
<?xml version="1.0" encoding="UTF-8"?>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN" 
"ST26SequenceListing_V1_3.dtd">
<ST26SequenceListing originalFreeTextLanguageCode="en"  dtdVersion="V1_3" 
fileName="CAND-016WO_SL.xml" softwareName="WIPO Sequence" softwareVersion="2.3.0" 
productionDate="2023-05-11">
 <ApplicationIdentification>
  <IPOfficeCode>US</IPOfficeCode>
  <ApplicationNumberText>PCT/US2023/065916</ApplicationNumberText>
  <FilingDate>2023-04-18</FilingDate>
 </ApplicationIdentification>
 <ApplicantFileReference>CAND-016WO</ApplicantFileReference>
 <EarliestPriorityApplicationIdentification>
  <IPOfficeCode>US</IPOfficeCode>
  <ApplicationNumberText>63/331,903</ApplicationNumberText>
  <FilingDate>2022-04-18</FilingDate>
 </EarliestPriorityApplicationIdentification>
 <ApplicantName languageCode="en">CANDEL THERAPEUTICS, INC.</ApplicantName>
 <InventionTitle languageCode="en">COMPOSITIONS AND METHODS FOR VIRAL 
VECTORS</InventionTitle>
 <SequenceTotalQuantity>49</SequenceTotalQuantity>
 <SequenceData sequenceIDNumber="1">
  <INSDSeq>
   <INSDSeq_length>151135</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..151135</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>genomic 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q2">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Human 
alphaherpesvirus 1</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>

  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="2">
  <INSDSeq>
   <INSDSeq_length>151974</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..151974</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>genomic 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q4">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Human 
alphaherpesvirus 1</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>

  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="3">
  <INSDSeq>
   <INSDSeq_length>1300</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..1300</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q6">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Human 
alphaherpesvirus 1</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MASENKQRPGSPGPTDGPPPTPSPDRDERGALGWGAETEEGGDDPDHDPDHPHDLDDARRDGRA
PAAGTDAGEDAGDAVSPRQLALLASMVEEAVRTIPTPDPAASPPRTPAFRADDDDGDEYDDAADAAGDRAPARGRAREAPL
RGAYPDPTDRLSPRPPAQPPQRRRHGRRRPSASSTSSDSGSSSSSSASSSSSSSDEDEDDDGNDAADHAREARAVGRGPSSAA
PEAPGRTPPPPGPPPLSEAAPKPRAAARTPAASAGRIERRRARAAVAGRDATGRFTAGQPRRVELDADAASGAFYARYRDGYV
SGEPWPGAGPPPPGRVLYGGLGDSRPGLWGAPEAEEARRRFEASGAPAAVWAPELGDAAQQYALITRLLYTPDAEAMGWLQ
NPRVVPGDVALDQACFRISGAARNSSSFITGSVARAVPHLGYAMAAGRFGWGLAHAAAAVAMSRRYDRAQKGFLLTSLRRA
YAPLLARENAALTGAAGSPGAGADDEGVAAAVVAAAAAPGERAVPAGYGAAGILAALGRLSAAPASPAGGDDPDAARHADA
DDDAGRRAQAGRVAVECLAACRGILEALAEGFDGDLAAVPGLAGARPASPPRPEGPAGPASPPPPHADAPRLRAWLRELRFV
RDALVLMRLRGDLRVAGGSEAAVAAVRAVSLVAGALGPALPRDPRLPSSAAAAAADLLFENQSLRPLLAAGPRRSSSSSGVAA
AASAAPREGRKRKSPGPARPPGGGGPRPPKTKKSGADAPGSDARAPLPAPAPPSTPPGPEPAPAQPAAPRAAAAQARPRPVA
LSRRPAEGPDPLGGWRRQPPGPSHTAAPAAAALEAYCSPRAVAELTDHPLFPVPWRPALMFDPRALASIAARCAGPAPAAQA
ACGGGDDDENPHPHGAAGGRLFGPLRASGPLRRMAAWMRQIPDPEDVRVVVLYSPLPGEDLAGGGASGGPPEWSAERGGL
SCLLAALANRLCGPDTAAWAGNWTGAPDVSALGAQGVLLLSTRDLAFAGAVEFLGLLASAGDRRLIVVNTVRACDWPADGP
AVSRQHAYLACDLLPAVQCAVRWPAARDLRRTVLASGRVFGPGVFARVEAAHARLYPDAPPLRLCRGGNVRYRVRTRFGPDT
PVPMSPREYRRAVLPALDGRAAASGTTDAMAPGAPDFCEEEAHSHRACARWGLGAPLRPVYVALGREAVRAGPARWRGPRR
DFCARALLEPDDDAPPLVLRGDDDGPGALPPAPPGIRWASATGRSGTVLAAAGAVEVLGAEAGLATPPRRDVVDWEGAWDE
DDGGAFEGDGVL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="4">
  <INSDSeq>
   <INSDSeq_length>1300</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..1300</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q8">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Human 
alphaherpesvirus 1</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>MASENKQRPGSPGPTDGPPPTPSPDRDERGALGWGAETEEGGDDPDHDPDHPHDLDDARRDGRA
PAAGTDAGEDAGDAVSPRQLALLASMVEEAVRTIPTPDPAASPPRTPAFRADDDDGDEYDDAADAAGDRAPARGRAREAPL
RGAYPDPTDRLSPRPPAQPPQRRRHGRRRPSASSTSSDSGSSSSSSASSSSSSSDEDEDDDGNDAADHAREARAVGRGPSSAA
PEAPGRTPPPPGPPPLSEAAPKPRAAARTPAASAGRIERRRARAAVAGRDATGRFTAGQPRRVELDADAASGAFYARYRDGYV
SGEPWPGAGPPPPGRVLYGGLGDSRPGLWGAPEAEEARRRFEASGAPAAVWAPELGDAAQQYALITRLLYTPDAEAMGWLQ
NPRVVPGDVALDQACFRISGAARNSSSFITGSVARAVPHLGYAMAAGRFGWGLAHAAAAVAMSRRYDRAQKGFLLTSLRRA
YAPLLARENAALTGAAGSPGAGADDEGVAAAVVAAAAAPGERAVPAGYGAAGILAALGRLSAAPASPAGGDDPDAARHADA
DDDAGRRAQAGRVAVECLAACRGILEALAEGFDGDLAAVPGLAGARPASPPRPEGPAGPASPPPPHADAPRLRAWLRELRFV
RDALVLMRLRGDLRVAGGSEAAVAAVRAVSLVAGALGPALPRDPRLPSSAAAAAADLLFENQSLRPLLAAGPRRSSSSSGVAA
AASAAPREGRKRKSPGPARPPGGGGPRPPKTKKSGADAPGSDARAPLPAPAPPSTPPGPEPAPAQPAAPRAAAAQARPRPVA
LSRRPAEGPDPLGGWRRQPPGPSHTAAPAAAALEAYCSPRAVAELTDHPLFPVPWRPALMFDPRALASIAARCAGPAPAAQA
ACGGGDDDENPHPHGAAGGRLFGPLRASGPLRRMAAWMRQIPDPEDVRVVVLYSPLPGEDLAGGGASGGPPEWSAERGGL
SCLLAALANRLCGPDTAAWAGNWTGAPDVSALGAQGVLLLSTRDLAFAGAVEFLGLLASAGDRRLIVVNTVRACDWPADGP
AVSRQHAYLACDLLPAVQCAVRWPAARDLRRTVLASGRVFGPGVFARVEAAHARLYPDAPPLRLCRGGNVRYRVRTRFGPDT
PVPMSPREYRRAVLPALDGRAAASGTTDAMAPGAPDFCEEEAHSHRACARWGLGAPLRPVYVALGREAVRAGPARWRGPRR
DFCARALLEPDDDAPPLVLRGDDDGPGALPPAPPGIRWASATGRSGTVLAAAGAVEVLGAEAGLATPPRRDVVDWEGAWDE
DDGGAFEGDGVL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="5">
  <INSDSeq>
   <INSDSeq_length>88</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..88</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q10">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Human 
alphaherpesvirus 1</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSWALEMADTFLDNMRVGPRTYADVRDEINKRGREDREAARTAVHDPERPLLRSPGLLPKIAPNAS
LGVAHRRTGGTVTDSPRNPVTR</INSDSeq_sequence>
  </INSDSeq>



 </SequenceData>
 <SequenceData sequenceIDNumber="6">
  <INSDSeq>
   <INSDSeq_length>1383</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..1383</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q12">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>synthetic 
construct</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MYATDSRGHSPAFLQPQNGNSRHPSGYVPGKVVPLRPPPPPKSQASAKFTSIRREDRATFAFSPEEQ
QAQRESQKQKRHKNTFICFAITSFSFFIALAIILGISSKYAPDENCPDQNPRLRNWDPGQDSAKQVVIKEGDMLRLTSDATVHSI
VIQDGGLLVFGDNKDGSRNITLRTHYILIQDGGALHIGAEKCRYKSKATITLYGKSDEGESMPTFGKKFIGVEAGGTLELHGARKA
SWTLLARTLNSSGLPFGSYTFEKDFSRGLNVRVIDQDTAKILESERFDTHEYRNESRRLQEFLRFQDPGRIVAIAVGDSAAKSLLQ
GTIQMIQERLGSELIQGLGYRQAWALVGVIDGGSTSCNESVRNYENHSSGGKALAQREFYTVDGQKFSVTAYSEWIEGVSLSGF
RVEVVDGVKLNLLDDVSSWKPGDQIVVASTDYSMYQAEEFTLLPCSECSHFQVKVKETPQFLHMGEIIDGVDMRAEVGILTRNI
VIQGEVEDSCYAENQCQFFDYDTFGGHIMIMKNFTSVHLSYVELKHMGQQQMGRYPVHFHLCGDVDYKGGYRHATFVDGLS
IHHSFSRCITVHGTNGLLIKDTIGFDTLGHCFFLEDGIEQRNTLFHNLGLLTKPGTLLPTDRNNSMCTTMRDKVFGNYIPVPATDC
MAVSTFWIAHPNNNLINNAAAGSQDAGIWYLFHKEPTGESSGLQLLAKPELTPLGIFYNNRVHSNFKAGLFIDKGVKTTNSSAA
DPREYLCLDNSARFRPHQDANPEKPRVAALIDRLIAFKNNDNGAWVRGGDIIVQNSAFADNGIGLTFASDGSFPSDEGSSQEV
SESLFVGESRNYGFQGGQNKYVGTGGIDQKPRTLPRNRTFPIRGFQIYDGPIHLTRSTFKKYVPTPDRYSSAIGFLMKNSWQITPR
NNISLVKFGPHVSLNVFFGKPGPWFEDCEMDGDKNSIFHDIDGSVTGYKDAYVGRMDNYLIRHPSCVNVSKWNAVICSGTYA
QVYVQTWSTQNLSMTITRDEYPSNPMVLRGINQKAAFPQYQPVVMLEKGYTIHWNGPAPRTTFLYLVNFNKNDWIRVGLCYP
SNTSFQVTFGYLQRQNGSLSKIEEYEPVHSLEELQRKQSERKFYFDSSTGLLFLYLKAKSHRHGHSYCSSQGCERVKIQAATDSKD
ISNCMAKAYPQYYRKPSVVKRMPAMLTGLCQGCGTRQVVFTSDPHKSYLPVQFQSPDKAETQRGDPSVISVNGTDFTFRSAG
VLLLVVDPCSVPFRLTEKTVFPLADVSRIEEYLKTGIPPRSIVLLSTRGEIKQLNISHLLVPLGLAKPAHLYDKGSTIFLGFSGNFKPSW
TKLFTSPAGQGLGVLEQFIPLQLDEYGCPRATTVRRRDLELLKQASKAH</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="7">
  <INSDSeq>
   <INSDSeq_length>707</INSDSeq_length>



   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..707</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q14">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSLWQPLVLVLLVLGCCFAAPRQRQSTLVLFPGDLRTNLTDRQLAEEYLYRYGYTRVAEMRGESKSL
GPALLLLQKQLSLPETGELDSATLKAMRTPRCGVPDLGRFQTFEGDLKWHHHNITYWIQNYSEDLPRAVIDDAFARAFALWSA
VTPLTFTRVYSRDADIVIQFGVAEHGDGYPFDGKDGLLAHAFPPGPGIQGDAHFDDDELWSLGKGVVVPTRFGNADGAACHF
PFIFEGRSYSACTTDGRSDGLPWCSTTANYDTDDRFGFCPSERLYTQDGNADGKPCQFPFIFQGQSYSACTTDGRSDGYRWCA
TTANYDRDKLFGFCPTRADSTVMGGNSAGELCVFPFTFLGKEYSTCTSEGRGDGRLWCATTSNFDSDKKWGFCPDQGYSLFLV
AAHEFGHALGLDHSSVPEALMYPMYRFTEGPPLHKDDVNGIRHLYGPRPEPEPRPPTTTTPQPTAPPTVCPTGPPTVHPSERPTA
GPTGPPSAGPTGPPTAGPSTATTVPLSPVDDACNVNIFDAIAEIGNQLYLFKDGKYWRFSEGRGSRPQGPFLIADKWPALPRKLD
SVFEERLSKKLFFFSGRQVWVYTGASVLGPRRLDKLGLGADVAQVTGALRSGRGKMLLFSGRRLWRFDVKAQMVDPRSASEV
DRMFPGVPLDTHDVFQYREKAYFCQDRFYWRVSSRSELNQVDQVGYVTYDILQCPED</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="8">
  <INSDSeq>
   <INSDSeq_length>269</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..269</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>



      </INSDQualifier>
      <INSDQualifier id="q16">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAEVPELASEMMAYYSGNEDDLFFEADGPKQMKCSFQDLDLCPLDGGIQLRISDHHYSKGFRQAAS
VVVAMDKLRKMLVPCPQTFQENDLSTFFPFIFEEEPIFFDTWDNEAYVHDAPVRSLNCTLRDSQQKSLVMSGPYELKALHLQG
QDMEQQVVFSMSFVQGEESNDKIPVALGLKEKNLYLSCVLKDDKPTLQLESVDPKNYPKKKMEKRFVFNKIEINNKLEFESAQF
PNWYISTSQAENMPVFLGGTKGGQDITDFTMQFVSS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="9">
  <INSDSeq>
   <INSDSeq_length>212</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..212</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q18">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MNSFSTSAFGPVAFSLGLLLVLPAAFPAPVPPGEDSKDVAAPHRQPLTSSERIDKQIRYILDGISALRKE
TCNKSNMCESSKEALAENNLNLPKMAEKDGCFQSGFNEETCLVKIITGLLEFEVYLEYLQNRFESSEEQARAVQMSTKVLIQFLQ
KKAKNLDAITTPDPTTNASLLTKLQAQNQWLQDMTTHLILRSFKEFLQSSLRALRQM</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="10">



  <INSDSeq>
   <INSDSeq_length>193</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..193</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q20">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAEPVEDNCINFVAMKFIDNTLYFIAEDDENLESDYFGKLESKLSVIRNLNDQVLFIDQGNRPLFED
MTDSDCRDNAPRTIFIISMYKDSQPRGMAVTISVKCEKISTLSCENKIISFKEMNPPDNIKDTKSDIIFFQRSVPGHDNKMQFESS
SYEGYFLACEKERDLFKLILKKEDELGDRSIMFTVQNED</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="11">
  <INSDSeq>
   <INSDSeq_length>233</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..233</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q22">
       
<INSDQualifier_name>organism</INSDQualifier_name>



       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSTESMIRDVELAEEALPKKTGGPQGSRRCLFLSLFSFLIVAGATTLFCLLHFGVIGPQREEFPRDLSLISP
LAQAVRSSSRTPSDKPVAHVVANPQAEGQLQWLNRRANALLANGVELRDNQLVVPSEGLYLIYSQVLFKGQGCPSTHVLLTH
TISRIAVSYQTKVNLLSAIKSPCQRETPEGAEAKPWYEPIYLGGVFQLEKGDRLSAEINRPDYLDFAESGQVYFGIIAL</INSDSeq_
sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="12">
  <INSDSeq>
   <INSDSeq_length>98</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..98</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q24">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MALLLALSLLVLWTSPAPTLSGTNDAEDCCLSVTQKPIPGYIVRNFHYLLIKDGCRVPAVVFTTLRGRQ
LCAPPDQPWVERIIQRLQRTSAKMKRRSS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="13">
  <INSDSeq>
   <INSDSeq_length>134</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>



    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..134</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q26">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAQSLALSLLILVLAFGIPRTQGSDGGAQDCCLKYSQRKIPAKVVRSYRKQEPSLGCSIPAILFLPRKRS
QAELCADPKELWVQQLMQHLDKTPSPQKPAQGCRKDRGASKTGKKGKGSKGCKRTERSQTPKGP</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="14">
  <INSDSeq>
   <INSDSeq_length>177</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..177</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q28">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>



   
<INSDSeq_sequence>MFHVSFRYIFGLPPLILVLLPVASSDCDIEGKDGKQYESVLMVSIDQLLDSMKEIGSNCLNNEFNFFKR
HICDANKEGMFLFRAARKLRQFLKMNSTGDFDLHLLKVSEGTTILLNCTGQVKGRKPAALGEAQPTKSLEENKSLKEQKKLNDL
CFLKRLLQEIKTCWNKILMGTKEH</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="15">
  <INSDSeq>
   <INSDSeq_length>219</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..219</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q30">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MCPARSLLLVATLVLLDHLSLARNLPVATPDPGMFPCLHHSQNLLRAVSNMLQKARQTLEFYPCTSE
EIDHEDITKDKTSTVEACLPLELTKNESCLNSRETSFITNGSCLASRKTSFMMALCLSSIYEDLKMYQVEFKTMNAKLLMDPKRQIF
LDQNMLAVIDELMQALNFNSETVPQKSSLEEPDFYKTKIKLCILLHAFRIRAVTIDRVMSYLNAS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="16">
  <INSDSeq>
   <INSDSeq_length>328</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..328</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q32">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MCHQQLVISWFSLVFLASPLVAIWELKKDVYVVELDWYPDAPGEMVVLTCDTPEEDGITWTLDQSSE
VLGSGKTLTIQVKEFGDAGQYTCHKGGEVLSHSLLLLHKKEDGIWSTDILKDQKEPKNKTFLRCEAKNYSGRFTCWWLTTISTDLT
FSVKSSRGSSDPQGVTCGAATLSAERVRGDNKEYEYSVECQEDSACPAAEESLPIEVMVDAVHKLKYENYTSSFFIRDIIKPDPPK
NLQLKPLKNSRQVEVSWEYPDTWSTPHSYFSLTFCVQVQGKSKREKKDRVFTDKTSATVICRKNASISVRAQDRYYSSSWSEW
ASVPCS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="17">
  <INSDSeq>
   <INSDSeq_length>162</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..162</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q34">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MRISKPHLRSISIQCYLCLLLNSHFLTEAGIHVFILGCFSAGLPKTEANWVNVISDLKKIEDLIQSMHIDA
TLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLQSFVHIVQMFI



NTS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="18">
  <INSDSeq>
   <INSDSeq_length>193</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..193</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q36">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAAEPVEDNCINFVAMKFIDNTLYFIAEDDENLESDYFGKLESKLSVIRNLNDQVLFIDQGNRPLFED
MTDSDCRDNAPRTIFIISMYKDSQPRGMAVTISVKCEKISTLSCENKIISFKEMNPPDNIKDTKSDIIFFQRSVPGHDNKMQFESS
SYEGYFLACEKERDLFKLILKKEDELGDRSIMFTVQNED</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="19">
  <INSDSeq>
   <INSDSeq_length>166</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..166</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>



      </INSDQualifier>
      <INSDQualifier id="q38">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKYTSYILAFQLCIVLGSLGCYCQDPYVKEAENLKKYFNAGHSDVADNGTLFLGILKNWKEESDRKIM
QSQIVSFYFKLFKNFKDDQSIQKSVETIKEDMNVKFFNSNKKKRDDFEKLTNYSVTDLNVQRKAIHELIQVMAELSPAAKTGKRK
RSQMLFRGRRASQ</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="20">
  <INSDSeq>
   <INSDSeq_length>567</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..567</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q40">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGRGLLRGLWPLHIVLWTRIASTIPPHVQKSVNNDMIVTDNNGAVKFPQLCKFCDVRFSTCDNQKS
CMSNCSITSICEKPQEVCVAVWRKNDENITLETVCHDPKLPYHDFILEDAASPKCIMKEKKKPGETFFMCSCSSDECNDNIIFSEE
YNTSNPDLLLVIFQVTGISLLPPLGVAISVIIIFYCYRVNRQQKLSSTWETGKTRKLMEFSEHCAIILEDDRSDISSTCANNINHNTEL
LPIELDTLVGKGRFAEVYKAKLKQNTSEQFETVAVKIFPYEEYASWKTEKDIFSDINLKHENILQFLTAEERKTELGKQYWLITAFHA
KGNLQEYLTRHVISWEDLRKLGSSLARGIAHLHSDHTPCGRPKMPIVHRDLKSSNILVKNDLTCCLCDFGLSLRLDPTLSVDDLA
NSGQVGTARYMAPEVLESRMNLENVESFKQTDVYSMALVLWEMTSRCNAVGEVKDYEPPFGSKVREHPCVESMKDNVLRDR
GRPEIPSFWLNHQGIQMVCETLTECWDHDPEARLTAQCVAERFSELEHLDRLSGRSCSEEKIPEDGSLNTTK</INSDSeq_sequ



ence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="21">
  <INSDSeq>
   <INSDSeq_length>80</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..80</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q42">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGRGLLRGLWPLHIVLWTRIASTIPPHVQKSVNNDMIVTDNNGAVKFPQLCKFCDVRFSTCDNQKS
CFSKVHYEGKKKAW</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="22">
  <INSDSeq>
   <INSDSeq_length>261</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..261</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>



      <INSDQualifier id="q44">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MIETYNQTSPRSAATGLPISMKIFMYLLTVFLITQMIGSALFAVYLHRRLDKIEDERNLHEDFVFMKTIQ
RCNTGERSLSLLNCEEIKSQFEGFVKDIMLNKEETKKENSFEMQKGDQNPQIAAHVISEASSKTTSVLQWAEKGYYTMSNNLVT
LENGKQLTVKRQGLYYIYAQVTFCSNREASSQAPFIASLCLKSPGRFERILLRAANTHSSAKPCGQQSIHLGGVFELQPGASVFVN
VTDPSQVSHGTGFTSFGLLKL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="23">
  <INSDSeq>
   <INSDSeq_length>183</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..183</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q46">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MERVQPLEENVGNAARPRFERNKLLLVASVIQGLGLLLCFTYICLHFSALQVSHRYPRIQSIKVQFTEYK
KEKGFILTSQKEDEIMKVQNNSVIINCDGFYLISLKGYFSQEVNISLHYQKDEEPLFQLKKVRSVNSLMVASLTYKDKVYLNVTTD
NTSLDDFHVNGGELILIHQNPGEFCVL</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="24">
  <INSDSeq>



   <INSDSeq_length>99</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..99</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q48">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKVSAALLCLLLIAATFIPQGLAQPDAINAPVTCCYNFTNRKISVQRLASYRRITSSKCPKEAVIFKTIVA
KEICADPKQKWVQDSMDHLDKQTQTPKT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="25">
  <INSDSeq>
   <INSDSeq_length>397</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..397</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q50">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>



      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAPISLSWLLRLATFCHLTVLLAGQHHGVTKCNITCSKMTSKIPVALLIHYQQNQASCGKRAIILETRQ
HRLFCADPKEQWVKDAMQHLDRQAAALTRNGGTFEKQIGEVKPRTTPAAGGMDESVVLEPEATGESSSLEPTPSSQEAQRAL
GTSPELPTGVTGSSGTRLPPTPKAQDGGPVGTELFRVPPVSTAATWQSSAPHQPGPSLWAEAKTSEAPSTQDPSTQASTASSPA
PEENAPSEGQRVWGQGQSPRPENSLEREEMGPVPAHTDAFQDWGPGSMAHVSVVPVSSEGTPSREPVASGSWTPKAEEPIH
ATMDPQRLGVLITPVPDAQAATRRQAVGLLAFLGLLFCLGVAMFTYQSLQGCPRKMAGEMAEGLRYIPRSCGSNSYVLVPV</I
NSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="26">
  <INSDSeq>
   <INSDSeq_length>254</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..254</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q52">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGRDLRPGSRVLLLLLLLLLVYLTQPGNGNEGSVTGSCYCGKRISSDSPPSVQFMNRLRKHLRAYHRC
LYYTRFQLLSWSVCGGNKDPWVQELMSCLDLKECGHAYSGIVAHQKHLLPTSPPISQASEGASSDIHTPAQMLLSTLQSTQRPT
LPVGSLSSDKELTRPNETTIHTAGHSLAAGPEAGENQKQPEKNAGPTARTSATVPVLCLLAIIFILTAALSYVLCKRRRGQSPQSSP
DLPVHYIPVAPDSNT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="27">
  <INSDSeq>
   <INSDSeq_length>91</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>



   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..91</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q54">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKVSAAALAVILIATALCAPASASPYSSDTTPCCFAYIARPLPRAHIKEYFYTSGKCSNPAVVFVTRKNR
QVCANPEKKWVREYINSLEMS</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="28">
  <INSDSeq>
   <INSDSeq_length>125</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..125</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q56">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>



    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKKSGVLFLLGIILLVLIGVQGTPVVRKGRCSCISTNQGTIHLQSLKDLKQFAPSPSCEKIEIIATLKNGV
QTCLNPDSADVKELIKKWEKQVSQKKKQKNGKKHQKKKVLKVRKSQRSRQKKTT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="29">
  <INSDSeq>
   <INSDSeq_length>98</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..98</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q58">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MNQTAILICCLIFLTLSGIQGVPLSRTVRCTCISISNQPVNPRSLEKLEIIPASQFCPRVEIIATMKKKGEKR
CLNPESKAIKNLLKAVSKERSKRSP</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="30">
  <INSDSeq>
   <INSDSeq_length>94</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..94</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q60">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MSVKGMAIALAVILCATVVQGFPMFKRGRCLCIGPGVKAVKVADIEKASIMYPSNNCDKIEVIITLKEN
KGQRCLNPKSKQARLIIKKVERKNF</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="31">
  <INSDSeq>
   <INSDSeq_length>153</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..153</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q62">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MYRMQLLSCIALSLALVTNSAPTSSSTKKTQLQLEHLLLDLQMILNGINNYKNPKLTRMLTFKFYMPK
KATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT</INS
DSeq_sequence>
  </INSDSeq>
 </SequenceData>



 <SequenceData sequenceIDNumber="32">
  <INSDSeq>
   <INSDSeq_length>189</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..189</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q64">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MASPFALLMVLVVLSCKSSCSLGCDLPETHSLDNRRTLMLLAQMSRISPSSCLMDRHDFGFPQEEFD
GNQFQKAPAISVLHELIQQIFNLFTTKDSSAAWDEDLLDKFCTELYQQLNDLEACVMQEERVGETPLMNADSILAVKKYFRRITL
YLTEKKYSPCAWEVVRAEIMRSLSLSTNLQERLRRKE</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="33">
  <INSDSeq>
   <INSDSeq_length>244</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..244</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q66">
       



<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MGALGLEGRGGRLQGRGSLLLAVAGATSLVTLLLAVPITVLAVLALVPQDQGGLVTETADPGAQAQ
QGLGFQKLPEEEPETDLSPGLPAAHLIGAPLKGQGLGWETTKEQAFLTSGTQFSDAEGLALPQDGLYYLYCLVGYRGRAPPGGG
DPQGRSVTLRSSLYRAGGAYGPGTPELLLEGAETVTPVLDPARRQGYGPLWYTSVGFGGLVQLRRGERVYVNISHPDMVDFAR
GKTFFGAVMVG</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="34">
  <INSDSeq>
   <INSDSeq_length>109</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..109</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q68">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MKFISTSLLLMLLVSSLSPVQGVLEVYYTSLRCRCVQESSVFIPRRFIDRIQILPRGNGCPRKEIIVWKKN
KSIVCVDPQAEWIQRMMEVLRKRSSSTLPVPVFKRKIP</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="35">
  <INSDSeq>
   <INSDSeq_length>271</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>



   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..271</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q70">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MAKVPDMFEDLKNCYSENEEDSSSIDHLSLNQKSFYHVSYGPLHEGCMDQSVSLSISETSKTSKLTFK
ESMVVVATNGKVLKKRRLSLSQSITDDDLEAIANDSEEEIIKPRSAPFSFLSNVKYNFMRIIKYEFILNDALNQSIIRANDQYLTAAA
LHNLDEAVKFDMGAYKSSKDDAKITVILRISKTQLYVTAQDEDQPVLLKEMPEIPKTITGSETNLLFFWETHGTKNYFTSVAHPNL
FIATKQDYWVCLAGGPPSITDFQILENQA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="36">
  <INSDSeq>
   <INSDSeq_length>156</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..156</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q72">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>



     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>AMTPGKTSLVSLLLLLSLEAIVKAGITIPRNPGCPNSEDKNFPRTVMVNLNIHNRNTNTNPKRSSDYY
NRSTSPWNLHRNEDPERYPSVIWEAKCRHLGCINADGNVDYHMNSVPIQQEILVLRREPPHCPNSFRLEKILVSVGCTCVTPIV
HHVA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="37">
  <INSDSeq>
   <INSDSeq_length>504</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..504</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q74">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   
<INSDSeq_sequence>MEPAGPAPGRLGPLLCLLLAASCAWSGVAGEEELQVIQPDKSVLVAAGETATLRCTATSLIPVGPIQW
FRGAGPGRELIYNQKEGHFPRVTTVSDLTKRNNMDFSIRIGNITPADAGTYYCVKFRKGSPDDVEFKSGAGTELSVRAKPSAPVV
SGPAARATPQHTVSFTCESHGFSPRDITLKWFKNGNELSDFQTNVDPVGESVSYSIHSTAKVVLTREDVHSQVICEVAHVTLQG
DPLRGTANLSETIRVPPTLEVTQQPVRAENQVNVTCQVRKFYPQRLQLTWLENGNVSRTETASTVTENKDGTYNWMSWLLVN
VSAHRDDVKLTCQVEHDGQPAVSKSHDLKVSAHPKEQGSNTAAENTGSNERNIYIVVGVVCTLLVALLMAALYLVRIRQKKAQ
GSTSSTRLHEPEKNAREITQDTNDITYADLNLPKGKKPAPQAAEPNNHTEYASIQTSPQPASEDTLTYADLDMVHLNRTPKQPA
PKPEPSFSEYASVQVPRK</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="38">
  <INSDSeq>
   <INSDSeq_length>7</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>



   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..7</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q76">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Human 
alphaherpesvirus 1</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>STPSTTT</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="39">
  <INSDSeq>
   <INSDSeq_length>16</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..16</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>genomic 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q78">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Human 
alphaherpesvirus 1</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>gcacccccactcccac</INSDSeq_sequence>



  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="40">
  <INSDSeq>
   <INSDSeq_length>16</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..16</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>genomic 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q80">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Human 
alphaherpesvirus 1</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>ccccagccctccccag</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="41">
  <INSDSeq>
   <INSDSeq_length>17</INSDSeq_length>
   <INSDSeq_moltype>DNA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..17</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       <INSDQualifier_value>genomic 
DNA</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q82">
       
<INSDQualifier_name>organism</INSDQualifier_name>



       <INSDQualifier_value>Human 
alphaherpesvirus 1</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>cccctcgccccctcccg</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="42">
  <INSDSeq>
   <INSDSeq_length>14</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..14</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q84">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Human 
alphaherpesvirus 1</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>AASAPDAADALAAA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="43">
  <INSDSeq>
   <INSDSeq_length>13</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..13</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       



<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q200">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Human 
alphaherpesvirus 1</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>GPRRSSSSSGVAA</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="44">
  <INSDSeq>
   <INSDSeq_length/>
   <INSDSeq_moltype/>
   <INSDSeq_division/>
   <INSDSeq_sequence>000</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="45">
  <INSDSeq>
   <INSDSeq_length>8</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..8</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q201">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       
<INSDQualifier_value>unidentified</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier>
       
<INSDQualifier_name>note</INSDQualifier_name>



       <INSDQualifier_value>2A peptide core 
sequence motif</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>2</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
    <INSDFeature>
     <INSDFeature_key>VARIANT</INSDFeature_key>
     <INSDFeature_location>4</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>note</INSDQualifier_name>
       <INSDQualifier_value>Any amino 
acid</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>DXEXNPGP</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="46">
  <INSDSeq>
   <INSDSeq_length>18</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..18</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>



      <INSDQualifier id="q202">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Thosea asigna 
virus</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>EGRGSLLTCGDVEENPGP</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="47">
  <INSDSeq>
   <INSDSeq_length>20</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..20</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q90">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Equine rhinitis A 
virus</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>QCTNYALLKLAGDVESNPGP</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="48">
  <INSDSeq>
   <INSDSeq_length>22</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..22</INSDFeature_location>



     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q92">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Foot-and-mouth 
disease virus</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>VKQTLNFDLLKLAGDVESNPGP</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
 <SequenceData sequenceIDNumber="49">
  <INSDSeq>
   <INSDSeq_length>19</INSDSeq_length>
   <INSDSeq_moltype>AA</INSDSeq_moltype>
   <INSDSeq_division>PAT</INSDSeq_division>
   <INSDSeq_feature-table>
    <INSDFeature>
     <INSDFeature_key>source</INSDFeature_key>
     <INSDFeature_location>1..19</INSDFeature_location>
     <INSDFeature_quals>
      <INSDQualifier>
       
<INSDQualifier_name>mol_type</INSDQualifier_name>
       
<INSDQualifier_value>protein</INSDQualifier_value>
      </INSDQualifier>
      <INSDQualifier id="q94">
       
<INSDQualifier_name>organism</INSDQualifier_name>
       <INSDQualifier_value>Porcine 
teschovirus-1</INSDQualifier_value>
      </INSDQualifier>
     </INSDFeature_quals>
    </INSDFeature>
   </INSDSeq_feature-table>
   <INSDSeq_sequence>ATNFSLLKQAGDVEENPGP</INSDSeq_sequence>
  </INSDSeq>
 </SequenceData>
</ST26SequenceListing>


