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1
1044
DNA
Homo sapie

1

ns

atggectctge tattctcett

ccatctgeag
cagaaaggce
ttgtegcogeg
ccaccagecag
gatacattgg
ggggeategt
gctgacggeoe
accgtgtgce
teteggagee
atctggctea
gggcotteggg
ccctttgact
cacaaggece
gtatgcaagc
tatggccctg
tccctggage

gtggctegtcea

ctcagt
gtgaga

cteggec

ctgtac
gccaga

ggaaga

agtgce

totgect

tgcggetggt
agtggggcac
agectggegcteg

daaaagagca

gtga
accc

attg

agacaggetg

tgac
tgtc

acac

tgagactagt
tatggggcte
aactgggetg

gggtteggeoe

ageca

cagg

gatccttgec atttgecacca gacctggatt

gggggecctc caccgotgty aagggegggt

cgtgtgtgat gaceggetgge acattaagga

tggagctgece agcggaaccc ctagtggtat

aaaggtcctc atccaatcag tcagttgeac

gcaagaagaa gtttatgatt gttcacatga

agagagctct ttctccccag tcccagaggg

caagggacgc gtggaagtga agcaccagaa

gagcctececgeg gecgcaaagg tggtgtgeog

tcaaaaacgc tgcaacaagc atgcctatgg

atgctcagga cgagaagcaa cccitcagga

ctgcaaccat gatgaagaca cgtgggtcega

aggaggagac aacctctget ctggegcgact

tgtctgtgat gacaactgge gagaaaagga

tgggaagtcec ctetctecet ccttcagaga

catctggetg gataatgttc gttgctcage

cagattttgeg gegetttcaceg actgcaccca

atag
(1)

cctagegtet
geaggtggaa
cgtegctety
tttgtatgag
agegaacagaa
tgaagatget
tgtcagegotg
ccagtggtat
gcagctggga
€Cgaaaacee
ttgccottot
atgtgaagat
ggaggtegctg
ggaccaggtg
ccggaaatgc
ggaggagcag

ccaggaagat

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1044



210>
211>
212>
<213>

<400>

2
347
PRT
Homo

2

Met Ala Leu

1

Phe

Cys

Cys

Leu

Pro

Thr

Asp

Ser

Gly

145

Thr

Arg

Leu

Glu

Asp

Gly

Pro

Gly

Cys

Ser

130

His

Val

Gln

Ala

Gly

Asp

Cys

Ala

Thr

Ser

115

Phe

Cys

Cys

Leu

sapiens

Leu

Ser

20

Arg

Gly

Gly

Glu

Glu

100

His

Ser

Lys

Gln

Gly
180

Phe

Pro

Val

Trp

Ala

Lys

85

Asp

Asp

Pro

Gly

Thr

165

Cys

Ser

Ser

Glu

Asp

Ala

70

Glu

Thr

Glu

Val

Arg

150

Gly

Gly

Leu

Gly

Val

Ile

55

Ser

Gln

Leu

Asp

Pro

135

Val

Trp

Arg

lle

Val

Glu

40

Lys

Gly

Lys

Ala

Ala

120

Glu

Glu

Ser

Ala

Leu

Arg

25

GIn

Asp

Thr

Val

Gln

105

Gly

Gly

Val

Leu

Val
185

Ala

10

Leu

Lys

Val

Pro

Leu

90

Cys

Ala

Val

Lys

Arg

170

Leu

lle

Val

Gly

Ala

Ser

75

e

Glu

Ser

Arg

His

155

Ala

Thr

(2)

Cys

Gly

GlIn

Val

60

Gly

GIn

Gln

Cys

Leu

140

GIn

Ala

Gin

Thr

Gly

Trp

45

Leu

Ile

Ser

Glu

Glu

125

Ala

Asn

Lys

Lys

Arg

Leu

Gly

Cys

Leu

Val

Glu

110

Asn

Asp

Gln

Val

Arg
190

Pro

His

Thr

Arg

Tyr

Ser

85

Val

Pro

Gly

Trp

Val

175

Cys

Gly

Arg

Val

Glu

Glu

80

Cys

Tyr

Glu

Pro

Tyr

160

Cys

Asn



Lys

Ser

Lys

225

Pro

Leu

Trp

Lys

Val

305

Ser

His

His

Gly

210

Asn

Phe

Glu

Gly

Ser

290

Gly

Leu

Gln

<210>
<211
212>
213>

<400>

atggcgetac tottcetcecct aatcctcgce
ttttccagag tgcggetagt gggaggegac
caggatgacg agtgggtcac cgtgtgtgat
ctgtgcoggg agetgggctg tggeegcgece

ccagtgacac caaaggacca aaaagtcttc

3
1
D

Ala

195

Arg

Thr

Asp

Val

Glu

275

Leu

Arg

Glu

Glu

068
NA

Tyr

Glu

Cys

Leu

Leu

260

Lys

Ser

e

Gln

Asp
340

Gly

Ala

Asn

Arg

245

His

Glu

Pro

Trp

Cys

325

Val

Felis catus

3

Arg

Thr

His

230

Leu

Lys

Asp

Ser

Leu

310

Glin

Ala

Lys

Leu

215

Asp

Val

Gly

GIn

Phe

295

Asp

His

Val

Pro

200

GIn

Glu

Gly

Val

Val

280

Arg

Asn

Arg

lle

lle

Asp

Asp

Gly

Trp

265

Val

Asp

Val

Phe

Cys
345

Trp

Cys

Thr

Asp

250

Gly

Cys

Arg

Arg

Trp

330

Ser

Leu

Pro

Trp

235

Asn

Ser

Lys

Lys

Cys

315

Gly

Gly

atttacactg

caccgetgteg

gactactgga

daggaagacca

atccacctgt

3)

Ser

Ser

220

Val

Leu

Val

GIn

Cys

300

Ser

Phe

gacctggecat tttagggtet
aaggtcgtgt ggagttgcag
acatggactc tgtggcogte
tgagtggcac cgtgtatgga

tcagatgcaa tgggatcgaa

Gin

205

Gly

Glu

Cys

Cys

Leu

285

Tyr

Gly

His

Met

Pro

Cys

Ser

Asp

270

Gly

Gly

Glu

Asp

Ser

Trp

Glu

Gly

255

Asp

Cys

Pro

Glu

Cys
3356

Cys

Gly

Asp

240

Arg

Asn

Gly

Gly

GlIn

320

Thr

60
120
180
240
300



gaaagcctgt
ggagccgtgt
ctggeccgatg
agctectgtst
gggtetegac
gccatctgge
tctgaagttt
ccotttecct
cacaagggcg
gtegtgcagge
ttcggecceg
tcectggage
gtegotgtee
210> 4

<211> 355
<212> PRT
213>

<400> 4

Met Ala Leu Leu

1

Ife Leu Gly Ser

Cys Glu Gly Arg Val

35

Cys Asp Asp Tyr

50

Leu Gly Cys Gly

65

Pro Val Thr Pro

ctcagtgcga
gcgagecoeat
gccecggeeog
gccaageagg
gggccaccct
agagaaagge
gggaacacaa
tgaagctggt
agtggggotc
agetgggctg
gggtcggcee
agtgecctgea

tctgtgaaga

Felis catus

5

Phe
20

Trp

Ala

Lys

Phe Ser Leu

Glu Leu

Asn Met

Ala Arg

70

Asp GIn

gagggaagat
ttacactgga
ctgccaggge
ctggagettt
gacccggaga
gtcatgctca
ctgtacccac
aggaggacgce
tgtetgcgac
GgEggCcagece
catctggcte
caggtccteg

acagcagtect

lle

Ser Arg Val

GIn
40

Asp
55

Lys

Lys

gcaatcggat
cctggeattt
cgagtggagg
gcagecgoca
ggctgcaaca
ggacaagaag
aatgaggacg
agccactgtg
gacggetgge
ctgtctecge
gacgacgtca
ggctaccaca

ggcctacctg

Leu Ala lle
10

Arg Leu Val
25

Gln Asp Asp

Ser Val Ala

Thr Met Ser
75

Val Phe lle
(4)

gctcccatgt
tagggcocgea
tgaagttccg
aggtggtgte
aagcgaccca
tgagccttca
tgtgegtcga
aggggaggot
gacaagacgc
ctgtcaaagt
agtgetcogeg
actgtaacca

atgettga

Tyr Thr Gly
Gly
Glu

Val
60

Leu Cys

Gly Thr Val

His

Leu Phe

tgaggatgeg
gagtgtgagg
ageggagtgg
ccggoagetg
gggccaagegg
agattgecett
atgtgaagat
ggaggtgcteg
agaccgggtg
ccggagaagg
gaaggagceceg

cagagaggat

Pro Gly

15

His Arg

Thr Val

Glu

Arg

Gly
80

Tyr

Arg Cys

360
420
480
540
600
660
720
780
840
900
960
1020
1068



Asn

Gly

Thr

Pro

145

Ser

Cys

Asn

Cys

Glu

225

Pro

Leu

Trp

Gln

Val

Gly

Cys

Gly

130

Gly

Ser

Arg

Lys

Ser

210

His

Phe

Glu

Gly

Pro

290

Gly

Ile

Ser

115

Pro

Arg

Val

Gln

Ala

195

Gly

Asn

Ala

Val

Gin

275

Leu

Arg

Glu

100

His

Gly

Cys

Cys

Leu

180

Thr

Gln

Cys

Leu

Leu

260

Asp

Ser

lle

85

Glu

Val

Ile

GIn

GIn

165

Gly

Gln

Glu

Thr

Lys

245

His

Ala

Pro

Trp

Ser

Glu

Leu

Gly

150

Ala

Cys

Gly

Val

His

230

Leu

Lys

Asp

Pro

Leu

Leu

Asp

Gly

135

Arg

Gly

Gly

Gin

Ser

215

Asn

Val

Gly

Arg

Val

295

Asp

Ser

Ala

120

Pro

Val

Trp

Arg

Gly

200

Leu

Glu

Gly

Glu

Val

280

Lys

Asp

Gin

105

Gly

Glu

Glu

Ser

Ala

185

Ala

Gin

Asp

Gly

Trp

265

Val

Val

Val

90

Cys

Ala

Ser

Val

Phe

170

Thr

Ile

Asp

Val

Arg

250

Gly

Cys

Glu

Val

Val

Lys

155

Ala

Leu

Trp

Cys

Trp

235

Ser

Ser

Arg

Arg

Cys

Arg

140

Phe

Ala

Thr

GIn

Leu

220

Val

His

Val

Gln

Arg Arg Arg

Lys

Cys
(5

300

Ser

Glu

Glu

125

Leu

Arg

Ala

Arg

Arg

205

Ser

Glu

Cys

Cys

Leu

285

Phe

Gly

Asp

110

Pro

Ala

Gly

Lys

Arg

190

Lys

Glu

Cys

Glu

Asp

270

Gly

Gly

Lys

95

Ala

lle

Asp

Glu

Val

175

Gly

Ala

Val

Glu

Gly

255

Asp

Cys

Pro

Glu

Ile

Tyr

Gly

Trp

160

Val

Cys

Ser

Trp

Asp

240

Arg

Gly

Gly

Gly

Pro



305

310

315

320

Ser Leu Glu GIn Cys Leu His Arg Ser Trp Gly Tyr His Asn Cys Asn

325

330

335

His Arg Glu Asp Val Ala Val Val Cys Glu Glu Gin GIn Ser Gly Leu

340

Pro Asp Ala
3558

210> b

211> 1196

<212> DNA

<213> Felis catus

<400> 5
agaactctce

cegtegeetg
gcattttageg
gtegteggagtt
actetgtggc
geaccgtgta
gcaatggegat
atgttgagea
cggagagtgt
tccgaggegsa
tgtecceggcea
cccageecea
ttcaagattg
tcgaatgtea
ggctggaggt
acgcagaccg
aagtccggag

Ccggggaagea

gttegctgece
gectecatggeg
gtotttttee
gcagcaggat
cgtgctetec
tggaccagtg
cgaagaaage
tgcgeggagee
gaggctggce
gtggagectcet
gotggegtet
aggggccate
cctttectgaa
agatcccttt
gectgcacaag
getgetetec
aaggttegge

gecgtecctg

tgggegcctce
ctactottect
agagtgcggc
gacgagtgeg
cgggageoteg
acaccaaagg
ctgtctcagt
gtgtegcgage
gatggccoccog
gtgtegccaag
ggacgggecca
tggcagagaa
gtttegggaac
gecttgaage
gecgagtegg
aggecagetgg
ccecggegteg

gagcagtgcce

345

tcgeggocte
ccctaateot
tagtgegagg
tcaccgtgtg
getgtgeeec
accaaaaagt
gCgagagegega
ccatttacac
ggegetgeca
caggetggag
ccctgacceg
aggcgtcatg
acaactgtac
tggtaggagg
gctctegtetg
gctgcggeca
geccgeatctg

tgcacaggte
(6)

350

ggattccage
cgecatttac
Cgaccaccge
tgatgactac
ggccaggaag
cttcatccac
agatgcaatc
tggacctgge
gggocgagtg
ctttgecagec
gagaggetgc
ctcaggacaa
ccacaatgag
acgcagecac
Cgacgacgec
geeoctgtet
gctggacgac

ctggggctac

tcagcctcete
actggacctg
tgtgaagegtc
tggaacatgg
accatgagtg
ctgttcagat
ggatgctcece
attttaggec
gaggtgaagt
gccaaggteg
aacaaagcga
gaagtgagcc
gacgtgtege
tegtgagegea
tegggacaag
ccgectgtea
gtcaagtget

cacaactgta

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

1080



accacagaga ggatgtggct gtgetctgteg aagaacagca gictggeccta cctgatgectt

gacccacagg ccccaagege tcottacttct cctgggccct gatcggecccg gectga

210>
211>
212>
213>

6
352
PRT

Mus musculus

<400> 6

Met Ala Pro Leu

1

Gly

Ala

Gly

Cys

65

Ser

Asp

Tyr

Asn

Asp

145

GIn

Ser

His

Thr

50

Arg

Tyr

Cys

Val

Pro

130

Gly

Trp

Cys

Arg

35

Val

Glu

Gln

Asn

Phe

115

Asp

Pro

Ser

Phe

20

Cys

Cys

Leu

Pro

Gly

100

Asp

Ser

Gly

Thr

Phe

Ser

Glu

Asp

Asn

Pro

Thr

Cys

Asp

His

Val
165

Asn

Glu

Gly

Asp

Cys

70

Ala

Glu

Ser

Leu

Cys

150

Cys

Leu

Ser

Arg

Gly

55

Gly

Ser

Asp

His

Leu

135

GIn

Lys

Met

Pro

Val

40

Trp

Ala

Glu

Thr

Glu

120

Phe

Gly

Ala

Leu

Thr

25

Glu

Asp

Val

Gln

Leu

105

Glu

Ile

Arg

Gly

Ala

10

Lys

Val

Arg

e

Arg

90

Ala

Asp

Pro

Val

Trp
170

Ile

Val

Glu

Arg

Gln

75

Val

Gln

Ala

Glu

Glu

1565

Asn

¢

Leu

Gln

His

Asp

60

Thr

Leu

Cys

Gly

Asp

140

Val

Leu

Ser

Leu

Asn

Val

Pro

Ile

Glu

Ala

125

Val

Leu

Gln

lle

Val

Gly

Ala

Arg

Gln

Leu

110

Gin

Arg

His

Val

Phe

15

Gly

Gln

Val

Gly

Gly

95

Asn

Cys

Leu

Gln

Ser
175

Val

Gly

Trp

Val

Ala

80

Val

Tyr

Glu

Val

Ser

160

Lys

1140
1196



Val

Ser

Met

Arg

225

Glu

Gly

Asp

Cys

Pro

305

Glu

Cys

Val

Cys

Ser

210

Leu

Asp

Arg

Asn

Gly

290

Gly

GIn

Thr

Cys

Asn

195

Cys

Glu

Pro

Leu

Trp

275

Lys

Ala

Ser

His

Arg

180

Lys

Ser

Asn

Phe

Glu

260

Gly

Ser

Gly

Leu

Lys
340

Gln

Asn

Gly

Asn

Glu

245

Val

Glu

Leu

Arg

Glu

325

Glu

Leu

Thr

GlIn

Cys

230

Leu

Leu

Lys

His

Ile

310

Phe

Asp

Gly

GlIn

Glu

215

Thr

Lys

His

Glu

Pro

295

Trp

Cys

Val

Cys

Gly

200

Ala

His

Leu

Lys

Asp

280

Ser

Leu

Arg

Glu

Gly

185

Lys

Asn

Gly

Val

Gly

265

Glin

Pro

Asp

His

Val
345

Arg

Gly

Leu

Glu

Gly

250

Ser

Val

Lys

Asp

Arg

330

lle

Ala

Pro

Arg

Asp

235

Gly

Trp

Val

Thr

Val

315

Leu

Cys

(8)

Leu

e

Ser

220

Thr

Asp

Gly

Cys

Arg

300

Asn

Trp

Thr

Leu

Trp

205

Cys

Trp

Thr

Ser

Lys

285

Lys

Cys

Gly

Asp

Thr

190

Met

Leu

Met

Pro

Val

270

Gln

Ile

Ser

Tyr

Phe
350

Tyr

Gly

Leu

Glu

Cys

255

Cys

Leu

Tyr

Gly

His

335

Asp

Gly

Lys

Ser

Cys

240

Ser

Asp

Gly

Gly

Lys

320

Asp

Val



