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1 Sequence Listing
Information
1-1 File Name G2936_sequence.xml
1-2 DTD Version V1_3
1-3 | Software Name WIPO Sequence
1-4 | Software Version 2.2.0
1-5 | Production Date 2023-05-15
16 Original free text
language code
1.7 Non English free
text language code
General
2 .
Information
Current
2-1 | application: IP
Office
Current
2-2 | application:
Application number
Current
2-3 | application: Filing
date
Current
lication:
2-4 | 3pPlication G2936WO
Applicant file
reference
Earliest priority
2-5 | application: IP Jp
Office
Earliest priority
2-6 | application: 2022-080165
Application number
Earliest priority
2-7 | application: Filing 2022-05-16
date
2- : o
8ia Applicant name B =
Applicant :
2-g | PPICAMt NAME: oo Co., Ltd.
Name Latin
2- .
Inventor name HAYASHI Naoki
9en
2-9 Inventor r.lame:
Name Latin
2- . . -, .
10en Invention title Composition for the Treatment of Tinea
211 Seque.nce Total 21
Quantity
3-1 | Sequences
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Sequence Listing

3-1- | Sequence Number 1
1 [ID]
3-1-
5 Molecule Type DNA
; 1 Length 1268
3-1- | Features source 1..1268 _
. . mol_type= genomic DNA
4-1 Location/Qualifiers : .
organism= Staphylococcus hominis
NonEnglishQualifier
Value
agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtgggtaa cctacctata 60
agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggctt tgctatcact tatagatgga cctgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcaacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa caaacgtgta agtaactgtg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
3-1- Residues ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
5 gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacccttct agagatagaa gtttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagc tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcecc atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagcg aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
3-2 | Sequences
3-2- | Sequence Number 5
1 [ID]
3-2-
5 Molecule Type DNA
;2 Length 1268
3-2- | Features source 1..1268 _
. . mol_type= genomic DNA
4-1 Location/Qualifiers : .
organism= Staphylococcus hominis
NonEnglishQualifier
Value
agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtgggtaa cctacctata 60
agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggccc tgctatcact tatagatgga cctgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcaacga tacgtagccg acctgagagg gtgatcggcecc 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa caaacgtgta agtaactgtg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagcgtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
3-2- Residues ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
5 gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacccttct agagatagaa gtttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagc tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcce atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagcg aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
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Sequence Listing

3-3 | Sequences
3-3- | Sequence Number 3
1 [ID]
3-3-
5 Molecule Type DNA
3-3-
3 Length 1268
source 1..1268
3-3- | Features mol_type= genomic DNA
4-1 | Location/Qualifiers _.yp 9 .
organism= Staphylococcus hominis
NonEnglishQualifier
Value
agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtgggtaa cctacctata 60
agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggctt tgctatcact tatagatgga cctgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcaacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa caaacgtgta agtaactgtg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagcegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
3-3- Residues ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
5 gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacccttct agagatagaa gtttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagc tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcce atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagcg aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagttgg 1268
3-4 | Sequences
3-4- | Sequence Number 4
1 [ID]
3-4-
5 Molecule Type DNA
3-4-
3 Length 1268
source 1..1268
3-4- | Features mol_type= genomic DNA
4-1 | Location/Qualifiers . L
organism= Staphylococcus hominis
NonEnglishQualifier
Value
3-4- | Residues agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtgggtaa cctacctata 60
5 agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggctc tgctatcact tatagatgga cctgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcaacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa caaacgtgta agtaactgtg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagcegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacccttct agagatagaa gtttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagce tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcc atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagcg aaaccgcgag 1200
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Sequence Listing

gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
3-5 | Sequences
3-5- | Sequence Number 5
1 [ID]
3-5-
5 Molecule Type DNA
3-5-
3 Length 1268
source 1..1268
3-5- | Features mol_type= genomic DNA
4-1 Location/Qualifiers _Yp 9 .
organism= Staphylococcus hominis
NonEnglishQualifier
Value
agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtaggtaa cctacctata 60
agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggctt tgctatcact tatagatgga cctgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcaacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa caaacgtgta agtaactgtg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
3-5- Residues ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
5 gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacccttct agagatagaa gtttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagc tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcce atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagcg aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
3-6 | Sequences
3-6- | Sequence Number 6
1 [ID]
3-6-
5 Molecule Type DNA
3-6-
3 Length 1268
source 1..1268
3-6- | Features mol_type= genomic DNA
4-1 Location/Qualifiers _Yp 9 .
organism= Staphylococcus hominis
NonEnglishQualifier
Value
3-6- | Residues agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtaggtaa cctacctata 60
5 agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggctt tgctatcact tatagatgga cctgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcaacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgca agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa caaacgtgta agtaactgtg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagcgtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacccttct agagatagaa gtttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagce tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcc atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
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Sequence Listing

ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagcg aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
3-7 | Sequences
3-7- | Sequence Number 2
1 [ID]
3-7-
5 Molecule Type DNA
3-7-
3 Length 1267
source 1..1267
3-7- | Features mol_type= genomic DNA
. e _ = |
4-1 | Location/Qualifiers y .
organism= Staphylococcus hominis
NonEnglishQualifier
Value
agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtaggtaa cctacctata 60
agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggctt tgctatcact tatagatgga cctgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcaacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccgce 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa caaacgtgta agtaactgtg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagcgtt 480
atccggatta ttgggcgtaa agcgcgcgta ggcggttttt taagtctgat gtgaaagccc 540
acggctcaac cgtggagggt cattggaaac tggaaaactt gagtgcagaa gaggaaagtg 600
3-7- Residues gaattccatg tgtagcggtg aaatgcgcag agatatggag gaacaccagt ggcgaaggcg 660
5 actttctggt ctgtaactga cgctgatgtg cgaaagcgtg gggatcaaac aggattagat 720
accctggtag tccacgccgt aaacgatgag tgctaagtgt tagggggttt ccgcccctta 780
gtgctgcagc taacgcatta agcactccgc ctggggagta cgaccgcaag gttgaaactc 840
aaaggaattg acggggaccc gcacaagcgg tggagcatgt ggtttaattc gaagcaacgce 900
gaagaacctt accaaatctt gacatccttt gacccttcta gagatagaag tttccccttce 960
gggggacaaa gtgacaggtg gtgcatggtt gtcgtcagct cgtgtcgtga gatgttgggt 1020
taagtcccgc aacgagcgca acccttaagc ttagttgcca tcattaagtt gggcactcta 1080
agttgactgc cggtgacaaa ccggaggaag gtggggatga cgtcaaatca tcatgcccct 1140
tatgatttgg gctacacacg tgctacaatg gacaatacaa agggcagcga aaccgcgagg 1200
tcaagcaaat cccataaagt tgttctcagt tcggattgta gtctgcaact cgactacatg 1260
aagctgg 1267
3-8 | Sequences
3-8- | Sequence Number 8
1 [ID]
3-8-
> Molecule Type DNA
3-8-
3 Length 1269
source 1..1269
3-8- | Features mol_type= genomic DNA
. . _ = |
4-1 Location/Qualifiers y -
organism= Staphylococcus hominis
NonEnglishQualifier
Value
3-8- | Residues agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtaggtaa cctacctata 60
5 agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggctt tgctatcact tatagatgga cctgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcaacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa caaacgtgta agtaactgtg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagcegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacccttct agagatagaa gtttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagce tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcc atcattaagt tgggcactct 1080
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Sequence Listing

aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aaagggcagc gaaaccgcga 1200
ggtcaagcaa atcccataaa gttgttctca gttcggattg tagtctgcaa ctcgactaca 1260
tgaagctgg 1269
3-9 | Sequences
3-9- | Sequence Number 9
1 [ID]
3-9-
5 Molecule Type DNA
3-9-
3 Length 1269
source 1..1269
3-9- | Features .
) . mol_type= genomic DNA
4-1 Location/Qualifiers : .
organism= Staphylococcus hominis
NonEnglishQualifier
Value
agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtaggtaa cctacctata 60
agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggctt tgctatcact tatagatgga cctgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcaacga tacgtagccg acctgagagg gtgatcggcecc 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa caaacgtgta agtaactgtg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagcegtt 480
atccggaatt attgggcgta aagcgcgcecgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
3-9- Residues ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
5 gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacccttct agagatagaa gtttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagc tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcc atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagcg aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcgggattg tagtctgcaa ctcgactaca 1260
tgaagctgg 1269
3 Sequences
10 q
3- Sequence Number 10
10-1 | [ID]
3> Molecule Type DNA
10-2 vP
3 | Length 1268
10-3| M
3- Features source 1..1268
10- . . mol_type= genomic DNA
Location/Qualifiers . .
4-1 organism= Staphylococcus haemolyticus
NonEnglishQualifier
Value
3- Residues agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtgggtaa cctacctata 60
10-5 agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggttt tgctatcact tatagatgga cccgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcgacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa catacgtgta agtaactatg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagcegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
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Sequence Listing

cgaagaacct taccaaatct tgacatcctt tgacaactct agagatagag ccttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagc tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgecc atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccce 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagcg aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
3 Sequences
11 q
3- Sequence Number 11
11-1| [ID]
3 Molecule Type DNA
u
11-2 P
3" | Length 1268
11-3| M
3- Features source 1..1268
11- . . mol_type= genomic DNA
Location/Qualifiers . .
4-1 organism= Staphylococcus haemolyticus
NonEnglishQualifier
Value
agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtgggtaa cctacctata 60
agactgggat aacttcggga aaccggagct aatactggat aatatttcga accgcatggt 120
tcgatagtga aagatggttt tgctatcact tatagatgga cccgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcgacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa catacgtgta agtaactatg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagcegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
3- Residues ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
11-5 gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacaactct agagatagag ccttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagce tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcc atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagcg aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
3- Sequences
12
3- Sequence Number 12
12-1| [ID]
3 Molecule Type DNA
12-2 s
3 | Length 1268
12-3| "9
3- source 1..1268
Features .
12- . . mol_type= genomic DNA
Location/Qualifiers : .
4-1 organism= Staphylococcus haemolyticus
NonEnglishQualifier
Value
3- Residues agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtgggtaa cctacctata 60
12-5 agactgggat aacttcggga aaccggagct aataccggat aatatttcaa accgcatggt 120
tcgatagtga aagatggttt tgctatcact tatagatgga cccgcgccecgt attagctagt 180
tggtaaggta acggcttacc aaggcgacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa catacgtgta agtaactatg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
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gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacaactct agagatagag ccttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagce tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcc atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagcg aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
3- Sequences
13
3- Sequence Number 13
13-1| [ID]
3 Molecule Type DNA
13-2 s
3" | Length 1268
13-3| M
3- source 1..1268
Features .
13- . . mol_type= genomic DNA
Location/Qualifiers ; .
4-1 organism= Staphylococcus haemolyticus
NonEnglishQualifier
Value
agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtgggtaa cctacctata 60
agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggttt tgctatcact tatagatgga cccgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcgacga tacgtagccg acctgagagg gtgatcggcecce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa catacgtgta agtaactgtg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
3- Residues ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
13-5 gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacaactct agagatagag ctttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagc tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcce atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagcg aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
3- Sequences
14
3- Sequence Number 14
14-1 | [ID]
3| Molecule Type DNA
u
14-2 vP
3 | Length 1268
14-3 | °"9
3- Features source 1..1268
ur .
14- . . mol_type= genomic DNA
Location/Qualifiers ; .
4-1 organism= Staphylococcus haemolyticus
NonEnglishQualifier
Value
3- Residues agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtgggtaa cctacctata 60
14-5 agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggttt tgctatcact tatagatgga cccgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcgacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa catacgtgta agtaactgtg cacgtcttga cggtacctaa 420
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tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacaactct agagatagag ccttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagc tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcce atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagcg aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
3- Sequences
15
3- Sequence Number 15
15-1 | [ID]
3| Molecule Type DNA
u
15-2 vP
3 | Length 1268
15-3| M
3- Features source 1..1268
15- . . mol_type= genomic DNA
Location/Qualifiers . .
4-1 organism= Staphylococcus haemolyticus
NonEnglishQualifier
Value
agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtgggtaa cctacctata 60
agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggttt tgctatcact tatagatgga cccgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcgacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa catacgtgta agtaactgtg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
3- Residues ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
15-5 gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacaactct agagatagag ctttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagce tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcc atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggtagcg aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
3- Sequences
16
3- Sequence Number 16
16-1| [ID]
3> Molecule Type DNA
16-2 vP
3 | Length 1267
16-3| "9
3- Features source 1..1267
16- . . mol_type= genomic DNA
Location/Qualifiers . .
4-1 organism= Staphylococcus haemolyticus
NonEnglishQualifier
Value
3- Residues agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtgggtaa cctacctata 60
16-5 agactgggat aacttcggga aaccggagct aataccggat aatatttcga accgcatggt 120
tcgatagtga aagatggttt tgctatcact tatagatgga cccgcgcecgt attagctagt 180
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tggtaaggta acggcttacc aaggcgacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat tagggaagaa catacgtgta agtaactgtg cacgtcttga cggtacctaa 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg dgtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgacaactct agagatagag ctttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagce tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcc atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtgggggat gacgtcaaat catcatgccc 1140
cttatgattt gggctacaca cgtgctacaa tggacaatac aaagggcagc gaaacccgcg 1200
aggtcaagca atcccataag ttgtctcagt tcgggattgt agtctgcaac tcgactacat 1260
gagctgg 1267
3- Sequences
17
3- Sequence Number 17
17-1| [ID]
3 Molecule Type DNA
17-2 vP
3 | Length 1268
17-3| "9
3- source 1..1268
Features .
17- . . mol_type= genomic DNA
Location/Qualifiers X .
4-1 organism= Staphylococcus warneri
NonEnglishQualifier
Value
agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtggataa cctacctata 60
agactgggat aacttcggga aaccggagct aataccggat aacatattga accgcatggt 120
tcaatagtga aaggcggctt tgctgtcact tatagatgga tccgcgcecgt attagctagt 180
tggtaaggta acggcttacc aaggcaacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat cagggaagaa caaatgtgta agtaactgtg cacatcttga cggtacctga 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagcgtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
3- Residues ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
17-5 gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgaccgctct agagatagag tcttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagc tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcce atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagct aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
3- Sequences
18
3- Sequence Number 18
18-1 | [ID]
3 Molecule Type DNA
18-2 y
3 | Length 1268
18-3|
3- Features source 1..1268
ur .
18- . . mol_type= genomic DNA
Location/Qualifiers : .
4-1 organism= Staphylococcus warneri

NonEnglishQualifier

Value
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agcttgctcc tttgacgtta gcggcggacg ggtgagtaac acgtggataa cgtacctata 60
agactgggat aacttcggga aaccggagct aataccggat aacatattga accgcatggt 120
tcaatagtga aaggcggctt tgctgtcact tatagatgga tccgcgccgt attagctagt 180
tggtaaggta acggcttacc aaggcaacga tacgtagccg acctgagagg gtgatcggcce 240
acactggaac tgagacacgg tccagactcc tacgggaggc agcagtaggg aatcttccge 300
aatgggcgaa agcctgacgg agcaacgccg cgtgagtgat gaaggtcttc ggatcgtaaa 360
actctgttat cagggaagaa caaatgtgta agtaactgtg cacatcttga cggtacctga 420
tcagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagegtt 480
atccggaatt attgggcgta aagcgcgcgt aggcggtttt ttaagtctga tgtgaaagcc 540
cacggctcaa ccgtggaggg tcattggaaa ctggaaaact tgagtgcaga agaggaaagt 600
3- Residues ggaattccat gtgtagcggt gaaatgcgca gagatatgga ggaacaccag tggcgaaggc 660
18-5 gactttctgg tctgtaactg acgctgatgt gcgaaagcgt ggggatcaaa caggattaga 720
taccctggta gtccacgccg taaacgatga gtgctaagtg ttagggggtt tccgcccctt 780
agtgctgcag ctaacgcatt aagcactccg cctggggagt acgaccgcaa ggttgaaact 840
caaaggaatt gacggggacc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg 900
cgaagaacct taccaaatct tgacatcctt tgaccgctct agagatagag tcttcccctt 960
cgggggacaa agtgacaggt ggtgcatggt tgtcgtcagce tcgtgtcgtg agatgttggg 1020
ttaagtcccg caacgagcgc aacccttaag cttagttgcc atcattaagt tgggcactct 1080
aagttgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc 1140
ttatgatttg ggctacacac gtgctacaat ggacaataca aagggcagct aaaccgcgag 1200
gtcaagcaaa tcccataaag ttgttctcag ttcggattgt agtctgcaac tcgactacat 1260
gaagctgg 1268
3- Sequences
19 q
3- Sequence Number 19
19-1 | [ID]
3> Molecule Type DNA
19-2 vp
3> Length 16
19-3| "9
3 source 1..16
19 Features mol_type= other DNA
4-1 Location/Qualifiers | note= forward primer F1
organism= synthetic construct
NonEnglishQualifier
Value
3- .
Residues gtttgatcct ggctca 16
19-5
3 Sequences
20 q
3- Sequence Number 20
20-1 | [ID]
> Molecule Type DNA
20-2 y
3| Length 16
20-3| M9
3 source 1..16
20 Features mol_type= other DNA
4-1 Location/Qualifiers | note= reverse primer R2
organism= synthetic construct
NonEnglishQualifier
Value
3- .
Residues taccttgtta cgactt 16
20-5
3 Sequences
21 q
3- Sequence Number 21
21-1 | [ID]
3 Molecule Type DNA
21-2 P
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21-5

Length

Features
Location/Qualifiers

NonEnglishQualifier
Value

Residues

Sequence Listing

18

source 1..18

mol_type= other DNA

note= forward primer F2
organism= synthetic construct

ggattagata ccctggta

18
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