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FIG. 1
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FIG. 2

attP: CCC CAA CTG GGG TAA CCT TTGAGT TCT CTC AGT TGG GGG (SEQ ID NO: 5)
GGGGTT GAC CCC ATT GGA AACTCA AGAGAGTCA ACC CCC (SEQ ID NO: 6)

attB: G TGC CAG GGC GTG CCC ITG GGC TCC CCG GGC GCG (SEQ IDNO: 7)
C ACG GTC CCG CAC GGG AAC CCG AGG GGC CCG CGC (SEQ ID NO: 8)
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FIG. 3

A native chromosomal insertion site in ankyrin 2 gene (Ank2)

(SEQ IDNO: 1)

5. aaaattbctt geotttettct aaaageatta tcotataaata tttgttgtot aaaactcatt 60
ttroocatgt ttaghgtgtg tgtttatgog tgagtgeata tbgtetbgge taccatgaag 120
agaaatatta ~Inseriion— ttttbcette cagbgbtcott gagtggoaaa ttacttttct gttgoagtgt 180
gacaacacca ggyggeagaayg gggcagagac tcaaasagoe acagaagtte ctgactetct 240

ctgtaagact cctg -3 284
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FIG. 4

PCTAIS2012/032362

A native chromosomal insertion site in cleavage and polyadenylation specific factor 4 gene {Cpsf4)

(SEQ.ID NO: 2}
5t .atasaatcaa aataatgeoat cttitgaaga aagecataaaa accaatatac agaattgtga 60
tatgacccogy catecetttt gagacggoag tgactgeagyg cgagaaggay gggatggcag i2¢
agageagtot gaagtggyga gggcagcetaa gagacctgag ggdggagecay gtectaggec i8¢0
tctgecgerg ctgccatgea taaaateats gocagegtgy acootatcaa gttogadtty 240
gagatogeoa tggageaaca gotocagygec cttoccagga taagbtogggg getgetgtot 300
gagaaticat tttgasagel gectgbggea aatgtggeat gtgtecatto cgecacatta 360
gtoggtgagasa gacagttgtyg tgeaaacact ggetaagage actetgcaag daaggggacc 420
agtgtgagtt cttacatgag tacgacatga ccaagatged cgagtactac tuttacceca 480
agttocgggas atgoaacaac aaggagugee cotteotgta catcgaccot gagtcotaaga 540
ttaaggacty ccctiggtat gaccacggot tctgtaagea tggecocctyg tgcaggeate 500
ggcacactey gagagtcatt tgtgtgaat -Insertion— t acctgghtagy atbchbgocet gaggmaccect
agggtagatt catgcoaccet ccatttgaacd cgeeocatyyy aaccactgag caacctecac 120
taccacaaca gatagagoct ccoaacaaaga teattgggtt catgragagt caaaatagca T80
gtgeagggaa cetgggacec tggacattgg agcaagtcac ttactataag tgtggtaaaa B40
aaggacacta tgccaacaga Lgoaccaaay ggocaattgg cattictcag tggacagrboga 300
caatagotgy gotobgbggs goagootaag agacctgoty ttggtaacaa gracttaget 260
. getcaatgta gtgetggeay gactggctag agcctcagge acacttgeca gggotcattt 1020
rgaggggcea tgtctgtect atcastttge tgtaatettt tttcotttaaa gaaggaacat 1080
gtgottcagt tgggtocctt gagecagett gottggacat cagtgoctea ttttttggac 1140
tatgtget -3 1148

660
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cagacatttg
ctgtaacitt
tthacgttea
ctctygtaaca
coratgagty
aatttaatyc
tgtaaatate
gaatcactygg
ggecatcaaa
atatctotoy
ggctaggagt
gatcactttl
caat.aaagga

ttgaactact
aatgtotttg
tcagaaggasa
taacaacacs
tgagtttget
agagtiggag
agcaagogty
tacccateta
coacacattc
gagaatggdy
tactootett
catgtgacag
gagacatata
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FIG. 5

PCT/US2012/632362

A native chromosomal insertion site in C-Mos gene

tgccagggtt
atocaaatac

geattotgae

gtgacctoce

tcaagacaga
gaaggaagaa
goaaaacadga
taatatygygaa
ctecttEttt
aagagoctty
agetgetbygy
ctgtgteect
aac w37

(SEQ ID NO: 3)

attagatgca
asatcacttat
aotgtatttg
aatatecoott

acetrigtaa
agaaghtcaga
atttasacag
Locaaggras

tt -Insertion— ctagacti

agyaacaaay
ggaaaagbca
aageagatgs
gttttataaa
ctotgbttat
taaggtattt
ttgacttcag

gtgattgbyga
ggagaaatbayg
cgaacacaad
satgogatoa
tcaaaaacgt
tatgcataca
aatcacaggt

gaattascat
toacatasct
caagttaaga
gttaagocac
cacagaasgs
CHaCCaegygC
acatggctca
trcagggtet
gtrtoatygct
ttotoaaagt
ggtgataagt
rttgegaaga

60
120
180
240

gagttoctay
360
420
480
540
600
660
720
743
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cectocagaaa
actccboatd
toottbgaaa
ctaaccaagy
agatcgtage
atgocootggt
ateotectag
gtgacagaga
aatatgaata
tratacaggy
ttaaacagaa

geottgeggy
cotcaggooe
ttoatcactt
acagatiagt
gattttaagt
atatagtcta
gotggttgat
cggatabita
aatgataggt
cttatoagtt
gtttatat

A native chromosomal insertion site in Nephrocystin-1/Mal gene

tcaactaaga

cgootaaac
teteaaagty
aatttcagaa
cataacocte
catttocrtgga
tacattctca
aatgtgttca
attagtggga
ctetetottga
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FIG. 6

attcggtcta
tagooagace
taacaagbgh
aagttaattt
agtgetgagyg
cagcagtttg
gcaatctoed
cecacattttt
tggataaact
gggaaaggat

(SEQ ID NO: 4)

acgactoace
CACCeaAgeos
caacgtatag
caaagatgat
aagactcgat
acaacatata
acttacaata
tgettataat
aatccataga
ctagtggeay

aaccctcaac 80
agagoeoactc 1320
tettaataasa 180
caaacacad —insertion- a
gaaacaggcy 300
gogagoatty 360
acttaaaagt 420
agaaaagctyg 480
tggattaatyg 540
gacacaasge 600
618
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