggeacca cegtgaccegt gtectcaget 360
agcaccaagg geccateggt cttcceectg geaccctect ccaagageac ctetggggge 420
acagcggccc tgggcetgect ggtcaaggac tacttcceeg aaccggtgac ggtgtegtgg 480
aactcaggcg ccctgaccag cggegtgeac accttceegg ctgtectaca gtectcagga 540
ctctactcce tcagcagegt ggtgaccgtg cectecagea gettgggeac ccagacctac 600
atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagaaagt tgagcccaaa 660
tcttgtgaca aaactcacac atgcccaccg tgcccageac ctgaacteet ggggggaceg 720
tcagtcttce tettecceee aaaacccaag gacaccctea tgatetceeg gaceectgag 780
gtcacatgcg tggtggtgga cgtgagecac gaagaccctg aggtcaagtt caactggtac 840
gtggacggcg tggaggtgca taatgccaag acaaagecge gggaggagcea gtacaacage 900
acgtaccgtg tggtcagegt cctcacegte ctgcaccagg actggetgaa tggcaaggag 960
tacaagtgca aggtctccaa caaagccctc ccagecceea tcgagaaaac catctccaaa 1020
gccaaagggc agceecgaga accacaggtg tacaccctge ceccateeeg ggatgagtty 1080
accaagaacc aggtcagect gacctgectg gtcaaaggct tctatcccag cgacatcgec 1140
gtggagtggg agagcaatgg gcagecggag aacaactaca agaccacgcec tecegtgety 1200
gactccgacg getecttctt cetctacage aagcetcaceg tggacaagag caggtggcag 1260
caggggaacyg ftettctcatg ctccgtgatg catgaggctc tgcacaacca ctacacgcag 1320
aagagcctct ceetgtctee gggtaaa 1347

<210> 98

<211> 1347

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 98
caggtgcagc tggtgcagag cggcgcecgag gtgaagaagce ccggegecag cgtgaagatg 60

agctgcaagg ccageggcta caccttcace gactacaaca tgcactgggt gaagcagage 120
cacggcaaga gectggagtg gatcggcetac atcaageece acaacgceegg caccacctac 180
aaccccaagt tcgagggcag agecaccetg accgtggaca ccagegecag caccgectac 240
atggagctga gaagcctgag aagcgaggac accgecgtgt actactgegt aagaagegat 300
tttctetact ggtatttcga tgtctgggge cagggceacca cegtgacegt gtcctcaget 360

agcaccaagg geccateggt cttcceectg geaccctect ccaagageac ctetggggge 420
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acagcggccc tgggcetgect ggtcaaggac tacttcceeg aaccggtgac ggtgtegtgg 480
aactcaggcg ccctgaccag cggegtgeac accttceegg ctgtectaca gtectcagga 540
ctctactcce tcagcagegt ggtgaccgtg cectecagea gettgggeac ccagacctac 600
atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagaaagt tgagcccaaa 660
tcttgtgaca aaactcacac atgcccacceg tgeccageac ctgaacteet ggggggaceg 720
tcagtcttce tettccccee aaaacccaag gacaccctea tgatetceeg gaceectgag 780
gtcacatgcg tggtggtgga cgtgagecac gaagaccctg aggtcaagtt caactggtac 840
gtggacggcg tggaggtgca taatgccaag acaaagecge gggaggagcea gtacaacage 900
acgtaccgtg tggtcagegt cctcacegte ctgcaccagg actggetgaa tggcaaggag 960
tacaagtgca aggtctccaa caaagccctc ccagecceea tcgagaaaac catctccaaa 1020
gccaaagggc agccecgaga accacaggtg tacaccctge ceccateeeg ggatgagtty 1080
accaagaacc aggtcagect gacctgectg gtcaaaggct tctatcccag cgacatcgec 1140
gtggagtggg agagcaatgg gcagecggag aacaactaca agaccacgcec tecegtgety 1200
gactccgacg getecttctt cetctacage aagcetcaceg tggacaagag caggtggcag 1260
caggggaacyg ftettctcatg ctccgtgatg catgaggctc tgcacaacca ctacacgcag 1320
aagagcctct ceetgtctee gggtaaa 1347

<210> 99

<211> 645

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 99
gacatccaga tgacccagag ccccageage ctgagegeca gegtgggega cagagtgace 60

atcacctgca ccgccagceag cagegtgage agcagetacc tgcactggta ccagcagaag 120
cccggeaagg cecccaagcet getgatetac agcaccagea acctggecag cggegtgeee 180
agcagattca gcggcagegg cageggeacc gacttcacce tgaccatcag cagectgcag 240
cccgaggact tegecaccta ctactgecac cagtateate gtteceeget cacgttcgge 300
gecggeacca agetggagat caagegtacg gtggctgeac catctgtett catcttcceg 360
ccatctgatg agcagttgaa atctggaact gectetgttg tgtgectgct gaataacttc 420
tatcccagag aggccaaagt acagtggaag gtggataacg ccctccaate gggtaactcc 480
caggagagtg tcacagagca ggacagcaag gacagcacct acagcctcag cagcaccctg 540
acgctgagca aagcagacta cgagaaacac aaagtctacg cctgcgaagt cacccatcag 600
ggcctgagcet cgeecgtcac aaagagcettc aacaggggag agtgt 645

<210> 100

<211> 645

<212> DNA
<213> Attificial Sequence
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<220>
<223> synthetic polynucleotide

<400> 100
gacatccaga tgacccagag ccccagceage ctgagegeca gegtgggega cagagtgace 60

atcacctgca ccgccagceag cagegtgage agcagetacc tgcactggta ccagcagaag 120
cccggeageg cccecaagct gtggatetac agcaccagea acctggecag cggegtgeee 180
agcagattca gcggcagegg cageggeacc gactacacce tgaccatcag cagectgcag 240
cccgaggact tegecaccta ctactgecac cagtateate gtteceeget cacgttcgge 300
gecggeacca agetggagat caagegtacg gtggctgeac catctgtcett catcttcceg 360
ccatctgatg agcagttgaa atctggaact gectetgttg tgtgectgct gaataacttc 420
tatcccagag aggccaaagt acagtggaag gtggataacg ccctccaate gggtaactcc 480
caggagagtg tcacagagca ggacagcaag gacagceacct acagcctcag cagcaccctg 540
acgctgagca aagcagacta cgagaaacac aaagtctacg cctgcgaagt cacccatcag 600
ggcctgagcet cgeecgtcac aaagagcettc aacaggggag agtgt 645

<210> 101

<211> 645

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 101
gacatcgtga tgacccagag ccccageagc ctgagegeea gegtgggega cagagtgace 60

atcacctgca ccgccagceag cagegtgage agcagetacc tgcactggta ccagcagaag 120
cccggeagea geeccaagct gtggatctac agcaccagea acctggecag cggegtgece 180
ggcagattca gcggcagegg cageggeacc gactacacce tgaccatcag cagectgcag 240
cccgaggact tegecaccta ctactgecac cagtateate gtteceeget cacgttcgge 300
gccggeacca agetggagat caagegtacg gtggctgeac catctgtett catcttcceg 360
ccatctgatg agcagttgaa atctggaact gectetgttg tgtgectgct gaataacttc 420
tatcccagag aggccaaagt acagtggaag gtggataacg ccctccaate gggtaactcc 480
caggagagtg tcacagagca ggacagcaag gacagcacct acagcctcag cagcaccctg 540
acgctgagca aagcagacta cgagaaacac aaagtctacg cctgcgaagt cacccatcag 600
ggcctgagcet cgeecgtcac aaagagcettc aacaggggag agtgt 645

<210> 102

<211> 354

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 102
caggtgcagc tggtgcagag cggcgcecgag gtgaagaagce ccggegecag cgtgaaggty 60
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agctgcaagg ccageggcta caccttcace agcetactgga tgcactgggt gagacaggee 120
cccggecagg geetggagtg gatgggetac atcaacceca geageggeta caccaagage 180
aaccagaagt tcaaggacag agtgaccatg accgccgaca ccagcaccag caccgectac 240
atggagctga gcagcctgag aagcgaggac accgecgtgt actactgegg aagatggtta 300
ctttcggcect ggtttgetta ctggggecag ggcaccctgg tgaccgtgag cage 354

<210> 103

<211> 354

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 103
caggtgcagc tggtgcagag cggcgcecgag gtgaagaagce ccggegecag cgtgaaggty 60

agctgcaagg ccageggcta caccttcace agetactgga tgcactgggt gagacagaga 120
cccggecagg geetggagtg gatgggetac atcaacceea geageggcta caccaagage 180
aaccagaagt tcaaggacag agtgaccctg accgccgaca ccageaccag caccgectac 240
atggagctga gcagcctgag aagcgaggac accgecgtgt actactgegg cagatggetg 300
ctgagcgcct ggttcgecta ctggggecag ggeaccctgg tgaccgtgag cage 354
<210> 104

<211> 354

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 104
caggtgcagc tgcagcagag cggcgcecgag gtgaagaagce ccggegeeag cgtgaagety 60

agctgcaagg ccageggceta caccttcace agetactgga tgcactgggt gagacagaga 120
cccggecagg geetggagtg gateggetac atcaacceca gecageggcta caccaagage 180
aaccagaagt tcaaggacag agccaccctg accgecgaca ccagcaccag caccgectac 240
atggagctga gcagcctgag aagcgaggac accgecgtgt actactgegg cagatggetg 300
ctgagcegcct ggttcgecta ctggggecag ggeaccetgg tgacegtgag cage 354
<210> 105

<211> 321

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 105
gacatccaga tgacccagag ccccagceage ctgagegeca gegtgggega cagagtgace 60

atcacctgca aggccagcca ggacatcaac acctacctga getggttcca gcagaageee 120

ggcaaggccc ccaagagcect gatctacaga agcaacatce tggtggacgg cgtgcccage 180
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agattcagcg gcageggeag cggecaggac ttcaccctga ccatcageag cetgcageee 240
gaggacttcg ccatctacta ctgcctacag tatgatgact ttcegtacac gttcggecag 300
ggcaccaagc tggagatcaa g 321

<210> 106

<211> 321

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 106
gacatccaga tgacccagag ccccageage ctgagegeca gegtgggega cagagtgace 60

atcacctgca aggccagcca ggacatcaac acctacctga getggttcca gcagaageee 120
ggcaagagcc ccaagagect gatctacaga agcaacatce tggtggacgg cgtgeccage 180
agattcagcg gcageggeag cggecaggac tacacccetga ccatcageag cetgcagece 240
gaggacttcg ccatctacta ctgcctacag tatgatgact ttccgtacac gttcggecag 300
ggcaccaagc tggagatcaa g 321

<210> 107

<211> 1344

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 107
caggtgcagc tggtgcagag cggcgcecgag gtgaagaagce ccggegecag cgtgaaggtg 60

agctgcaagg ccageggcta caccttcace agcetactgga tgcactgggt gagacaggee 120
cccggecagg geetggagtg gatgggetac atcaacceea geageggeta caccaagage 180
aaccagaagt tcaaggacag agtgaccatg accgccgaca ccagcaccag caccgectac 240
atggagctga gcagcctgag aagcgaggac accgecgtgt actactgegg aagatggtta 300
ctttcggect ggtttgctta ctggggecag ggcaccetgg tgaccgtgag cagegetage 360
accaagggcc categgtctt ceeectggea cectectcca agageacctc tgggggcaca 420
geggccectgg getgectggt caaggactac ticcccgaac cggtgacggt gtegtggaac 480
tcaggegecc tgaccagegg cgtgeacacce ttceeggcetg tectacagte ctecaggacte 540
tactccctca gecagegtggt gacegtgecce tecageaget tgggeaccea gacctacatc 600
tgcaacgtga atcacaagcc cagcaacacc aaggtggaca agaaagttga gcccaaatct 660
tgtgacaaaa ctcacacatg cccaccgtge ccageacctg aactcetggg gggaccgtca 720
gtcttectet teceeccaaa acccaaggac acccteatga tetcccggac cectgaggte 780
acatgcgtgg tggtggacgt gagccacgaa gaccctgagg tcaagttcaa ctggtacgty 840
gacggcgtgg aggtgcataa tgccaagaca aagccgeggg aggageagta caacagcacg 900

taccgtgtgg tcagegtect caccgtectg caccaggact ggctgaatgg caaggagtac 960
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aagtgcaagg tctccaacaa agecctecca geccccatcg agaaaaccat ctccaaagee 1020
aaagggcagc cccgagaacc acaggtgtac accetgecce catcecggga tgagttgace 1080
aagaaccagg tcagcctgac ctgectggtc aaaggcttct atcccagega catcgeegty 1140
gagtgggaga gcaatgggca gccggagaac aactacaaga ccacgectee cgtgetggac 1200
tccgacggct ccttcttect ctacagcaag ctcaccgtgg acaagageag gtggcagcag 1260
gggaacgtct tctcatgete cgtgatgeat gaggcetetge acaaccacta cacgcagaag 1320
agcctctecce tgtctecggg taaa 1344

<210> 108

<211> 1344

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 108
caggtgcagc tggtgcagag cggcgcecgag gtgaagaagce ccggegecag cgtgaaggtg 60

agctgcaagg ccageggceta caccttcace agetactgga tgcactgggt gagacagaga 120
cccggecagg geetggagtg gatgggetac atcaacceca geageggeta caccaagage 180
aaccagaagt tcaaggacag agtgaccctg accgccgaca ccagcaccag caccgectac 240
atggagctga gcagcctgag aagcgaggac accgecgtgt actactgegg cagatggetg 300
ctgagcgcct ggttegecta ctggggecag ggcaccctgg tgaccgtgag cagegetage 360
accaagggcc categgtctt ceeectggea cectectcca agageacctc tgggggcaca 420
geggcectgg getgectggt caaggactac ticcccgaac cggtgacggt gtegtggaac 480
tcaggegecc tgaccagegg cgtgeacacce ttceeggcetg tectacagte ctecaggacte 540
tactccctca gcagegtggt gacegtgecce tecageaget tgggeaccea gacctacate 600
tgcaacgtga atcacaagcc cagcaacacc aaggtggaca agaaagttga gcccaaatct 660
tgtgacaaaa ctcacacatg cccaccgtge ccageacctg aactcetggg gggaccgtca 720
gtcttectet teceeccaaa acccaaggac acccteatga tetcccggac cectgaggte 780
acatgcgtgg tggtggacgt gagccacgaa gaccctgagg tcaagttcaa ctggtacgty 840
gacggcgtgg aggtgcataa tgccaagaca aagccgeggg aggageagta caacagcacg 900
taccgtgtgg tcagegtect caccgteetg caccaggact ggctgaatgg caaggagtac 960
aagtgcaagg tctccaacaa agecctecca geccccatcg agaaaaccat ctccaaagee 1020
aaagggcagc cccgagaacc acaggtgtac accetgecce catcccggga tgagttgace 1080
aagaaccagg tcagcctgac ctgectggtc aaaggcttct atcccagega catcgeegty 1140
gagtgggaga gcaatgggca gccggagaac aactacaaga ccacgectee cgtgetggac 1200
tecgacggct ccttcttect ctacagcaag ctcaccgtgg acaagageag gtggcagcag 1260
gggaacgtct tctcatgete cgtgatgeat gaggcetetge acaaccacta cacgcagaag 1320

agcctctece tgtctecggg taaa 1344
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<210> 109
<211> 1344
<212> DNA
<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 109
caggtgcagc tgcagcagag cggcgcecgag gtgaagaagce ccggegecag cgtgaagety 60

agctgcaagg ccageggceta caccttcace agcetactgga tgcactgggt gagacagaga 120
cccggecagg geetggagtg gateggetac atcaacceca gecageggcta caccaagage 180
aaccagaagt tcaaggacag agccaccetg accgecgaca ccageaccag caccgectac 240
atggagctga gcagcctgag aagcgaggac accgecgtgt actactgegg cagatggetg 300
ctgagcgcct ggttegecta ctggggecag ggcaccctgg tgaccgtgag cagegetage 360
accaagggcc categgtctt cceectggea cectectcca agageacctc tgggggcaca 420
geggcectgg getgectggt caaggactac ticcccgaac cggtgacggt gtegtggaac 480
tcaggegecc tgaccagegg cgtgeacacce ttceeggcetg tectacagte ctecaggacte 540
tactccctca gecagegtggt gacegtgecce tecageaget tgggeaccea gacctacatc 600
tgcaacgtga atcacaagcc cagcaacacc aaggtggaca agaaagttga gcccaaatct 660
tgtgacaaaa ctcacacatg cccaccgtge ccageacctg aactcetggg gggacegtca 720
gtcttectet teceeccaaa acccaaggac acccteatga tetecceggac cectgaggte 780
acatgcgtgg tggtggacgt gagccacgaa gaccctgagg tcaagttcaa ctggtacgty 840
gacggcgtgg aggtgcataa tgccaagaca aagccgeggg aggagceagta caacagcacg 900
taccgtgtgg tcagegtect caccgtectg caccaggact ggctgaatgg caaggagtac 960
aagtgcaagg tctccaacaa agecctecca geccccatcg agaaaaccat ctccaaagee 1020
aaagggcagc cccgagaacc acaggtgtac accetgecce catcecggga tgagttgace 1080
aagaaccagg tcagcctgac ctgectggtc aaaggcttct atcccagega catcgeegty 1140
gagtgggaga gcaatgggca gccggagaac aactacaaga ccacgectee cgtgetggac 1200
tecgacggct ccttcttect ctacagcaag ctcaccgtgg acaagageag gtggcagcag 1260
gggaacgtct tctcatgete cgtgatgeat gaggcetetge acaaccacta cacgcagaag 1320
agcctctece tgtctecggg taaa 1344

<210> 110

<211> 642

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 110
gacatccaga tgacccagag ccccagceage ctgagegeca gegtgggega cagagtgace 60

atcacctgca aggccagcca ggacatcaac acctacctga getggttcca gcagaageee 120
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ggcaaggccc ccaagagcect gatctacaga agcaacatce tggtggacgg cgtgcccage 180
agattcagcg gcageggeag cggecaggac ttcaccctga ccatcageag cetgcageee 240
gaggacttcg ccatctacta ctgcctacag tatgatgact ttccgtacac gttcggecag 300
ggcaccaagc tggagatcaa gegtacggtg getgcaccat ctgtcttcat cttcccgcca 360
tctgatgage agttgaaatc tggaactgcc tetgttgtgt gectgctgaa taacttctat 420
cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 480
gagagtgtca cagagcagga cagcaaggac agcacctaca gectcagcag caccetgacg 540
ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcaggge 600
ctgagctege ccgtcacaaa gagcttcaac aggggagagt gt 642

<210> 111

<211> 642

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 111
gacatccaga tgacccagag ccccagceage ctgagegeca gegtgggega cagagtgace 60

atcacctgca aggccagcca ggacatcaac acctacctga getggttcca gcagaageee 120
ggcaagagcc ccaagagect gatctacaga agcaacatce tggtggacgg cgtgeccage 180
agattcagcg gcageggeag cggecaggac tacacccetga ccatcageag cetgcagece 240
gaggacttcg ccatctacta ctgcctacag tatgatgact ttccgtacac gttcggecag 300
ggcaccaagc tggagatcaa gegtacggtg getgcaccat ctgtcttcat cttcccgcca 360
tctgatgage agttgaaatc tggaactgcc tetgttgtgt gectgctgaa taacttctat 420
cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 480
gagagtgtca cagagcagga cagcaaggac agcacctaca gectcagcag cacectgacg 540
ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcaggge 600
ctgagctege ccgtcacaaa gagcttcaac aggggagagt gt 642

<210> 112

<211> 1326

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 112
caggtgcagc tggtgcagag cggcgcecgag gtgaagaagce ccggegecag cgtgaaggtg 60

agctgcaagg ccageggcta caccttcace agcetactgga tgcactgggt gagacaggee 120
cccggecagg geetggagtg gatgggetac atcaacceca geageggeta caccaagage 180
aaccagaagt tcaaggacag agtgaccatg accgccgaca ccagcaccag caccgectac 240

atggagctga gcagcctgag aagcgaggac accgecgtgt actactgegg aagatggtta 300
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ctttcggect ggtttgctta ctggggecag ggcaccetgg tgaccgtgag cagegecaag 360
accacccctc ctteegtgta tectetgget ccaggateeg cegetcagac aaactccatg 420
gtgaccctgg gttgectggt gaagggctac ttcectgage cagtgacegt gactiggaac 480
teeggctete tgtettccgg agtgeacaca titccageceg tgctgcagag cgacctgtac 540
acactgtect ccteegtgac cgtgecttct tecacttgge cttccgagac cgtgacttge 600
aacgtggccc acccagectc ttctaccaag gtggacaaga agategtece ccgggatige 660
ggttgcaagc cttgcatttg caccgtgece gaggtgtect cegtgttcat cttcectcee 720
aagcctaagg acgtgctgac catcaccetg acccccaaag tgacttgegt ggtggtggac 780
atctctaagg acgaccccga ggtgeagttc tettggttcg tggacgacgt ggaggtgcac 840
acagctcaga cacagccccg ggaggageag ttcaactcca cettccggag cgtgtccgag 900
ctgcccatca tgcaccagga ttggctgaac ggcaaggagt tcaagtgecg cgtgaacage 960
gecgcttttc cageccctat cgagaagacc atctccaaga ccaagggeag geccaagget 1020
cctcaggtgt acaccatece teceectaag gagcagatgg ccaaggacaa ggtgtcectg 1080
acttgcatga tcaccgactt cttcccegag gacatcacag tcgagtggea gtggaacgge 1140
cagccagccg agaactacaa gaacacccag cccatcatgg ataccgacgg ctcttacttc 1200
gtgtactcca agctgaacgt gcagaagtce aattgggagg ccggcaacac cttcacttgc 1260
teegtgctge acgagggact geataaccac cacaccgaga agtecctgte ceactetece 1320
ggcaag 1326

<210> 113

<211> 1326

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 113
caggtgcagc tgcagcagag cggcgcecgag gtgaagaagce ccggegecag cgtgaagety 60

agctgcaagg ccageggceta caccttcace agetactgga tgcactgggt gagacagaga 120
cccggecagg geetggagtg gateggetac atcaacceca gecageggcta caccaagage 180
aaccagaagt tcaaggacag agccaccetg accgecgaca ccageaccag caccgectac 240
atggagctga gcagectgag aagcgaggac accgecgtgt actactgegg cagatggetg 300
ctgagcgcct ggttegecta ctggggecag ggcaccetgg tgaccgtgag cagegccaag 360
accacccctc ctteegtgta tectetgget ccaggateeg cegetcagac aaactccatg 420
gtgaccctgg gttgectggt gaagggctac ttcectgage cagtgacegt gacttggaac 480
teeggctete tgtettecgg agtgeacaca titccageceg tgctgcagag cgacctgtac 540
acactgtect ccteegtgac cgtgecttct tecacttgge cttccgagac cgtgacttge 600
aacgtggccc acccagectc ttctaccaag gtggacaaga agatcgtece ccgggatige 660

ggttgcaagc cttgcatttg caccgtgece gaggtgtect cegtgttcat cttcectcee 720
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aagcctaagg acgtgctgac catcaccetg acccccaaag tgacttgegt ggtggtggac 780
atctctaagg acgaccccga ggtgeagttc tettggttcg tggacgacgt ggaggtgcac 840
acagctcaga cacagccccg ggaggageag ttcaactcca ccttceggag cgtgtccgag 900
ctgcccatca tgcaccagga ttggctgaac ggcaaggagt tcaagtgecg cgtgaacage 960
gecgcttttc cageccctat cgagaagacc atctccaaga ccaagggeag geccaagget 1020
cctcaggtgt acaccatece teceectaag gagcagatgg ccaaggacaa ggtgtcectg 1080
acttgcatga tcaccgactt cttcccegag gacatcacag tcgagtggea gtggaacgge 1140
cagccagccg agaactacaa gaacacccag cccatcatgg ataccgacgg ctcttacttc 1200
gtgtactcca agctgaacgt gcagaagtce aattgggagg ccggcaacac cttcacttgc 1260
teegtgctge acgagggact geataaccac cacaccgaga agtecctgte ceactetece 1320
ggcaag 1326

<210> 114

<211> 642

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 114
gacatccaga tgacccagag ccccagceage ctgagegeca gegtgggega cagagtgace 60

atcacctgca aggccagcca ggacatcaac acctacctga getggttcca gcagaageee 120
ggcaaggccc ccaagagcect gatctacaga agcaacatce tggtggacgg cgtgeccage 180
agattcagcg gcageggeag cggecaggac ttcaccctga ccatcageag cetgcageee 240
gaggacttcg ccatctacta ctgcctacag tatgatgact ttccgtacac gttcggecag 300
ggcaccaagc tggagatcaa gagagccgac geegetecta cagtgtctat ctteccccect 360
tettccgage agetgaccte tggaggagec teegtegtgt gtttectcaa caacttctac 420
cccaaggaca tcaacgtcaa gtggaagatc gacggcetceg agaggcagaa cggegtgetg 480
aactcttgga ccgaccagga ctccaaggac tecacctact ceatgtecte cacectgace 540
ctgaccaagg acgagtacga gcggcacaac tectacactt gcgaggetac ccacaagace 600
tetaccteee ccatcgtgaa gagcttcaac cgcaacgagt gt 642

<210> 115

<211> 642

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 115
gacatccaga tgacccagag ccccagceage ctgagegeca gegtgggega cagagtgace 60

atcacctgca aggccagcca ggacatcaac acctacctga getggttcca gcagaageee 120

ggcaagagcc ccaagagect gatctacaga agcaacatce tggtggacgg cgtgeccage 180
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agattcagcg gcageggeag cggecaggac tacacccetga ccatcageag cetgcageee 240
gaggacttcg ccatctacta ctgcctacag tatgatgact ttcegtacac gttcggecag 300
ggcaccaagc tggagatcaa gagagccgac geegetecta cagtgtctat ctteccecect 360
tettccgage agetgaccte tggaggagec teegtegtgt gtttectcaa caactictac 420
cccaaggaca tcaacgtcaa gtggaagatc gacggcetceg agaggcagaa cggegtgetg 480
aactcttgga ccgaccagga ctccaaggac tecacctact ceatgtecte cacectgace 540
ctgaccaagg acgagtacga gcggcacaac tectacactt gcgaggetac ccacaagace 600
tetaccteee ceatcgtgaa gagcettcaac cgcaacgagt gt 642

<210> 116

<211> 1344

<212> DNA

<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 116
caggtgcagc tggtgcagag cggcgcecgag gtgaagaagce ccggegecag cgtgaaggty 60

agctgcaagg ccageggcta caccttcace agcetactgga tgcactgggt gagacaggee 120
cccggecagg geetggagtg gatgggetac atcaacceca geageggeta caccaagage 180
aaccagaagt tcaaggacag agtgaccatg accgccgaca ccagcaccag caccgectac 240
atggagctga gcagectgag aagcgaggac accgecgtgt actactgegg aagatggtta 300
ctttcggect ggtttgctta ctggggecag ggcaccetgg tgaccgtgag cagegetage 360
acaaaaggac cttcegtgtt tectetgget cettcticta agtctaccag cggaggaaca 420
gcagctctgg gttgtctggt gaaagattac ttcccagagce cagtgacagt gtcttggaat 480
tcaggagctc tgacatcagg agtgcataca tttccagcag tgcetgeagtc ttcaggtety 540
tattctctgt cctcagtggt gacagtgect tettettctc tgggaaccea gacctacatc 600
tgtaacgtga accacaagcc ttccaacacc aaggtggata agagagtgga geccaagtct 660
tgcgataaga cccatacttg cectecttgt ccagetccag aatttgaagg aggaccatca 720
gtgttcctgt ttcctectaa gectaaggac accetgatga tetcceggac cccagaagtg 780
acttgtgtgg tggtggacgt gtctcacgaa gatcccgagg tgaagttcaa tiggtacgtg 840
gacggagtgg aagtgcataa cgctaagaca aagcctagag aggagcagta caactccaca 900
tacagagtgg tgtcagtgct gacagtgctg catcaggatt ggctgaacgg aaaggagtac 960
aagtgcaagg tgtctaacaa ggctetgcca gettctatcg agaagaccat ctecaagget 1020
aagggacagc ctagagaacc tcaggtgtac accetgcecte cttcccggga ggagatgaca 1080
aagaaccagg fetctetgac ttgtctggtg aagggctttt acccttccga catcgeegtg 1140
gaatgggaat ctaacggaca gccagagaac aactacaaga ccacacctce agtgctggat 1200
tecgacggct ccttcttect gtactccaag ctgaccgtgg ataaateteg tiggcagcag 1260

ggaaacgtgt tctcttgtag cgtgatgcac gaagctetge acaatcacta cacccagaag 1320
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teectgtetc tgtetccagg aaaa 1344

<210> 117
<211> 1344
<212> DNA
<213> Attificial Sequence

<220>
<223> synthetic polynucleotide

<400> 117
caggtgcagc tgcagcagag cggcgcecgag gtgaagaagce ccggegeeag cgtgaagety 60

agctgcaagg ccageggceta caccttcace agcetactgga tgcactgggt gagacagaga 120
cccggecagg geetggagtg gateggetac atcaacceca gecageggcta caccaagage 180
aaccagaagt tcaaggacag agccaccetg accgecgaca ccageaccag caccgectac 240
atggagctga gcagcctgag aagcgaggac accgecgtgt actactgegg cagatggetg 300
ctgagcgcct ggttegecta ctggggecag ggcaccctgg tgaccgtgag cagegetage 360
acaaaaggac cttcegtgtt tectetgget cettcticta agtctaccag cggaggaaca 420
gcagctctgg gttgtctggt gaaagattac ttcccagagce cagtgacagt gtcttggaat 480
tcaggagctc tgacatcagg agtgcataca tttccagcag tgcetgeagtc ttcaggtety 540
tattctctgt cctcagtggt gacagtgect tettettctc tgggaaccea gacctacatc 600
tgtaacgtga accacaagcc ttccaacacc aaggtggata agagagtgga geccaagtct 660
tgcgataaga cccatacttg cectecttgt ccagetccag aatttgaagg aggaccatca 720
gtgttcctgt ttcctectaa gectaaggac accetgatga tetcceggac cccagaagtg 780
acttgtgtgg tggtggacgt gtctcacgaa gatcccgagg tgaagttcaa tiggtacgtg 840
gacggagtgg aagtgcataa cgctaagaca aagcctagag aggagcagta caactccaca 900
tacagagtgg tgtcagtgct gacagtgctg catcaggatt ggctgaacgg aaaggagtac 960
aagtgcaagg tgtctaacaa ggctetgcca gettctatcg agaagaccat ctecaagget 1020
aagggacagc ctagagaacc tcaggtgtac accetgcecte cttcccggga ggagatgaca 1080
aagaaccagg tetctetgac ttgtctggtg aagggctttt acccttccga catcgeegtg 1140
gaatgggaat ctaacggaca gccagagaac aactacaaga ccacacctce agtgctggat 1200
tecgacggct ccttcttect gtactccaag ctgaccgtgg ataaateteg tiggcagcag 1260
ggaaacgtgt tctcttgtag cgtgatgcac gaagctetge acaatcacta cacccagaag 1320
teectgtetc tgtetccagg aaaa 1344

<210> 118

<211> 442

<212> PRT

<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 118

Gln Val His Leu GIn GIn Ser Gly Ala Glu Leu Ala Lys Pro Gly Ala
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1 5 10 15

Ser Val Asn Leu Ser Cys Lys Ala Ser Gly Tyr Ala Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Lys GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Leu Ala Lys Tyr Asn Gln Lys Phe
50 55 60

Lys Asp Lys Ala Thr Leu Thr Thr Asp Lys Ser Ser Asn Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Tyr Asp Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ala Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro
115 120 125

Leu Ala Pro Gly Ser Ala Ala GIn Thr Asn Ser Met Val Thr Leu Gly
130 135 140

Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr Trp Asn
145 150 155 160

Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser Ser Thr
180 185 190

Trp Pro Ser Glu Thr Val Thr Cys Asn Val Ala His Pro Ala Ser Ser
195 200 205

Thr Lys Val Asp Lys Lys lle Val Pro Arg Asp Cys Gly Cys Lys Pro
210 215 220

Cys lle Cys Thr Val Pro Glu Val Ser Ser Val Phe lle Phe Pro Pro
225 230 235 240

Lys Pro Lys Asp Val Leu Thr lle Thr Leu Thr Pro Lys Val Thr Cys
245 250 255

Val Val Val Asp lle Ser Lys Asp Asp Pro Glu Val GIn Phe Ser Trp
260 265 270

Phe Val Asp Asp Val Glu Val His Thr Ala GIn Thr GIn Pro Arg Glu
275 280 285
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Glu GIn Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu Pro lle Met
290 295 300

His GIn Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg Val Asn Ser
305 310 315 320

Ala Ala Phe Pro Ala Pro lle Glu Lys Thr lle Ser Lys Thr Lys Gly
325 330 335

Arg Pro Lys Ala Pro GIn Val Tyr Thr lle Pro Pro Pro Lys Glu GIn
340 345 350

Met Ala Lys Asp Lys Val Ser Leu Thr Cys Met lle Thr Asp Phe Phe
355 360 365

Pro Glu Asp lle Thr Val Glu Trp GIn Trp Asn Gly GIn Pro Ala Glu
370 375 380

Asn Tyr Lys Asn Thr GIn Pro lle Met Asp Thr Asp Gly Ser Tyr Phe
385 390 395 400

Val Tyr Ser Lys Leu Asn Val GIn Lys Ser Asn Trp Glu Ala Gly Asn
405 410 415

Thr Phe Thr Cys Ser Val Leu His Glu Gly Leu His Asn His His Thr
420 425 430

Glu Lys Ser Leu Ser His Ser Pro Gly Lys
435 440

<210> 119
<211> 214
<212> PRT
<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 119
Asp lle Lys Met Thr GIn Ser Pro Ser Ser lle Tyr Ala Ser Leu Gly
1 5 10 15

Glu Arg Val Thr lle Thr Cys Lys Ala Ser Gln Gly lle Asn Thr Tyr
20 25 30

Leu Ser Trp Phe Gln GIn Lys Pro Gly Lys Ser Pro Lys Thr Leu lle
35 40 45

Tyr Arg Ala Asn lle Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly GIn Asp Tyr Ser Leu Thr lle Asn Ser Leu Glu Tyr
65 70 75 80
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Glu Asp Met Gly lle Tyr Tyr Cys Leu GIn Tyr Asp Glu Phe Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys Arg Ala Asp Ala Ala
100 105 110

Pro Thr Val Ser lle Phe Pro Pro Ser Ser Glu GIn Leu Thr Ser Gly
115 120 125

Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp lle
130 135 140

Asn Val Lys Trp Lys lle Asp Gly Ser Glu Arg GIn Asn Gly Val Leu
145 150 155 160

Asn Ser Trp Thr Asp GIn Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser
165 170 175

Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr
180 185 190

Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro lle Val Lys Ser
195 200 205

Phe Asn Arg Asn Glu Cys
210

<210> 120
<211> 442
<212> PRT
<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 120
Gln Val GIn Leu GIn GIn Ser Gly Ala Glu Leu Ala Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Lys GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Tyr Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95
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Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ala Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro
115 120 125

Leu Ala Pro Gly Ser Ala Ala GIn Thr Asn Ser Met Val Thr Leu Gly
130 135 140

Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr Trp Asn
145 150 155 160

Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser Ser Thr
180 185 190

Trp Pro Ser Glu Thr Val Thr Cys Asn Val Ala His Pro Ala Ser Ser
195 200 205

Thr Lys Val Asp Lys Lys lle Val Pro Arg Asp Cys Gly Cys Lys Pro
210 215 220

Cys lle Cys Thr Val Pro Glu Val Ser Ser Val Phe lle Phe Pro Pro
225 230 235 240

Lys Pro Lys Asp Val Leu Thr lle Thr Leu Thr Pro Lys Val Thr Cys
245 250 255

Val Val Val Asp lle Ser Lys Asp Asp Pro Glu Val GIn Phe Ser Trp
260 265 270

Phe Val Asp Asp Val Glu Val His Thr Ala GIn Thr GIn Pro Arg Glu
275 280 285

Glu GIn Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu Pro lle Met
290 295 300

His GIn Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg Val Asn Ser
305 310 315 320

Ala Ala Phe Pro Ala Pro lle Glu Lys Thr lle Ser Lys Thr Lys Gly
325 330 335

Arg Pro Lys Ala Pro GIn Val Tyr Thr lle Pro Pro Pro Lys Glu GIn
340 345 350

Met Ala Lys Asp Lys Val Ser Leu Thr Cys Met lle Thr Asp Phe Phe
355 360 365

Pro Glu Asp lle Thr Val Glu Trp GIn Trp Asn Gly GIn Pro Ala Glu
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370 375 380

Asn Tyr Lys Asn Thr GIn Pro lle Met Asp Thr Asp Gly Ser Tyr Phe
385 390 395 400

Val Tyr Ser Lys Leu Asn Val GIn Lys Ser Asn Trp Glu Ala Gly Asn
405 410 415

Thr Phe Thr Cys Ser Val Leu His Glu Gly Leu His Asn His His Thr
420 425 430

Glu Lys Ser Leu Ser His Ser Pro Gly Lys
435 440

<210> 121
<211> 214
<212> PRT
<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 121
Asp lle Arg Met Thr GIn Ser Pro Ser Ser Met Tyr Ala Ser Leu Gly
1 5 10 15

Glu Arg Val Thr lle Thr Cys Lys Ala Ser GIn Asp lle Asn Thr Tyr
20 25 30

Leu Ser Trp Phe GIn GIn Lys Pro Gly Lys Ser Pro Lys Ser Leu lle
35 40 45

Tyr Arg Ser Asn lle Leu Val Asp Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly GIn Asp Tyr Ser Leu Thr lle Ser Ser Leu Glu Tyr
65 70 75 80

Glu Asp Met Gly lle Tyr Tyr Cys Leu GIn Tyr Asp Asp Phe Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys Arg Ala Asp Ala Ala
100 105 110

Pro Thr Val Ser lle Phe Pro Pro Ser Ser Glu GIn Leu Thr Ser Gly
115 120 125

Gly Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp lle
130 135 140

Asn Val Lys Trp Lys lle Asp Gly Ser Glu Arg GIn Asn Gly Val Leu
145 150 155 160

Asn Ser Trp Thr Asp GIn Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser
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165 170 175

Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr
180 185 190

Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro lle Val Lys Ser
195 200 205

Phe Asn Arg Asn Glu Cys
210

<210> 122
<211> 443
<212> PRT
<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 122
Gln Val GIn Leu Lys Glu Ser Gly Pro Gly Leu Val Ala Pro Ser GIn
1 5 10 15

Ser Leu Ser lle Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
20 25 30

Gly Val His Trp Val Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Gly Val lle Trp Ala Gly Gly Ser Thr Asn Tyr Asn Ser Ala Leu Met
50 55 60

Ser Arg Leu Ser lle Ser Lys Asp Asn Ser Lys Ser GIn Leu Phe Leu
65 70 75 80

Lys Met Asn Ser Leu GIn Ala Asp Asp Thr Ala Met Tyr Tyr Cys Ala
85 90 95

Arg Glu Arg Gly Ser Ser Trp Gly Thr Met Asp Tyr Trp Gly GIn Gly
100 105 110

Thr Ser Val Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr
115 120 125

Pro Leu Ala Pro Gly Ser Ala Ala GIn Thr Asn Ser Met Val Thr Leu
130 135 140

Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr Trp
145 150 155 160

Asn Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gln Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser Ser
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180 185 190

Thr Trp Pro Ser Glu Thr Val Thr Cys Asn Val Ala His Pro Ala Ser
195 200 205

Ser Thr Lys Val Asp Lys Lys lle Val Pro Arg Asp Cys Gly Cys Lys
210 215 220

Pro Cys lle Cys Thr Val Pro Glu Val Ser Ser Val Phe lle Phe Pro
225 230 235 240

Pro Lys Pro Lys Asp Val Leu Thr lle Thr Leu Thr Pro Lys Val Thr
245 250 255

Cys Val Val Val Asp lle Ser Lys Asp Asp Pro Glu Val GIn Phe Ser
260 265 270

Trp Phe Val Asp Asp Val Glu Val His Thr Ala GIn Thr GIn Pro Arg
275 280 285

Glu Glu GIn Phe Asn Ser Thr Phe Arg Ser Val Ser Glu Leu Pro lle
290 295 300

Met His GIn Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg Val Asn
305 310 315 320

Ser Ala Ala Phe Pro Ala Pro lle Glu Lys Thr lle Ser Lys Thr Lys
325 330 335

Gly Arg Pro Lys Ala Pro GIn Val Tyr Thr lle Pro Pro Pro Lys Glu
340 345 350

Gln Met Ala Lys Asp Lys Val Ser Leu Thr Cys Met lle Thr Asp Phe
355 360 365

Phe Pro Glu Asp lle Thr Val Glu Trp GIn Trp Asn Gly GIn Pro Ala
370 375 380

Glu Asn Tyr Lys Asn Thr GIn Pro lle Met Asp Thr Asp Gly Ser Tyr
385 390 395 400

Phe Val Tyr Ser Lys Leu Asn Val Gln Lys Ser Asn Trp Glu Ala Gly
405 410 415

Asn Thr Phe Thr Cys Ser Val Leu His Glu Gly Leu His Asn His His
420 425 430

Thr Glu Lys Ser Leu Ser His Ser Pro Gly Lys
435 440

<210> 123
<211> 213
<212> PRT
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<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 123

Gln lle Val Leu Thr GIn Ser Pro Ala lle Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Arg Val Ser Tyr Met
20 25 30

His Trp Tyr GIn GIn Lys Ser Gly Thr Ser Pro Lys Arg Trp lle Tyr
35 40 45

Asp Thr Ser Gln Leu Ala Ser Gly Val Pro Ala Arg Phe Ser Gly Ser
50 55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr lle Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn GIn Trp Ser Ser Asn Pro Tyr Thr
85 90 95

Phe Gly Gly Gly Thr Lys Leu Glu Met Arg Arg Ala Asp Ala Ala Pro
100 105 110

Thr Val Ser lle Phe Pro Pro Ser Ser Glu GIn Leu Thr Ser Gly Gly
115 120 125

Ala Ser Val Val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp lle Asn
130 135 140

Val Lys Trp Lys lle Asp Gly Ser Glu Arg GIn Asn Gly Val Leu Asn
145 150 155 160

Ser Trp Thr Asp GIn Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
165 170 175

Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
180 185 190

Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro lle Val Lys Ser Phe
195 200 205

Asn Arg Asn Glu Cys
210

<210> 124
<211> 444
<212> PRT
<213> Artificial Sequence

<220>
<223> synthetic polypeptide

Page 88



<400> 124
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Asn Phe Gly Thr GIn Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys Cys Val Glu Cys
210 215 220

Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu Phe
225 230 235 240

Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu Val
245 250 255

Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val GIn Phe
260 265 270
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Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
275 280 285

Arg Glu Glu GIn Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr
290 295 300

Val Val His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
305 310 315 320

Ser Asn Lys Gly Leu Pro Ala Pro lle Glu Lys Thr lle Ser Lys Thr
325 330 335

Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg
340 345 350

Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys Leu Val Lys Gly
355 360 365

Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly GIn Pro
370 375 380

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser
385 390 395 400

Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp GIn GIn
405 410 415

Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
420 425 430

Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440

<210> 125
<211> 445
<212> PRT
<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 125
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60
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Lys Asp Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys
210 215 220

Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu
225 230 235 240

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu
245 250 255

Val Thr Cys Val Val Val Asp Val Ser GIn Glu Asp Pro Glu Val GIn
260 265 270

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys
275 280 285

Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu
290 295 300

Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 315 320

Val Ser Asn Lys Gly Leu Pro Ser Ser lle Glu Lys Thr lle Ser Lys
325 330 335

Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser
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340 345 350

Gln Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys Leu Val Lys
355 360 365

Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly GIn
370 375 380

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly
385 390 395 400

Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp GIn
405 410 415

Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440 445

<210> 126
<211> 444
<212> PRT
<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 126
Gln Val GIn Leu GIn GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Arg Ala Thr Leu Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly
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130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Asn Phe Gly Thr GIn Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys Cys Val Glu Cys
210 215 220

Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu Phe
225 230 235 240

Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu Val
245 250 255

Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val GIn Phe
260 265 270

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
275 280 285

Arg Glu Glu GIn Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr
290 295 300

Val Val His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
305 310 315 320

Ser Asn Lys Gly Leu Pro Ala Pro lle Glu Lys Thr lle Ser Lys Thr
325 330 335

Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg
340 345 350

Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys Leu Val Lys Gly
355 360 365

Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly GIn Pro
370 375 380

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser
385 390 395 400

Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp GIn GIn
405 410 415
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Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
420 425 430

Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440

<210> 127
<211> 445
<212> PRT
<213> Attificial Sequence

<220>
<223> synthetic polypeptide

<400> 127
Gln Val GIn Leu GIn GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Arg GIn Arg Pro Gly GIn Gly Leu Glu Trp lle
35 40 45

Gly Tyr lle Asn Pro Ser Ser Gly Tyr Thr Lys Ser Asn GIn Lys Phe
50 55 60

Lys Asp Arg Ala Thr Leu Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Gly Arg Trp Leu Leu Ser Ala Trp Phe Ala Tyr Trp Gly GIn Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser
195 200 205
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Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys
210 215 220

Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu
225 230 235 240

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu
245 250 255

Val Thr Cys Val Val Val Asp Val Ser GIn Glu Asp Pro Glu Val GIn
260 265 270

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys
275 280 285

Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu
290 295 300

Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 315 320

Val Ser Asn Lys Gly Leu Pro Ser Ser lle Glu Lys Thr lle Ser Lys
325 330 335

Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser
340 345 350

Gln Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys Leu Val Lys
355 360 365

Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly GIn
370 375 380

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly
385 390 395 400

Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp GIn
405 410 415

Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440 445
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