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                         SEQUENCE LISTING                         SEQUENCE LISTING                         SEQUENCE LISTING                         SEQUENCE LISTING

<110>  Celgene Corporation<110>  Celgene Corporation<110>  Celgene Corporation<110>  Celgene Corporation
    
<120>  ANTI-CD47 ANTIBODIES AND USES THEREOF<120>  ANTI-CD47 ANTIBODIES AND USES THEREOF<120>  ANTI-CD47 ANTIBODIES AND USES THEREOF<120>  ANTI-CD47 ANTIBODIES AND USES THEREOF

<130>  12827-563-228<130>  12827-563-228<130>  12827-563-228<130>  12827-563-228

<140> <140> <140> <140> 
<141> <141> <141> <141> 

<160>  39    <160>  39    <160>  39    <160>  39    

<170>  PatentIn version 3.5<170>  PatentIn version 3.5<170>  PatentIn version 3.5<170>  PatentIn version 3.5

<210>  1<210>  1<210>  1<210>  1
<211>  118<211>  118<211>  118<211>  118
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody AB6.12 heavy chain variable region<223>  Anti-CD47 antibody AB6.12 heavy chain variable region<223>  Anti-CD47 antibody AB6.12 heavy chain variable region<223>  Anti-CD47 antibody AB6.12 heavy chain variable region

<400>  1<400>  1<400>  1<400>  1

Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Ser Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Ser Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Ser Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Ser 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Tyr Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Tyr Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Tyr Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Tyr 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Met Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Met Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Met Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Met 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Phe Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Phe Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Phe Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Phe 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Tyr Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Tyr Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Tyr Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Tyr 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Gln Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Gln Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Gln Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Gln 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Gly Thr Thr Val Thr Val Gly Thr Thr Val Thr Val Gly Thr Thr Val Thr Val Gly Thr Thr Val Thr Val 
        115                     115                     115                     115             

<210>  2<210>  2<210>  2<210>  2
<211>  451<211>  451<211>  451<211>  451
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG1 heavy chain<223>  Anti-CD47 antibody IgG1 heavy chain<223>  Anti-CD47 antibody IgG1 heavy chain<223>  Anti-CD47 antibody IgG1 heavy chain

<400>  2<400>  2<400>  2<400>  2

Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly 
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1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Phe Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Phe Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Phe Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Phe Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val 
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        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile 
                325                 330                 335                     325                 330                 335                     325                 330                 335                     325                 330                 335     

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 
            340                 345                 350                     340                 345                 350                     340                 345                 350                     340                 345                 350         

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser 
        355                 360                 365                     355                 360                 365                     355                 360                 365                     355                 360                 365             

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 
    370                 375                 380                     370                 375                 380                     370                 375                 380                     370                 375                 380                 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val 
                405                 410                 415                     405                 410                 415                     405                 410                 415                     405                 410                 415     

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met 
            420                 425                 430                     420                 425                 430                     420                 425                 430                     420                 425                 430         

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser 
        435                 440                 445                     435                 440                 445                     435                 440                 445                     435                 440                 445             

Pro Gly Lys Pro Gly Lys Pro Gly Lys Pro Gly Lys 
    450         450         450         450     

<210>  3<210>  3<210>  3<210>  3
<211>  448<211>  448<211>  448<211>  448
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG4P heavy chain<223>  Anti-CD47 antibody IgG4P heavy chain<223>  Anti-CD47 antibody IgG4P heavy chain<223>  Anti-CD47 antibody IgG4P heavy chain

<400>  3<400>  3<400>  3<400>  3

Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              
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Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Phe Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Phe Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Phe Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Phe Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 
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Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr 
                325                 330                 335                     325                 330                 335                     325                 330                 335                     325                 330                 335     

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 
            340                 345                 350                     340                 345                 350                     340                 345                 350                     340                 345                 350         

Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys 
        355                 360                 365                     355                 360                 365                     355                 360                 365                     355                 360                 365             

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 
    370                 375                 380                     370                 375                 380                     370                 375                 380                     370                 375                 380                 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 
385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser 
                405                 410                 415                     405                 410                 415                     405                 410                 415                     405                 410                 415     

Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 
            420                 425                 430                     420                 425                 430                     420                 425                 430                     420                 425                 430         

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys 
        435                 440                 445                     435                 440                 445                     435                 440                 445                     435                 440                 445             

<210>  4<210>  4<210>  4<210>  4
<211>  448<211>  448<211>  448<211>  448
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG4PE heavy chain (comprising S228P <223>  Anti-CD47 antibody IgG4PE heavy chain (comprising S228P <223>  Anti-CD47 antibody IgG4PE heavy chain (comprising S228P <223>  Anti-CD47 antibody IgG4PE heavy chain (comprising S228P 
       and L235E substitutions)        and L235E substitutions)        and L235E substitutions)        and L235E substitutions) 

<400>  4<400>  4<400>  4<400>  4

Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Thr Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Phe Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Phe Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Phe Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala Phe Gln Asp Arg Val Thr Ile Thr Arg Asp Arg Ser Met Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      
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Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr 
                325                 330                 335                     325                 330                 335                     325                 330                 335                     325                 330                 335     

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 
            340                 345                 350                     340                 345                 350                     340                 345                 350                     340                 345                 350         

Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys 
        355                 360                 365                     355                 360                 365                     355                 360                 365                     355                 360                 365             
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Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 
    370                 375                 380                     370                 375                 380                     370                 375                 380                     370                 375                 380                 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 
385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser 
                405                 410                 415                     405                 410                 415                     405                 410                 415                     405                 410                 415     

Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 
            420                 425                 430                     420                 425                 430                     420                 425                 430                     420                 425                 430         

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys 
        435                 440                 445                     435                 440                 445                     435                 440                 445                     435                 440                 445             

<210>  5<210>  5<210>  5<210>  5
<211>  451<211>  451<211>  451<211>  451
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG1-13m heavy chain<223>  Anti-CD47 antibody IgG1-13m heavy chain<223>  Anti-CD47 antibody IgG1-13m heavy chain<223>  Anti-CD47 antibody IgG1-13m heavy chain

<400>  5<400>  5<400>  5<400>  5

Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 
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Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile 
                325                 330                 335                     325                 330                 335                     325                 330                 335                     325                 330                 335     

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 
            340                 345                 350                     340                 345                 350                     340                 345                 350                     340                 345                 350         

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser 
        355                 360                 365                     355                 360                 365                     355                 360                 365                     355                 360                 365             

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 
    370                 375                 380                     370                 375                 380                     370                 375                 380                     370                 375                 380                 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val 
                405                 410                 415                     405                 410                 415                     405                 410                 415                     405                 410                 415     

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met 
            420                 425                 430                     420                 425                 430                     420                 425                 430                     420                 425                 430         
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His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser 
        435                 440                 445                     435                 440                 445                     435                 440                 445                     435                 440                 445             

Pro Gly Lys Pro Gly Lys Pro Gly Lys Pro Gly Lys 
    450         450         450         450     

<210>  6<210>  6<210>  6<210>  6
<211>  451<211>  451<211>  451<211>  451
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG1-13mZ heavy chain <223>  Anti-CD47 antibody IgG1-13mZ heavy chain <223>  Anti-CD47 antibody IgG1-13mZ heavy chain <223>  Anti-CD47 antibody IgG1-13mZ heavy chain 

<400>  6<400>  6<400>  6<400>  6

Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         
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Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile 
                325                 330                 335                     325                 330                 335                     325                 330                 335                     325                 330                 335     

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 
            340                 345                 350                     340                 345                 350                     340                 345                 350                     340                 345                 350         

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser 
        355                 360                 365                     355                 360                 365                     355                 360                 365                     355                 360                 365             

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 
    370                 375                 380                     370                 375                 380                     370                 375                 380                     370                 375                 380                 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val 
                405                 410                 415                     405                 410                 415                     405                 410                 415                     405                 410                 415     

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met 
            420                 425                 430                     420                 425                 430                     420                 425                 430                     420                 425                 430         

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser 
        435                 440                 445                     435                 440                 445                     435                 440                 445                     435                 440                 445             

Pro Gly Lys Pro Gly Lys Pro Gly Lys Pro Gly Lys 
    450         450         450         450     
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<210>  7<210>  7<210>  7<210>  7
<211>  451<211>  451<211>  451<211>  451
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG1-5m heavy chain<223>  Anti-CD47 antibody IgG1-5m heavy chain<223>  Anti-CD47 antibody IgG1-5m heavy chain<223>  Anti-CD47 antibody IgG1-5m heavy chain

<400>  7<400>  7<400>  7<400>  7

Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Phe Gln Gly Arg Val Thr Ile Thr Arg Asp Arg Ser Thr Ser Thr Ala Phe Gln Gly Arg Val Thr Ile Thr Arg Asp Arg Ser Thr Ser Thr Ala Phe Gln Gly Arg Val Thr Ile Thr Arg Asp Arg Ser Thr Ser Thr Ala Phe Gln Gly Arg Val Thr Ile Thr Arg Asp Arg Ser Thr Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 
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Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile 
                325                 330                 335                     325                 330                 335                     325                 330                 335                     325                 330                 335     

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 
            340                 345                 350                     340                 345                 350                     340                 345                 350                     340                 345                 350         

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser 
        355                 360                 365                     355                 360                 365                     355                 360                 365                     355                 360                 365             

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 
    370                 375                 380                     370                 375                 380                     370                 375                 380                     370                 375                 380                 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val 
                405                 410                 415                     405                 410                 415                     405                 410                 415                     405                 410                 415     

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met 
            420                 425                 430                     420                 425                 430                     420                 425                 430                     420                 425                 430         

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser 
        435                 440                 445                     435                 440                 445                     435                 440                 445                     435                 440                 445             

Pro Gly Lys Pro Gly Lys Pro Gly Lys Pro Gly Lys 
    450         450         450         450     

<210>  8<210>  8<210>  8<210>  8
<211>  448<211>  448<211>  448<211>  448
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG4P-13m heavy chain<223>  Anti-CD47 antibody IgG4P-13m heavy chain<223>  Anti-CD47 antibody IgG4P-13m heavy chain<223>  Anti-CD47 antibody IgG4P-13m heavy chain

<400>  8<400>  8<400>  8<400>  8
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Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         
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Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr 
                325                 330                 335                     325                 330                 335                     325                 330                 335                     325                 330                 335     

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 
            340                 345                 350                     340                 345                 350                     340                 345                 350                     340                 345                 350         

Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys 
        355                 360                 365                     355                 360                 365                     355                 360                 365                     355                 360                 365             

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 
    370                 375                 380                     370                 375                 380                     370                 375                 380                     370                 375                 380                 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 
385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser 
                405                 410                 415                     405                 410                 415                     405                 410                 415                     405                 410                 415     

Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 
            420                 425                 430                     420                 425                 430                     420                 425                 430                     420                 425                 430         

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys 
        435                 440                 445                     435                 440                 445                     435                 440                 445                     435                 440                 445             

<210>  9<210>  9<210>  9<210>  9
<211>  448<211>  448<211>  448<211>  448
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG4P-5m heavy chain<223>  Anti-CD47 antibody IgG4P-5m heavy chain<223>  Anti-CD47 antibody IgG4P-5m heavy chain<223>  Anti-CD47 antibody IgG4P-5m heavy chain

<400>  9<400>  9<400>  9<400>  9

Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  
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Phe Gln Gly Arg Val Thr Ile Thr Arg Asp Arg Ser Thr Ser Thr Ala Phe Gln Gly Arg Val Thr Ile Thr Arg Asp Arg Ser Thr Ser Thr Ala Phe Gln Gly Arg Val Thr Ile Thr Arg Asp Arg Ser Thr Ser Thr Ala Phe Gln Gly Arg Val Thr Ile Thr Arg Asp Arg Ser Thr Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr 
                325                 330                 335                     325                 330                 335                     325                 330                 335                     325                 330                 335     
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Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 
            340                 345                 350                     340                 345                 350                     340                 345                 350                     340                 345                 350         

Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys 
        355                 360                 365                     355                 360                 365                     355                 360                 365                     355                 360                 365             

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 
    370                 375                 380                     370                 375                 380                     370                 375                 380                     370                 375                 380                 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 
385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser 
                405                 410                 415                     405                 410                 415                     405                 410                 415                     405                 410                 415     

Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 
            420                 425                 430                     420                 425                 430                     420                 425                 430                     420                 425                 430         

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys 
        435                 440                 445                     435                 440                 445                     435                 440                 445                     435                 440                 445             

<210>  10<210>  10<210>  10<210>  10
<211>  448<211>  448<211>  448<211>  448
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG4PE-13m heavy chain<223>  Anti-CD47 antibody IgG4PE-13m heavy chain<223>  Anti-CD47 antibody IgG4PE-13m heavy chain<223>  Anti-CD47 antibody IgG4PE-13m heavy chain

<400>  10<400>  10<400>  10<400>  10

Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         
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Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr 
                325                 330                 335                     325                 330                 335                     325                 330                 335                     325                 330                 335     

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 
            340                 345                 350                     340                 345                 350                     340                 345                 350                     340                 345                 350         

Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys 
        355                 360                 365                     355                 360                 365                     355                 360                 365                     355                 360                 365             

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 
    370                 375                 380                     370                 375                 380                     370                 375                 380                     370                 375                 380                 
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Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 
385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser 
                405                 410                 415                     405                 410                 415                     405                 410                 415                     405                 410                 415     

Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 
            420                 425                 430                     420                 425                 430                     420                 425                 430                     420                 425                 430         

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys 
        435                 440                 445                     435                 440                 445                     435                 440                 445                     435                 440                 445             

<210>  11<210>  11<210>  11<210>  11
<211>  448<211>  448<211>  448<211>  448
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG4PE-5m heavy chain<223>  Anti-CD47 antibody IgG4PE-5m heavy chain<223>  Anti-CD47 antibody IgG4PE-5m heavy chain<223>  Anti-CD47 antibody IgG4PE-5m heavy chain

<400>  11<400>  11<400>  11<400>  11

Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Phe Gln Gly Arg Val Thr Ile Thr Arg Asp Arg Ser Thr Ser Thr Ala Phe Gln Gly Arg Val Thr Ile Thr Arg Asp Arg Ser Thr Ser Thr Ala Phe Gln Gly Arg Val Thr Ile Thr Arg Asp Arg Ser Thr Ser Thr Ala Phe Gln Gly Arg Val Thr Ile Thr Arg Asp Arg Ser Thr Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     
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Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Gly Pro Ser 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr 
                325                 330                 335                     325                 330                 335                     325                 330                 335                     325                 330                 335     

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 
            340                 345                 350                     340                 345                 350                     340                 345                 350                     340                 345                 350         

Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys 
        355                 360                 365                     355                 360                 365                     355                 360                 365                     355                 360                 365             

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser 
    370                 375                 380                     370                 375                 380                     370                 375                 380                     370                 375                 380                 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 
385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 385                 390                 395                 400 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser 
                405                 410                 415                     405                 410                 415                     405                 410                 415                     405                 410                 415     

Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 
            420                 425                 430                     420                 425                 430                     420                 425                 430                     420                 425                 430         

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys 
        435                 440                 445                     435                 440                 445                     435                 440                 445                     435                 440                 445             
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<210>  12<210>  12<210>  12<210>  12
<211>  107<211>  107<211>  107<211>  107
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody AB6.12 light chain variable region<223>  Anti-CD47 antibody AB6.12 light chain variable region<223>  Anti-CD47 antibody AB6.12 light chain variable region<223>  Anti-CD47 antibody AB6.12 light chain variable region

<400>  12<400>  12<400>  12<400>  12

Asn Ile Gln Met Thr Gln Ser Pro Ser Ala Met Ser Ala Ser Val Gly Asn Ile Gln Met Thr Gln Ser Pro Ser Ala Met Ser Ala Ser Val Gly Asn Ile Gln Met Thr Gln Ser Pro Ser Ala Met Ser Ala Ser Val Gly Asn Ile Gln Met Thr Gln Ser Pro Ser Ala Met Ser Ala Ser Val Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Asp Ile His Arg Tyr Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Asp Ile His Arg Tyr Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Asp Ile His Arg Tyr Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Asp Ile His Arg Tyr 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Leu Ser Trp Phe Gln Gln Lys Pro Gly Lys Val Pro Lys His Leu Ile Leu Ser Trp Phe Gln Gln Lys Pro Gly Lys Val Pro Lys His Leu Ile Leu Ser Trp Phe Gln Gln Lys Pro Gly Lys Val Pro Lys His Leu Ile Leu Ser Trp Phe Gln Gln Lys Pro Gly Lys Val Pro Lys His Leu Ile 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Tyr Arg Ala Asn Arg Leu Val Ser Gly Val Pro Ser Arg Phe Ser Gly Tyr Arg Ala Asn Arg Leu Val Ser Gly Val Pro Ser Arg Phe Ser Gly Tyr Arg Ala Asn Arg Leu Val Ser Gly Val Pro Ser Arg Phe Ser Gly Tyr Arg Ala Asn Arg Leu Val Ser Gly Val Pro Ser Arg Phe Ser Gly 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Glu Phe Pro Tyr Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Glu Phe Pro Tyr Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Glu Phe Pro Tyr Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Glu Phe Pro Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 
            100                 105                     100                 105                     100                 105                     100                 105         

<210>  13<210>  13<210>  13<210>  13
<211>  215<211>  215<211>  215<211>  215
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Light chain (Ig Kappa)<223>  Light chain (Ig Kappa)<223>  Light chain (Ig Kappa)<223>  Light chain (Ig Kappa)

<400>  13<400>  13<400>  13<400>  13

Met Asn Ile Gln Met Thr Gln Ser Pro Ser Ala Met Ser Ala Ser Val Met Asn Ile Gln Met Thr Gln Ser Pro Ser Ala Met Ser Ala Ser Val Met Asn Ile Gln Met Thr Gln Ser Pro Ser Ala Met Ser Ala Ser Val Met Asn Ile Gln Met Thr Gln Ser Pro Ser Ala Met Ser Ala Ser Val 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Gly Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Asp Ile His Arg Gly Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Asp Ile His Arg Gly Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Asp Ile His Arg Gly Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Asp Ile His Arg 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Leu Ser Trp Phe Gln Gln Lys Pro Gly Lys Val Pro Lys His Leu Tyr Leu Ser Trp Phe Gln Gln Lys Pro Gly Lys Val Pro Lys His Leu Tyr Leu Ser Trp Phe Gln Gln Lys Pro Gly Lys Val Pro Lys His Leu Tyr Leu Ser Trp Phe Gln Gln Lys Pro Gly Lys Val Pro Lys His Leu 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Ile Tyr Arg Ala Asn Arg Leu Val Ser Gly Val Pro Ser Arg Phe Ser Ile Tyr Arg Ala Asn Arg Leu Val Ser Gly Val Pro Ser Arg Phe Ser Ile Tyr Arg Ala Asn Arg Leu Val Ser Gly Val Pro Ser Arg Phe Ser Ile Tyr Arg Ala Asn Arg Leu Val Ser Gly Val Pro Ser Arg Phe Ser 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  
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Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Glu Phe Pro Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Glu Phe Pro Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Glu Phe Pro Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Glu Phe Pro 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Tyr Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Tyr Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Tyr Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Tyr Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Ser Phe Asn Arg Gly Glu Cys Ser Phe Asn Arg Gly Glu Cys Ser Phe Asn Arg Gly Glu Cys Ser Phe Asn Arg Gly Glu Cys 
    210                 215     210                 215     210                 215     210                 215 

<210>  14<210>  14<210>  14<210>  14
<211>  10<211>  10<211>  10<211>  10
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  VH CDR1<223>  VH CDR1<223>  VH CDR1<223>  VH CDR1

<400>  14<400>  14<400>  14<400>  14

Gly Phe Asn Ile Lys Asp Tyr Tyr Leu His Gly Phe Asn Ile Lys Asp Tyr Tyr Leu His Gly Phe Asn Ile Lys Asp Tyr Tyr Leu His Gly Phe Asn Ile Lys Asp Tyr Tyr Leu His 
1               5                   10  1               5                   10  1               5                   10  1               5                   10  

<210>  15<210>  15<210>  15<210>  15
<211>  10<211>  10<211>  10<211>  10
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  VH CDR2<223>  VH CDR2<223>  VH CDR2<223>  VH CDR2

<400>  15<400>  15<400>  15<400>  15

Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu 
1               5                   10  1               5                   10  1               5                   10  1               5                   10  

<210>  16<210>  16<210>  16<210>  16
<211>  13<211>  13<211>  13<211>  13
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<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  VH CDR3<223>  VH CDR3<223>  VH CDR3<223>  VH CDR3

<400>  16<400>  16<400>  16<400>  16

Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr 
1               5                   10              1               5                   10              1               5                   10              1               5                   10              

<210>  17<210>  17<210>  17<210>  17
<211>  11<211>  11<211>  11<211>  11
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  VL CDR1<223>  VL CDR1<223>  VL CDR1<223>  VL CDR1

<400>  17<400>  17<400>  17<400>  17

Lys Ala Ser Gln Asp Ile His Arg Tyr Leu Ser Lys Ala Ser Gln Asp Ile His Arg Tyr Leu Ser Lys Ala Ser Gln Asp Ile His Arg Tyr Leu Ser Lys Ala Ser Gln Asp Ile His Arg Tyr Leu Ser 
1               5                   10      1               5                   10      1               5                   10      1               5                   10      

<210>  18<210>  18<210>  18<210>  18
<211>  7<211>  7<211>  7<211>  7
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  VL CDR2<223>  VL CDR2<223>  VL CDR2<223>  VL CDR2

<400>  18<400>  18<400>  18<400>  18

Arg Ala Asn Arg Leu Val Ser Arg Ala Asn Arg Leu Val Ser Arg Ala Asn Arg Leu Val Ser Arg Ala Asn Arg Leu Val Ser 
1               5           1               5           1               5           1               5           

<210>  19<210>  19<210>  19<210>  19
<211>  9<211>  9<211>  9<211>  9
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  VL CDR3<223>  VL CDR3<223>  VL CDR3<223>  VL CDR3

<400>  19<400>  19<400>  19<400>  19

Leu Gln Tyr Asp Glu Phe Pro Tyr Thr Leu Gln Tyr Asp Glu Phe Pro Tyr Thr Leu Gln Tyr Asp Glu Phe Pro Tyr Thr Leu Gln Tyr Asp Glu Phe Pro Tyr Thr 
1               5                   1               5                   1               5                   1               5                   

<210>  20<210>  20<210>  20<210>  20
<211>  119<211>  119<211>  119<211>  119
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  consensus sequence for anti-CD47 antibody <223>  consensus sequence for anti-CD47 antibody <223>  consensus sequence for anti-CD47 antibody <223>  consensus sequence for anti-CD47 antibody 
       heavy chain variable region       heavy chain variable region       heavy chain variable region       heavy chain variable region

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (1)..(1)<222>  (1)..(1)<222>  (1)..(1)<222>  (1)..(1)
<223>  Xaa = any amino acid or absent<223>  Xaa = any amino acid or absent<223>  Xaa = any amino acid or absent<223>  Xaa = any amino acid or absent
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<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (3)..(3)<222>  (3)..(3)<222>  (3)..(3)<222>  (3)..(3)
<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (15)..(15)<222>  (15)..(15)<222>  (15)..(15)<222>  (15)..(15)
<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (17)..(17)<222>  (17)..(17)<222>  (17)..(17)<222>  (17)..(17)
<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (45)..(45)<222>  (45)..(45)<222>  (45)..(45)<222>  (45)..(45)
<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (65)..(65)<222>  (65)..(65)<222>  (65)..(65)<222>  (65)..(65)
<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (67)..(67)<222>  (67)..(67)<222>  (67)..(67)<222>  (67)..(67)
<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (71)..(71)<222>  (71)..(71)<222>  (71)..(71)<222>  (71)..(71)
<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (73)..(73)<222>  (73)..(73)<222>  (73)..(73)<222>  (73)..(73)
<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (75)..(75)<222>  (75)..(75)<222>  (75)..(75)<222>  (75)..(75)
<223>  Xaa = Arg or Thr<223>  Xaa = Arg or Thr<223>  Xaa = Arg or Thr<223>  Xaa = Arg or Thr

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (77)..(77)<222>  (77)..(77)<222>  (77)..(77)<222>  (77)..(77)
<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (85)..(85)<222>  (85)..(85)<222>  (85)..(85)<222>  (85)..(85)
<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (90)..(90)<222>  (90)..(90)<222>  (90)..(90)<222>  (90)..(90)
<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid

<220><220><220><220>
<221>  misc_feature<221>  misc_feature<221>  misc_feature<221>  misc_feature
<222>  (94)..(94)<222>  (94)..(94)<222>  (94)..(94)<222>  (94)..(94)
<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid<223>  Xaa = any amino acid

<400>  20<400>  20<400>  20<400>  20

Xaa Gln Xaa Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Xaa Gly Xaa Gln Xaa Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Xaa Gly Xaa Gln Xaa Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Xaa Gly Xaa Gln Xaa Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Xaa Gly 
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1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Xaa Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Xaa Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Xaa Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Xaa Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Xaa Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Xaa Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Xaa Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Xaa Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Xaa Gln Xaa Arg Val Thr Xaa Thr Xaa Asp Xaa Ser Xaa Ser Thr Ala Xaa Gln Xaa Arg Val Thr Xaa Thr Xaa Asp Xaa Ser Xaa Ser Thr Ala Xaa Gln Xaa Arg Val Thr Xaa Thr Xaa Asp Xaa Ser Xaa Ser Thr Ala Xaa Gln Xaa Arg Val Thr Xaa Thr Xaa Asp Xaa Ser Xaa Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Xaa Ser Leu Arg Ser Xaa Asp Thr Ala Xaa Tyr Tyr Tyr Met Glu Leu Xaa Ser Leu Arg Ser Xaa Asp Thr Ala Xaa Tyr Tyr Tyr Met Glu Leu Xaa Ser Leu Arg Ser Xaa Asp Thr Ala Xaa Tyr Tyr Tyr Met Glu Leu Xaa Ser Leu Arg Ser Xaa Asp Thr Ala Xaa Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Gln Gly Thr Thr Val Thr Val Gln Gly Thr Thr Val Thr Val Gln Gly Thr Thr Val Thr Val Gln Gly Thr Thr Val Thr Val 
        115                         115                         115                         115                 

<210>  21<210>  21<210>  21<210>  21
<211>  119<211>  119<211>  119<211>  119
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  anti-CD47 antibody VH - 13m<223>  anti-CD47 antibody VH - 13m<223>  anti-CD47 antibody VH - 13m<223>  anti-CD47 antibody VH - 13m

<400>  21<400>  21<400>  21<400>  21

Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         
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Gln Gly Thr Thr Val Thr Val Gln Gly Thr Thr Val Thr Val Gln Gly Thr Thr Val Thr Val Gln Gly Thr Thr Val Thr Val 
        115                         115                         115                         115                 

<210>  22<210>  22<210>  22<210>  22
<211>  119<211>  119<211>  119<211>  119
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  anti-CD47 antibody VH - 5m<223>  anti-CD47 antibody VH - 5m<223>  anti-CD47 antibody VH - 5m<223>  anti-CD47 antibody VH - 5m

<400>  22<400>  22<400>  22<400>  22

Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Met Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Asn Ile Lys Asp 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp Tyr Tyr Leu His Trp Val Arg Gln Ala Pro Gly Gln Ala Leu Glu Trp 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys Met Gly Trp Ile Asp Pro Asp Gln Gly Asp Thr Glu Tyr Ala Gln Lys 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Leu Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly Cys Asn Ala Ala Tyr Gly Ser Ser Ser Tyr Pro Met Asp Tyr Trp Gly 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Gln Gly Thr Thr Val Thr Val Gln Gly Thr Thr Val Thr Val Gln Gly Thr Thr Val Thr Val Gln Gly Thr Thr Val Thr Val 
        115                         115                         115                         115                 

<210>  23<210>  23<210>  23<210>  23
<211>  1356<211>  1356<211>  1356<211>  1356
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG1 heavy chain<223>  Anti-CD47 antibody IgG1 heavy chain<223>  Anti-CD47 antibody IgG1 heavy chain<223>  Anti-CD47 antibody IgG1 heavy chain

<400>  23<400>  23<400>  23<400>  23
atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaacgggttc gtcggtaaag       60atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaacgggttc gtcggtaaag       60atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaacgggttc gtcggtaaag       60atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaacgggttc gtcggtaaag       60

gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120

gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180

tatgcccaaa agtttcagga ccgtgtgacc atcacccgtg accgtagcat gtccaccgca      240tatgcccaaa agtttcagga ccgtgtgacc atcacccgtg accgtagcat gtccaccgca      240tatgcccaaa agtttcagga ccgtgtgacc atcacccgtg accgtagcat gtccaccgca      240tatgcccaaa agtttcagga ccgtgtgacc atcacccgtg accgtagcat gtccaccgca      240

tatatggagc tgagcagcct gcgcagcgaa gatactgcga tgtattactg caatgcggcc      300tatatggagc tgagcagcct gcgcagcgaa gatactgcga tgtattactg caatgcggcc      300tatatggagc tgagcagcct gcgcagcgaa gatactgcga tgtattactg caatgcggcc      300tatatggagc tgagcagcct gcgcagcgaa gatactgcga tgtattactg caatgcggcc      300

tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360
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agcgcaagca ccaagggccc gagcgttttc cctctggcgc cgagcagcaa aagcactagc      420agcgcaagca ccaagggccc gagcgttttc cctctggcgc cgagcagcaa aagcactagc      420agcgcaagca ccaagggccc gagcgttttc cctctggcgc cgagcagcaa aagcactagc      420agcgcaagca ccaagggccc gagcgttttc cctctggcgc cgagcagcaa aagcactagc      420

ggcggtacgg cagccctggg ttgtctggtt aaagattact ttccggaacc ggttaccgtg      480ggcggtacgg cagccctggg ttgtctggtt aaagattact ttccggaacc ggttaccgtg      480ggcggtacgg cagccctggg ttgtctggtt aaagattact ttccggaacc ggttaccgtg      480ggcggtacgg cagccctggg ttgtctggtt aaagattact ttccggaacc ggttaccgtg      480

tcctggaact ctggcgcgct gaccagcggt gttcacacgt ttccggcggt tctgcagagc      540tcctggaact ctggcgcgct gaccagcggt gttcacacgt ttccggcggt tctgcagagc      540tcctggaact ctggcgcgct gaccagcggt gttcacacgt ttccggcggt tctgcagagc      540tcctggaact ctggcgcgct gaccagcggt gttcacacgt ttccggcggt tctgcagagc      540

agcggtctgt attctttgag ctccgtcgtc accgtcccgt ctagctcgct gggcacgcag      600agcggtctgt attctttgag ctccgtcgtc accgtcccgt ctagctcgct gggcacgcag      600agcggtctgt attctttgag ctccgtcgtc accgtcccgt ctagctcgct gggcacgcag      600agcggtctgt attctttgag ctccgtcgtc accgtcccgt ctagctcgct gggcacgcag      600

acgtacatct gcaatgttaa ccataagccg agcaatacca aagttgacaa gaaagtcgaa      660acgtacatct gcaatgttaa ccataagccg agcaatacca aagttgacaa gaaagtcgaa      660acgtacatct gcaatgttaa ccataagccg agcaatacca aagttgacaa gaaagtcgaa      660acgtacatct gcaatgttaa ccataagccg agcaatacca aagttgacaa gaaagtcgaa      660

cctaagagct gtgataagac gcatacctgt ccgccgtgcc cggcaccgga actgttgggc      720cctaagagct gtgataagac gcatacctgt ccgccgtgcc cggcaccgga actgttgggc      720cctaagagct gtgataagac gcatacctgt ccgccgtgcc cggcaccgga actgttgggc      720cctaagagct gtgataagac gcatacctgt ccgccgtgcc cggcaccgga actgttgggc      720

ggtccgagcg tgttcctgtt tccgccgaag ccgaaagata ccctgatgat tagccgcacc      780ggtccgagcg tgttcctgtt tccgccgaag ccgaaagata ccctgatgat tagccgcacc      780ggtccgagcg tgttcctgtt tccgccgaag ccgaaagata ccctgatgat tagccgcacc      780ggtccgagcg tgttcctgtt tccgccgaag ccgaaagata ccctgatgat tagccgcacc      780

cctgaggtga cgtgcgtggt tgtggacgtt agccatgagg atccagaggt caaattcaat      840cctgaggtga cgtgcgtggt tgtggacgtt agccatgagg atccagaggt caaattcaat      840cctgaggtga cgtgcgtggt tgtggacgtt agccatgagg atccagaggt caaattcaat      840cctgaggtga cgtgcgtggt tgtggacgtt agccatgagg atccagaggt caaattcaat      840

tggtatgtcg atggtgttga ggttcacaat gccaagacca aaccgcgtga agaacagtac      900tggtatgtcg atggtgttga ggttcacaat gccaagacca aaccgcgtga agaacagtac      900tggtatgtcg atggtgttga ggttcacaat gccaagacca aaccgcgtga agaacagtac      900tggtatgtcg atggtgttga ggttcacaat gccaagacca aaccgcgtga agaacagtac      900

aatagcacct accgcgtggt gagcgtgctg acggtcctgc accaggactg gctgaacggc      960aatagcacct accgcgtggt gagcgtgctg acggtcctgc accaggactg gctgaacggc      960aatagcacct accgcgtggt gagcgtgctg acggtcctgc accaggactg gctgaacggc      960aatagcacct accgcgtggt gagcgtgctg acggtcctgc accaggactg gctgaacggc      960

aaagagtaca agtgtaaggt cagcaacaag gcgctgccag caccgattga aaagaccatt     1020aaagagtaca agtgtaaggt cagcaacaag gcgctgccag caccgattga aaagaccatt     1020aaagagtaca agtgtaaggt cagcaacaag gcgctgccag caccgattga aaagaccatt     1020aaagagtaca agtgtaaggt cagcaacaag gcgctgccag caccgattga aaagaccatt     1020

tctaaagcga aaggtcagcc gcgtgagccg caagtctata ccctgccgcc gtcgcgcgat     1080tctaaagcga aaggtcagcc gcgtgagccg caagtctata ccctgccgcc gtcgcgcgat     1080tctaaagcga aaggtcagcc gcgtgagccg caagtctata ccctgccgcc gtcgcgcgat     1080tctaaagcga aaggtcagcc gcgtgagccg caagtctata ccctgccgcc gtcgcgcgat     1080

gagctgacta aaaaccaggt tagcctgacg tgcctggtga aaggtttcta cccgagcgac     1140gagctgacta aaaaccaggt tagcctgacg tgcctggtga aaggtttcta cccgagcgac     1140gagctgacta aaaaccaggt tagcctgacg tgcctggtga aaggtttcta cccgagcgac     1140gagctgacta aaaaccaggt tagcctgacg tgcctggtga aaggtttcta cccgagcgac     1140

atcgcggtgg agtgggagag caacggtcaa ccggagaata actacaaaac caccccaccg     1200atcgcggtgg agtgggagag caacggtcaa ccggagaata actacaaaac caccccaccg     1200atcgcggtgg agtgggagag caacggtcaa ccggagaata actacaaaac caccccaccg     1200atcgcggtgg agtgggagag caacggtcaa ccggagaata actacaaaac caccccaccg     1200

gtcttggact ccgatggcag cttctttctg tactctaaac tgaccgttga caaaagccgt     1260gtcttggact ccgatggcag cttctttctg tactctaaac tgaccgttga caaaagccgt     1260gtcttggact ccgatggcag cttctttctg tactctaaac tgaccgttga caaaagccgt     1260gtcttggact ccgatggcag cttctttctg tactctaaac tgaccgttga caaaagccgt     1260

tggcaacagg gcaacgtctt tagctgcagc gtgatgcatg aggctctgca caaccactac     1320tggcaacagg gcaacgtctt tagctgcagc gtgatgcatg aggctctgca caaccactac     1320tggcaacagg gcaacgtctt tagctgcagc gtgatgcatg aggctctgca caaccactac     1320tggcaacagg gcaacgtctt tagctgcagc gtgatgcatg aggctctgca caaccactac     1320

acccaaaaat ccctgagcct gagcccgggt aagtaa                               1356acccaaaaat ccctgagcct gagcccgggt aagtaa                               1356acccaaaaat ccctgagcct gagcccgggt aagtaa                               1356acccaaaaat ccctgagcct gagcccgggt aagtaa                               1356

<210>  24<210>  24<210>  24<210>  24
<211>  1347<211>  1347<211>  1347<211>  1347
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG4P heavy chain<223>  Anti-CD47 antibody IgG4P heavy chain<223>  Anti-CD47 antibody IgG4P heavy chain<223>  Anti-CD47 antibody IgG4P heavy chain

<400>  24<400>  24<400>  24<400>  24
atgcagatgc aattggttca aagcggtgcg gaagttaaga aaacgggttc gtcggtgaag       60atgcagatgc aattggttca aagcggtgcg gaagttaaga aaacgggttc gtcggtgaag       60atgcagatgc aattggttca aagcggtgcg gaagttaaga aaacgggttc gtcggtgaag       60atgcagatgc aattggttca aagcggtgcg gaagttaaga aaacgggttc gtcggtgaag       60

gtttcctgca aagccagcgg ttttaacatc aaggattact atctgcattg ggtacgtcag      120gtttcctgca aagccagcgg ttttaacatc aaggattact atctgcattg ggtacgtcag      120gtttcctgca aagccagcgg ttttaacatc aaggattact atctgcattg ggtacgtcag      120gtttcctgca aagccagcgg ttttaacatc aaggattact atctgcattg ggtacgtcag      120

gcaccgggtc aagcgttgga gtggatgggt tggatcgacc cggaccaggg tgatacggag      180gcaccgggtc aagcgttgga gtggatgggt tggatcgacc cggaccaggg tgatacggag      180gcaccgggtc aagcgttgga gtggatgggt tggatcgacc cggaccaggg tgatacggag      180gcaccgggtc aagcgttgga gtggatgggt tggatcgacc cggaccaggg tgatacggag      180

tatgcgcaga aattccagga ccgcgttacc atcacccgcg accgcagcat gagcacggcg      240tatgcgcaga aattccagga ccgcgttacc atcacccgcg accgcagcat gagcacggcg      240tatgcgcaga aattccagga ccgcgttacc atcacccgcg accgcagcat gagcacggcg      240tatgcgcaga aattccagga ccgcgttacc atcacccgcg accgcagcat gagcacggcg      240

tacatggagc tgagcagcct gcgttccgaa gataccgcga tgtactactg taatgctgcg      300tacatggagc tgagcagcct gcgttccgaa gataccgcga tgtactactg taatgctgcg      300tacatggagc tgagcagcct gcgttccgaa gataccgcga tgtactactg taatgctgcg      300tacatggagc tgagcagcct gcgttccgaa gataccgcga tgtactactg taatgctgcg      300

tatggtagca gcagctatcc aatggactat tggggccagg gcacgacggt caccgttagc      360tatggtagca gcagctatcc aatggactat tggggccagg gcacgacggt caccgttagc      360tatggtagca gcagctatcc aatggactat tggggccagg gcacgacggt caccgttagc      360tatggtagca gcagctatcc aatggactat tggggccagg gcacgacggt caccgttagc      360

agcgctagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgctagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgctagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgctagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420

gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480

tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540

agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600

acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660

agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttctggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttctggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttctggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttctggg cggtccgtcc      720
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gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780

acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840

gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900

taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960

aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020

aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080

aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140

gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200

agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260

ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320

tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347

<210>  25<210>  25<210>  25<210>  25
<211>  1347<211>  1347<211>  1347<211>  1347
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG4PE heavy chain<223>  Anti-CD47 antibody IgG4PE heavy chain<223>  Anti-CD47 antibody IgG4PE heavy chain<223>  Anti-CD47 antibody IgG4PE heavy chain

<400>  25<400>  25<400>  25<400>  25
atgcagatgc aattggttca aagcggtgcg gaagttaaga aaacgggttc gtcggtgaag       60atgcagatgc aattggttca aagcggtgcg gaagttaaga aaacgggttc gtcggtgaag       60atgcagatgc aattggttca aagcggtgcg gaagttaaga aaacgggttc gtcggtgaag       60atgcagatgc aattggttca aagcggtgcg gaagttaaga aaacgggttc gtcggtgaag       60

gtttcctgca aagccagcgg ttttaacatc aaggattact atctgcattg ggtacgtcag      120gtttcctgca aagccagcgg ttttaacatc aaggattact atctgcattg ggtacgtcag      120gtttcctgca aagccagcgg ttttaacatc aaggattact atctgcattg ggtacgtcag      120gtttcctgca aagccagcgg ttttaacatc aaggattact atctgcattg ggtacgtcag      120

gcaccgggtc aagcgttgga gtggatgggt tggatcgacc cggaccaggg tgatacggag      180gcaccgggtc aagcgttgga gtggatgggt tggatcgacc cggaccaggg tgatacggag      180gcaccgggtc aagcgttgga gtggatgggt tggatcgacc cggaccaggg tgatacggag      180gcaccgggtc aagcgttgga gtggatgggt tggatcgacc cggaccaggg tgatacggag      180

tatgcgcaga aattccagga ccgcgttacc atcacccgcg accgcagcat gagcacggcg      240tatgcgcaga aattccagga ccgcgttacc atcacccgcg accgcagcat gagcacggcg      240tatgcgcaga aattccagga ccgcgttacc atcacccgcg accgcagcat gagcacggcg      240tatgcgcaga aattccagga ccgcgttacc atcacccgcg accgcagcat gagcacggcg      240

tacatggagc tgagcagcct gcgttccgaa gataccgcga tgtactactg taatgctgcg      300tacatggagc tgagcagcct gcgttccgaa gataccgcga tgtactactg taatgctgcg      300tacatggagc tgagcagcct gcgttccgaa gataccgcga tgtactactg taatgctgcg      300tacatggagc tgagcagcct gcgttccgaa gataccgcga tgtactactg taatgctgcg      300

tatggtagca gcagctatcc aatggactat tggggccagg gcacgacggt caccgttagc      360tatggtagca gcagctatcc aatggactat tggggccagg gcacgacggt caccgttagc      360tatggtagca gcagctatcc aatggactat tggggccagg gcacgacggt caccgttagc      360tatggtagca gcagctatcc aatggactat tggggccagg gcacgacggt caccgttagc      360

agcgctagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgctagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgctagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgctagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420

gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480

tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540

agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600

acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660

agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttgaggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttgaggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttgaggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttgaggg cggtccgtcc      720

gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780

acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840

gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900

taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960

aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020

aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080
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aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140

gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200

agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260

ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320

tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347

<210>  26<210>  26<210>  26<210>  26
<211>  1356<211>  1356<211>  1356<211>  1356
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG1-13m heavy chain<223>  Anti-CD47 antibody IgG1-13m heavy chain<223>  Anti-CD47 antibody IgG1-13m heavy chain<223>  Anti-CD47 antibody IgG1-13m heavy chain

<400>  26<400>  26<400>  26<400>  26
atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60

gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120

gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180

tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240

tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300

tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360

agcgccagca ccaagggccc gtccgtgttt ccgctggcgc caagctccaa gagcaccagc      420agcgccagca ccaagggccc gtccgtgttt ccgctggcgc caagctccaa gagcaccagc      420agcgccagca ccaagggccc gtccgtgttt ccgctggcgc caagctccaa gagcaccagc      420agcgccagca ccaagggccc gtccgtgttt ccgctggcgc caagctccaa gagcaccagc      420

ggtggcacgg ccgcactggg ttgtctggta aaagattact ttcctgagcc ggtgaccgtg      480ggtggcacgg ccgcactggg ttgtctggta aaagattact ttcctgagcc ggtgaccgtg      480ggtggcacgg ccgcactggg ttgtctggta aaagattact ttcctgagcc ggtgaccgtg      480ggtggcacgg ccgcactggg ttgtctggta aaagattact ttcctgagcc ggtgaccgtg      480

agctggaatt caggtgcact gacgtccggc gttcacacgt tcccggcagt tctgcagagc      540agctggaatt caggtgcact gacgtccggc gttcacacgt tcccggcagt tctgcagagc      540agctggaatt caggtgcact gacgtccggc gttcacacgt tcccggcagt tctgcagagc      540agctggaatt caggtgcact gacgtccggc gttcacacgt tcccggcagt tctgcagagc      540

tccggtttgt acagcctgtc tagcgtcgtg acggtgccga gcagcagcct gggtacccaa      600tccggtttgt acagcctgtc tagcgtcgtg acggtgccga gcagcagcct gggtacccaa      600tccggtttgt acagcctgtc tagcgtcgtg acggtgccga gcagcagcct gggtacccaa      600tccggtttgt acagcctgtc tagcgtcgtg acggtgccga gcagcagcct gggtacccaa      600

acctacattt gcaacgttaa ccataagccg agcaatacca aagttgacaa gaaagtcgaa      660acctacattt gcaacgttaa ccataagccg agcaatacca aagttgacaa gaaagtcgaa      660acctacattt gcaacgttaa ccataagccg agcaatacca aagttgacaa gaaagtcgaa      660acctacattt gcaacgttaa ccataagccg agcaatacca aagttgacaa gaaagtcgaa      660

cctaagagct gtgataagac gcatacctgt ccgccgtgcc cggcaccgga actgttgggc      720cctaagagct gtgataagac gcatacctgt ccgccgtgcc cggcaccgga actgttgggc      720cctaagagct gtgataagac gcatacctgt ccgccgtgcc cggcaccgga actgttgggc      720cctaagagct gtgataagac gcatacctgt ccgccgtgcc cggcaccgga actgttgggc      720

ggtccgagcg tgttcctgtt tccgccgaag ccgaaagata ccctgatgat tagccgcacc      780ggtccgagcg tgttcctgtt tccgccgaag ccgaaagata ccctgatgat tagccgcacc      780ggtccgagcg tgttcctgtt tccgccgaag ccgaaagata ccctgatgat tagccgcacc      780ggtccgagcg tgttcctgtt tccgccgaag ccgaaagata ccctgatgat tagccgcacc      780

cctgaggtga cgtgcgtggt tgtggacgtt agccatgagg atccagaggt caaattcaat      840cctgaggtga cgtgcgtggt tgtggacgtt agccatgagg atccagaggt caaattcaat      840cctgaggtga cgtgcgtggt tgtggacgtt agccatgagg atccagaggt caaattcaat      840cctgaggtga cgtgcgtggt tgtggacgtt agccatgagg atccagaggt caaattcaat      840

tggtatgtcg atggtgttga ggttcacaat gccaagacca aaccgcgtga agaacagtac      900tggtatgtcg atggtgttga ggttcacaat gccaagacca aaccgcgtga agaacagtac      900tggtatgtcg atggtgttga ggttcacaat gccaagacca aaccgcgtga agaacagtac      900tggtatgtcg atggtgttga ggttcacaat gccaagacca aaccgcgtga agaacagtac      900

aatagcacct accgcgtggt gagcgtgctg acggtcctgc accaggactg gctgaacggc      960aatagcacct accgcgtggt gagcgtgctg acggtcctgc accaggactg gctgaacggc      960aatagcacct accgcgtggt gagcgtgctg acggtcctgc accaggactg gctgaacggc      960aatagcacct accgcgtggt gagcgtgctg acggtcctgc accaggactg gctgaacggc      960

aaagagtaca agtgtaaggt cagcaacaag gcgctgccag caccgattga aaagaccatt     1020aaagagtaca agtgtaaggt cagcaacaag gcgctgccag caccgattga aaagaccatt     1020aaagagtaca agtgtaaggt cagcaacaag gcgctgccag caccgattga aaagaccatt     1020aaagagtaca agtgtaaggt cagcaacaag gcgctgccag caccgattga aaagaccatt     1020

tctaaagcga aaggtcagcc gcgtgagccg caagtctata ccctgccgcc gtcgcgcgat     1080tctaaagcga aaggtcagcc gcgtgagccg caagtctata ccctgccgcc gtcgcgcgat     1080tctaaagcga aaggtcagcc gcgtgagccg caagtctata ccctgccgcc gtcgcgcgat     1080tctaaagcga aaggtcagcc gcgtgagccg caagtctata ccctgccgcc gtcgcgcgat     1080

gagctgacta aaaaccaggt tagcctgacg tgcctggtga aaggtttcta cccgagcgac     1140gagctgacta aaaaccaggt tagcctgacg tgcctggtga aaggtttcta cccgagcgac     1140gagctgacta aaaaccaggt tagcctgacg tgcctggtga aaggtttcta cccgagcgac     1140gagctgacta aaaaccaggt tagcctgacg tgcctggtga aaggtttcta cccgagcgac     1140

atcgcggtgg agtgggagag caacggtcaa ccggagaata actacaaaac caccccaccg     1200atcgcggtgg agtgggagag caacggtcaa ccggagaata actacaaaac caccccaccg     1200atcgcggtgg agtgggagag caacggtcaa ccggagaata actacaaaac caccccaccg     1200atcgcggtgg agtgggagag caacggtcaa ccggagaata actacaaaac caccccaccg     1200

gtcttggact ccgatggcag cttctttctg tactctaaac tgaccgttga caaaagccgt     1260gtcttggact ccgatggcag cttctttctg tactctaaac tgaccgttga caaaagccgt     1260gtcttggact ccgatggcag cttctttctg tactctaaac tgaccgttga caaaagccgt     1260gtcttggact ccgatggcag cttctttctg tactctaaac tgaccgttga caaaagccgt     1260

tggcaacagg gcaacgtctt tagctgcagc gtgatgcatg aggctctgca caaccactac     1320tggcaacagg gcaacgtctt tagctgcagc gtgatgcatg aggctctgca caaccactac     1320tggcaacagg gcaacgtctt tagctgcagc gtgatgcatg aggctctgca caaccactac     1320tggcaacagg gcaacgtctt tagctgcagc gtgatgcatg aggctctgca caaccactac     1320

acccaaaaat ccctgagcct gagcccgggt aagtaa                               1356acccaaaaat ccctgagcct gagcccgggt aagtaa                               1356acccaaaaat ccctgagcct gagcccgggt aagtaa                               1356acccaaaaat ccctgagcct gagcccgggt aagtaa                               1356

<210>  27<210>  27<210>  27<210>  27
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<211>  1356<211>  1356<211>  1356<211>  1356
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG1-13mZ heavy chain<223>  Anti-CD47 antibody IgG1-13mZ heavy chain<223>  Anti-CD47 antibody IgG1-13mZ heavy chain<223>  Anti-CD47 antibody IgG1-13mZ heavy chain

<400>  27<400>  27<400>  27<400>  27
atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60

gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120

gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180

tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240

tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300

tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360

agcgccagca ccaagggccc gtccgtgttt ccgctggcgc caagctccaa gagcaccagc      420agcgccagca ccaagggccc gtccgtgttt ccgctggcgc caagctccaa gagcaccagc      420agcgccagca ccaagggccc gtccgtgttt ccgctggcgc caagctccaa gagcaccagc      420agcgccagca ccaagggccc gtccgtgttt ccgctggcgc caagctccaa gagcaccagc      420

ggtggcacgg ccgcactggg ttgtctggta aaagattact ttcctgagcc ggtgaccgtg      480ggtggcacgg ccgcactggg ttgtctggta aaagattact ttcctgagcc ggtgaccgtg      480ggtggcacgg ccgcactggg ttgtctggta aaagattact ttcctgagcc ggtgaccgtg      480ggtggcacgg ccgcactggg ttgtctggta aaagattact ttcctgagcc ggtgaccgtg      480

agctggaatt caggtgcact gacgtccggc gttcacacgt tcccggcagt tctgcagagc      540agctggaatt caggtgcact gacgtccggc gttcacacgt tcccggcagt tctgcagagc      540agctggaatt caggtgcact gacgtccggc gttcacacgt tcccggcagt tctgcagagc      540agctggaatt caggtgcact gacgtccggc gttcacacgt tcccggcagt tctgcagagc      540

tccggtttgt acagcctgtc tagcgtcgtg acggtgccga gcagcagcct gggtacccaa      600tccggtttgt acagcctgtc tagcgtcgtg acggtgccga gcagcagcct gggtacccaa      600tccggtttgt acagcctgtc tagcgtcgtg acggtgccga gcagcagcct gggtacccaa      600tccggtttgt acagcctgtc tagcgtcgtg acggtgccga gcagcagcct gggtacccaa      600

acctacattt gcaacgttaa ccataagccg agcaatacca aggttgacaa aaaagttgaa      660acctacattt gcaacgttaa ccataagccg agcaatacca aggttgacaa aaaagttgaa      660acctacattt gcaacgttaa ccataagccg agcaatacca aggttgacaa aaaagttgaa      660acctacattt gcaacgttaa ccataagccg agcaatacca aggttgacaa aaaagttgaa      660

ccgaaatctt gtgataaaac tcatacctgt ccgccgtgcc cggcgcctga gctgttgggt      720ccgaaatctt gtgataaaac tcatacctgt ccgccgtgcc cggcgcctga gctgttgggt      720ccgaaatctt gtgataaaac tcatacctgt ccgccgtgcc cggcgcctga gctgttgggt      720ccgaaatctt gtgataaaac tcatacctgt ccgccgtgcc cggcgcctga gctgttgggt      720

ggtccgtcgg tctttctgtt cccgccgaag ccgaaagaca ccctgatgat tagccgcacc      780ggtccgtcgg tctttctgtt cccgccgaag ccgaaagaca ccctgatgat tagccgcacc      780ggtccgtcgg tctttctgtt cccgccgaag ccgaaagaca ccctgatgat tagccgcacc      780ggtccgtcgg tctttctgtt cccgccgaag ccgaaagaca ccctgatgat tagccgcacc      780

ccggaagtta cgtgcgtcgt cgtggatgtc agccacgagg acccggaggt taagttcaat      840ccggaagtta cgtgcgtcgt cgtggatgtc agccacgagg acccggaggt taagttcaat      840ccggaagtta cgtgcgtcgt cgtggatgtc agccacgagg acccggaggt taagttcaat      840ccggaagtta cgtgcgtcgt cgtggatgtc agccacgagg acccggaggt taagttcaat      840

tggtatgtcg atggcgtgga ggttcacaac gcgaaaacca agccgcgtga ggaacaatac      900tggtatgtcg atggcgtgga ggttcacaac gcgaaaacca agccgcgtga ggaacaatac      900tggtatgtcg atggcgtgga ggttcacaac gcgaaaacca agccgcgtga ggaacaatac      900tggtatgtcg atggcgtgga ggttcacaac gcgaaaacca agccgcgtga ggaacaatac      900

aatagcacgt atcgcgtagt gagcgtgctg accgtgctgc accaagattg gctgaatggt      960aatagcacgt atcgcgtagt gagcgtgctg accgtgctgc accaagattg gctgaatggt      960aatagcacgt atcgcgtagt gagcgtgctg accgtgctgc accaagattg gctgaatggt      960aatagcacgt atcgcgtagt gagcgtgctg accgtgctgc accaagattg gctgaatggt      960

aaagaataca agtgcaaagt gagcaacaag gcattgccgg caccgatcga aaagacgatc     1020aaagaataca agtgcaaagt gagcaacaag gcattgccgg caccgatcga aaagacgatc     1020aaagaataca agtgcaaagt gagcaacaag gcattgccgg caccgatcga aaagacgatc     1020aaagaataca agtgcaaagt gagcaacaag gcattgccgg caccgatcga aaagacgatc     1020

agcaaagcga aaggccaacc gcgtgaaccg caggtctata ccctgccgcc gagccgtgaa     1080agcaaagcga aaggccaacc gcgtgaaccg caggtctata ccctgccgcc gagccgtgaa     1080agcaaagcga aaggccaacc gcgtgaaccg caggtctata ccctgccgcc gagccgtgaa     1080agcaaagcga aaggccaacc gcgtgaaccg caggtctata ccctgccgcc gagccgtgaa     1080

gaaatgacga aaaaccaagt tagcctgacc tgtctggtga agggctttta cccgagcgac     1140gaaatgacga aaaaccaagt tagcctgacc tgtctggtga agggctttta cccgagcgac     1140gaaatgacga aaaaccaagt tagcctgacc tgtctggtga agggctttta cccgagcgac     1140gaaatgacga aaaaccaagt tagcctgacc tgtctggtga agggctttta cccgagcgac     1140

atcgccgtcg agtgggagtc taacggccag ccggaaaaca attacaaaac cacgccgcca     1200atcgccgtcg agtgggagtc taacggccag ccggaaaaca attacaaaac cacgccgcca     1200atcgccgtcg agtgggagtc taacggccag ccggaaaaca attacaaaac cacgccgcca     1200atcgccgtcg agtgggagtc taacggccag ccggaaaaca attacaaaac cacgccgcca     1200

gtcctggaca gcgacggtag cttctttctg tatagcaagc tgaccgtcga taaaagccgt     1260gtcctggaca gcgacggtag cttctttctg tatagcaagc tgaccgtcga taaaagccgt     1260gtcctggaca gcgacggtag cttctttctg tatagcaagc tgaccgtcga taaaagccgt     1260gtcctggaca gcgacggtag cttctttctg tatagcaagc tgaccgtcga taaaagccgt     1260

tggcagcagg gtaatgtgtt cagctgcagc gttatgcatg aggcgctgca caatcactat     1320tggcagcagg gtaatgtgtt cagctgcagc gttatgcatg aggcgctgca caatcactat     1320tggcagcagg gtaatgtgtt cagctgcagc gttatgcatg aggcgctgca caatcactat     1320tggcagcagg gtaatgtgtt cagctgcagc gttatgcatg aggcgctgca caatcactat     1320

acccagaaat ccttgtccct gtccccgggt aagtaa                               1356acccagaaat ccttgtccct gtccccgggt aagtaa                               1356acccagaaat ccttgtccct gtccccgggt aagtaa                               1356acccagaaat ccttgtccct gtccccgggt aagtaa                               1356

<210>  28<210>  28<210>  28<210>  28
<211>  1356<211>  1356<211>  1356<211>  1356
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG1-5m heavy chain<223>  Anti-CD47 antibody IgG1-5m heavy chain<223>  Anti-CD47 antibody IgG1-5m heavy chain<223>  Anti-CD47 antibody IgG1-5m heavy chain

<400>  28<400>  28<400>  28<400>  28
atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaccgggttc gtcggtaaag       60atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaccgggttc gtcggtaaag       60atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaccgggttc gtcggtaaag       60atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaccgggttc gtcggtaaag       60

gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120
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gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180

tatgcccaaa agtttcaggg tcgtgtgacc atcacccgtg accgtagcac ctccaccgca      240tatgcccaaa agtttcaggg tcgtgtgacc atcacccgtg accgtagcac ctccaccgca      240tatgcccaaa agtttcaggg tcgtgtgacc atcacccgtg accgtagcac ctccaccgca      240tatgcccaaa agtttcaggg tcgtgtgacc atcacccgtg accgtagcac ctccaccgca      240

tatatggagc tgcgtagcct gcgcagcgaa gatactgcgg tgtattactg caatgcggcc      300tatatggagc tgcgtagcct gcgcagcgaa gatactgcgg tgtattactg caatgcggcc      300tatatggagc tgcgtagcct gcgcagcgaa gatactgcgg tgtattactg caatgcggcc      300tatatggagc tgcgtagcct gcgcagcgaa gatactgcgg tgtattactg caatgcggcc      300

tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360

agcgcaagca ccaagggccc gagcgttttc cctctggcgc cgagcagcaa aagcactagc      420agcgcaagca ccaagggccc gagcgttttc cctctggcgc cgagcagcaa aagcactagc      420agcgcaagca ccaagggccc gagcgttttc cctctggcgc cgagcagcaa aagcactagc      420agcgcaagca ccaagggccc gagcgttttc cctctggcgc cgagcagcaa aagcactagc      420

ggcggtacgg cagccctggg ttgtctggtt aaagattact ttccggaacc ggttaccgtg      480ggcggtacgg cagccctggg ttgtctggtt aaagattact ttccggaacc ggttaccgtg      480ggcggtacgg cagccctggg ttgtctggtt aaagattact ttccggaacc ggttaccgtg      480ggcggtacgg cagccctggg ttgtctggtt aaagattact ttccggaacc ggttaccgtg      480

tcctggaact ctggcgcgct gaccagcggt gttcacacgt ttccggcggt tctgcagagc      540tcctggaact ctggcgcgct gaccagcggt gttcacacgt ttccggcggt tctgcagagc      540tcctggaact ctggcgcgct gaccagcggt gttcacacgt ttccggcggt tctgcagagc      540tcctggaact ctggcgcgct gaccagcggt gttcacacgt ttccggcggt tctgcagagc      540

agcggtctgt attctttgag ctccgtcgtc accgtcccgt ctagctcgct gggcacgcag      600agcggtctgt attctttgag ctccgtcgtc accgtcccgt ctagctcgct gggcacgcag      600agcggtctgt attctttgag ctccgtcgtc accgtcccgt ctagctcgct gggcacgcag      600agcggtctgt attctttgag ctccgtcgtc accgtcccgt ctagctcgct gggcacgcag      600

acgtacatct gcaatgttaa ccataagccg agcaatacca aagttgacaa gaaagtcgaa      660acgtacatct gcaatgttaa ccataagccg agcaatacca aagttgacaa gaaagtcgaa      660acgtacatct gcaatgttaa ccataagccg agcaatacca aagttgacaa gaaagtcgaa      660acgtacatct gcaatgttaa ccataagccg agcaatacca aagttgacaa gaaagtcgaa      660

cctaagagct gtgataagac gcatacctgt ccgccgtgcc cggcaccgga actgttgggc      720cctaagagct gtgataagac gcatacctgt ccgccgtgcc cggcaccgga actgttgggc      720cctaagagct gtgataagac gcatacctgt ccgccgtgcc cggcaccgga actgttgggc      720cctaagagct gtgataagac gcatacctgt ccgccgtgcc cggcaccgga actgttgggc      720

ggtccgagcg tgttcctgtt tccgccgaag ccgaaagata ccctgatgat tagccgcacc      780ggtccgagcg tgttcctgtt tccgccgaag ccgaaagata ccctgatgat tagccgcacc      780ggtccgagcg tgttcctgtt tccgccgaag ccgaaagata ccctgatgat tagccgcacc      780ggtccgagcg tgttcctgtt tccgccgaag ccgaaagata ccctgatgat tagccgcacc      780

cctgaggtga cgtgcgtggt tgtggacgtt agccatgagg atccagaggt caaattcaat      840cctgaggtga cgtgcgtggt tgtggacgtt agccatgagg atccagaggt caaattcaat      840cctgaggtga cgtgcgtggt tgtggacgtt agccatgagg atccagaggt caaattcaat      840cctgaggtga cgtgcgtggt tgtggacgtt agccatgagg atccagaggt caaattcaat      840

tggtatgtcg atggtgttga ggttcacaat gccaagacca aaccgcgtga agaacagtac      900tggtatgtcg atggtgttga ggttcacaat gccaagacca aaccgcgtga agaacagtac      900tggtatgtcg atggtgttga ggttcacaat gccaagacca aaccgcgtga agaacagtac      900tggtatgtcg atggtgttga ggttcacaat gccaagacca aaccgcgtga agaacagtac      900

aatagcacct accgcgtggt gagcgtgctg acggtcctgc accaggactg gctgaacggc      960aatagcacct accgcgtggt gagcgtgctg acggtcctgc accaggactg gctgaacggc      960aatagcacct accgcgtggt gagcgtgctg acggtcctgc accaggactg gctgaacggc      960aatagcacct accgcgtggt gagcgtgctg acggtcctgc accaggactg gctgaacggc      960

aaagagtaca agtgtaaggt cagcaacaag gcgctgccag caccgattga aaagaccatt     1020aaagagtaca agtgtaaggt cagcaacaag gcgctgccag caccgattga aaagaccatt     1020aaagagtaca agtgtaaggt cagcaacaag gcgctgccag caccgattga aaagaccatt     1020aaagagtaca agtgtaaggt cagcaacaag gcgctgccag caccgattga aaagaccatt     1020

tctaaagcga aaggtcagcc gcgtgagccg caagtctata ccctgccgcc gtcgcgcgat     1080tctaaagcga aaggtcagcc gcgtgagccg caagtctata ccctgccgcc gtcgcgcgat     1080tctaaagcga aaggtcagcc gcgtgagccg caagtctata ccctgccgcc gtcgcgcgat     1080tctaaagcga aaggtcagcc gcgtgagccg caagtctata ccctgccgcc gtcgcgcgat     1080

gagctgacta aaaaccaggt tagcctgacg tgcctggtga aaggtttcta cccgagcgac     1140gagctgacta aaaaccaggt tagcctgacg tgcctggtga aaggtttcta cccgagcgac     1140gagctgacta aaaaccaggt tagcctgacg tgcctggtga aaggtttcta cccgagcgac     1140gagctgacta aaaaccaggt tagcctgacg tgcctggtga aaggtttcta cccgagcgac     1140

atcgcggtgg agtgggagag caacggtcaa ccggagaata actacaaaac caccccaccg     1200atcgcggtgg agtgggagag caacggtcaa ccggagaata actacaaaac caccccaccg     1200atcgcggtgg agtgggagag caacggtcaa ccggagaata actacaaaac caccccaccg     1200atcgcggtgg agtgggagag caacggtcaa ccggagaata actacaaaac caccccaccg     1200

gtcttggact ccgatggcag cttctttctg tactctaaac tgaccgttga caaaagccgt     1260gtcttggact ccgatggcag cttctttctg tactctaaac tgaccgttga caaaagccgt     1260gtcttggact ccgatggcag cttctttctg tactctaaac tgaccgttga caaaagccgt     1260gtcttggact ccgatggcag cttctttctg tactctaaac tgaccgttga caaaagccgt     1260

tggcaacagg gcaacgtctt tagctgcagc gtgatgcatg aggctctgca caaccactac     1320tggcaacagg gcaacgtctt tagctgcagc gtgatgcatg aggctctgca caaccactac     1320tggcaacagg gcaacgtctt tagctgcagc gtgatgcatg aggctctgca caaccactac     1320tggcaacagg gcaacgtctt tagctgcagc gtgatgcatg aggctctgca caaccactac     1320

acccaaaaat ccctgagcct gagcccgggt aagtaa                               1356acccaaaaat ccctgagcct gagcccgggt aagtaa                               1356acccaaaaat ccctgagcct gagcccgggt aagtaa                               1356acccaaaaat ccctgagcct gagcccgggt aagtaa                               1356

<210>  29<210>  29<210>  29<210>  29
<211>  1347<211>  1347<211>  1347<211>  1347
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG4P-13m heavy chain<223>  Anti-CD47 antibody IgG4P-13m heavy chain<223>  Anti-CD47 antibody IgG4P-13m heavy chain<223>  Anti-CD47 antibody IgG4P-13m heavy chain

<400>  29<400>  29<400>  29<400>  29
atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60

gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120

gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180

tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240

tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300

tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360

agcgccagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgccagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgccagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgccagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420

gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480
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tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540

agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600

acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660

agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttctggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttctggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttctggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttctggg cggtccgtcc      720

gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780

acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840

gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900

taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960

aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020

aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080

aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140

gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200

agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260

ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320

tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347

<210>  30<210>  30<210>  30<210>  30
<211>  1347<211>  1347<211>  1347<211>  1347
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody  IgG4P-5m heavy chain<223>  Anti-CD47 antibody  IgG4P-5m heavy chain<223>  Anti-CD47 antibody  IgG4P-5m heavy chain<223>  Anti-CD47 antibody  IgG4P-5m heavy chain

<400>  30<400>  30<400>  30<400>  30
atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaccgggttc gtcggtaaag       60atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaccgggttc gtcggtaaag       60atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaccgggttc gtcggtaaag       60atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaccgggttc gtcggtaaag       60

gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120

gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180

tatgcccaaa agtttcaggg tcgtgtgacc atcacccgtg accgtagcac ctccaccgca      240tatgcccaaa agtttcaggg tcgtgtgacc atcacccgtg accgtagcac ctccaccgca      240tatgcccaaa agtttcaggg tcgtgtgacc atcacccgtg accgtagcac ctccaccgca      240tatgcccaaa agtttcaggg tcgtgtgacc atcacccgtg accgtagcac ctccaccgca      240

tatatggagc tgcgtagcct gcgcagcgaa gatactgcgg tgtattactg caatgcggcc      300tatatggagc tgcgtagcct gcgcagcgaa gatactgcgg tgtattactg caatgcggcc      300tatatggagc tgcgtagcct gcgcagcgaa gatactgcgg tgtattactg caatgcggcc      300tatatggagc tgcgtagcct gcgcagcgaa gatactgcgg tgtattactg caatgcggcc      300

tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360

agcgcaagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgcaagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgcaagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgcaagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420

gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480

tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540

agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600

acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660

agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttctggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttctggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttctggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttctggg cggtccgtcc      720

gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780

acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840
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gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900

taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960

aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020

aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080

aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140

gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200

agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260

ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320

tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347

<210>  31<210>  31<210>  31<210>  31
<211>  1347<211>  1347<211>  1347<211>  1347
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG4PE-13m heavy chain<223>  Anti-CD47 antibody IgG4PE-13m heavy chain<223>  Anti-CD47 antibody IgG4PE-13m heavy chain<223>  Anti-CD47 antibody IgG4PE-13m heavy chain

<400>  31<400>  31<400>  31<400>  31
atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60atgcaagtcc aattggtcca gagcggtgcg gaagtcaaga aaccgggtgc aagcgtcaaa       60

gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120gtttcgtgca aggcgagcgg tttcaatatc aaagactatt atctgcactg ggttcgtcag      120

gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180gctccgggcc aaggcctgga gtggatgggt tggatcgatc cggaccaggg cgacacggag      180

tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240tacgctcaga agctgcaggg tcgtgttacc atgaccaccg acaccagcac gagcaccgcg      240

tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300tacatggaac tgcgctctct gcgttcggat gataccgcgg tgtactattg caacgccgcg      300

tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360tacggtagca gcagctatcc gatggattat tggggtcaag gcactacggt gactgtcagc      360

agcgccagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgccagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgccagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgccagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420

gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480

tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540

agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600

acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660

agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttgaggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttgaggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttgaggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttgaggg cggtccgtcc      720

gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780

acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840

gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900

taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960

aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020

aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080

aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140

gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200
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agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260

ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320

tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347

<210>  32<210>  32<210>  32<210>  32
<211>  1347<211>  1347<211>  1347<211>  1347
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence

<220><220><220><220>
<223>  Anti-CD47 antibody IgG4PE-5m heavy chain<223>  Anti-CD47 antibody IgG4PE-5m heavy chain<223>  Anti-CD47 antibody IgG4PE-5m heavy chain<223>  Anti-CD47 antibody IgG4PE-5m heavy chain

<400>  32<400>  32<400>  32<400>  32
atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaccgggttc gtcggtaaag       60atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaccgggttc gtcggtaaag       60atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaccgggttc gtcggtaaag       60atgcaaatgc aattggtaca aagcggtgcg gaagtaaaga aaccgggttc gtcggtaaag       60

gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120gttagctgta aagcttctgg cttcaatatc aaggattact atctgcactg ggtgcgtcag      120

gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180gcgccaggtc aggccttgga atggatgggc tggattgacc cggatcaagg tgacaccgaa      180

tatgcccaaa agtttcaggg tcgtgtgacc atcacccgtg accgtagcac ctccaccgca      240tatgcccaaa agtttcaggg tcgtgtgacc atcacccgtg accgtagcac ctccaccgca      240tatgcccaaa agtttcaggg tcgtgtgacc atcacccgtg accgtagcac ctccaccgca      240tatgcccaaa agtttcaggg tcgtgtgacc atcacccgtg accgtagcac ctccaccgca      240

tatatggagc tgcgtagcct gcgcagcgaa gatactgcgg tgtattactg caatgcggcc      300tatatggagc tgcgtagcct gcgcagcgaa gatactgcgg tgtattactg caatgcggcc      300tatatggagc tgcgtagcct gcgcagcgaa gatactgcgg tgtattactg caatgcggcc      300tatatggagc tgcgtagcct gcgcagcgaa gatactgcgg tgtattactg caatgcggcc      300

tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360tatggtagca gctcctatcc gatggattac tggggccagg gtaccacggt gacggttagc      360

agcgcaagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgcaagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgcaagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420agcgcaagca ccaagggccc gtctgtgttt ccgttggcac cgtgcagccg tagcactagc      420

gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480gaatccactg cagcgctggg ttgcctggtt aaggactatt tcccggagcc ggttaccgtg      480

tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540tcctggaact ctggcgccct gaccagcggt gttcacacgt ttccagccgt cctgcagagc      540

agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600agcggtctgt acagcctgag ctcggtggtg accgttccga gcagctctct gggtaccaaa      600

acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660acctatacct gtaatgtcga tcacaaaccg tctaacacga aggtcgataa acgtgttgaa      660

agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttgaggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttgaggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttgaggg cggtccgtcc      720agcaagtacg gtccgccttg tccgccgtgc ccggcaccgg agtttgaggg cggtccgtcc      720

gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780gtattcctgt tcccgccgaa accgaaagat accttgatga ttagccgtac gccagaggtc      780

acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840acgtgcgtcg tggtggacgt tagccaagag gatccggaag tccaattcaa ctggtacgtg      840

gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900gacggtgtcg aggtgcacaa tgccaaaacc aagccgcgtg aagaacagtt taacagcact      900

taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960taccgcgtcg ttagcgtcct gaccgtgctg caccaagatt ggctgaatgg taaagagtac      960

aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020aagtgcaagg ttagcaataa gggtctgccg agcagcatcg agaaaaccat tagcaaggcg     1020

aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080aaaggtcaac cgcgcgagcc acaggtctac acgctgccgc cgagccaaga agaaatgacc     1080

aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140aaaaatcagg ttagcctgac ttgtctggtg aaaggcttct acccgagcga tattgcagtt     1140

gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200gaatgggaga gcaacggcca gcctgagaac aactataaga cgaccccgcc agtgctggac     1200

agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260agcgatggca gcttcttttt gtattctcgt ctgaccgtgg acaagtcccg ttggcaagag     1260

ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320ggcaatgtgt tcagctgttc tgtcatgcac gaagcgctgc ataaccatta cacccagaag     1320

tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347tccctgagcc tgtcgctggg caaataa                                         1347

<210>  33<210>  33<210>  33<210>  33
<211>  648<211>  648<211>  648<211>  648
<212>  DNA<212>  DNA<212>  DNA<212>  DNA
<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence<213>  Artificial Sequence
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<220><220><220><220>
<223>  Anti-CD47 antibody (Igk) light chain<223>  Anti-CD47 antibody (Igk) light chain<223>  Anti-CD47 antibody (Igk) light chain<223>  Anti-CD47 antibody (Igk) light chain

<400>  33<400>  33<400>  33<400>  33
atgaacatcc aaatgactca atccccatcc gcaatgtccg catccgtagg tgaccgcgtg       60atgaacatcc aaatgactca atccccatcc gcaatgtccg catccgtagg tgaccgcgtg       60atgaacatcc aaatgactca atccccatcc gcaatgtccg catccgtagg tgaccgcgtg       60atgaacatcc aaatgactca atccccatcc gcaatgtccg catccgtagg tgaccgcgtg       60

accatcacgt gcaaggcgag ccaggatatt catcgttatc tgagctggtt tcaacagaaa      120accatcacgt gcaaggcgag ccaggatatt catcgttatc tgagctggtt tcaacagaaa      120accatcacgt gcaaggcgag ccaggatatt catcgttatc tgagctggtt tcaacagaaa      120accatcacgt gcaaggcgag ccaggatatt catcgttatc tgagctggtt tcaacagaaa      120

ccgggcaagg ttcctaagca tctgatttac cgcgcgaacc gcttggttag cggtgttccg      180ccgggcaagg ttcctaagca tctgatttac cgcgcgaacc gcttggttag cggtgttccg      180ccgggcaagg ttcctaagca tctgatttac cgcgcgaacc gcttggttag cggtgttccg      180ccgggcaagg ttcctaagca tctgatttac cgcgcgaacc gcttggttag cggtgttccg      180

agccgtttta gcggcagcgg ttctggcacc gagttcaccc tgacgatctc cagcctgcaa      240agccgtttta gcggcagcgg ttctggcacc gagttcaccc tgacgatctc cagcctgcaa      240agccgtttta gcggcagcgg ttctggcacc gagttcaccc tgacgatctc cagcctgcaa      240agccgtttta gcggcagcgg ttctggcacc gagttcaccc tgacgatctc cagcctgcaa      240

ccggaagatt ttgcgacgta ctactgcctg cagtatgacg agttcccgta tacctttggt      300ccggaagatt ttgcgacgta ctactgcctg cagtatgacg agttcccgta tacctttggt      300ccggaagatt ttgcgacgta ctactgcctg cagtatgacg agttcccgta tacctttggt      300ccggaagatt ttgcgacgta ctactgcctg cagtatgacg agttcccgta tacctttggt      300

ggtggtacga aggtggaaat caaacgtact gtggccgctc cgagcgtttt catttttccg      360ggtggtacga aggtggaaat caaacgtact gtggccgctc cgagcgtttt catttttccg      360ggtggtacga aggtggaaat caaacgtact gtggccgctc cgagcgtttt catttttccg      360ggtggtacga aggtggaaat caaacgtact gtggccgctc cgagcgtttt catttttccg      360

ccgtcggatg agcaattgaa atctggtacc gcgagcgtcg tttgtctgct gaacaatttc      420ccgtcggatg agcaattgaa atctggtacc gcgagcgtcg tttgtctgct gaacaatttc      420ccgtcggatg agcaattgaa atctggtacc gcgagcgtcg tttgtctgct gaacaatttc      420ccgtcggatg agcaattgaa atctggtacc gcgagcgtcg tttgtctgct gaacaatttc      420

tacccgcgtg aggctaaggt gcaatggaag gtcgataacg cgctgcagag cggtaatagc      480tacccgcgtg aggctaaggt gcaatggaag gtcgataacg cgctgcagag cggtaatagc      480tacccgcgtg aggctaaggt gcaatggaag gtcgataacg cgctgcagag cggtaatagc      480tacccgcgtg aggctaaggt gcaatggaag gtcgataacg cgctgcagag cggtaatagc      480

caggaaagcg tcaccgaaca ggatagcaaa gacagcacct actctttgag cagcaccctg      540caggaaagcg tcaccgaaca ggatagcaaa gacagcacct actctttgag cagcaccctg      540caggaaagcg tcaccgaaca ggatagcaaa gacagcacct actctttgag cagcaccctg      540caggaaagcg tcaccgaaca ggatagcaaa gacagcacct actctttgag cagcaccctg      540

accctgagca aggccgacta tgagaaacac aaagtttacg catgtgaggt cacgcaccag      600accctgagca aggccgacta tgagaaacac aaagtttacg catgtgaggt cacgcaccag      600accctgagca aggccgacta tgagaaacac aaagtttacg catgtgaggt cacgcaccag      600accctgagca aggccgacta tgagaaacac aaagtttacg catgtgaggt cacgcaccag      600

ggcctgagca gcccggtgac caaaagcttc aatcgtggcg aatgctaa                   648ggcctgagca gcccggtgac caaaagcttc aatcgtggcg aatgctaa                   648ggcctgagca gcccggtgac caaaagcttc aatcgtggcg aatgctaa                   648ggcctgagca gcccggtgac caaaagcttc aatcgtggcg aatgctaa                   648

<210>  34<210>  34<210>  34<210>  34
<211>  330<211>  330<211>  330<211>  330
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens

<220><220><220><220>
<223>  human IgG1 isotype<223>  human IgG1 isotype<223>  human IgG1 isotype<223>  human IgG1 isotype

<400>  34<400>  34<400>  34<400>  34

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             
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Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
                325                 330                 325                 330                 325                 330                 325                 330 

<210>  35<210>  35<210>  35<210>  35
<211>  326<211>  326<211>  326<211>  326
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens

<220><220><220><220>
<223>  human IgG2 isotype<223>  human IgG2 isotype<223>  human IgG2 isotype<223>  human IgG2 isotype

<400>  35<400>  35<400>  35<400>  35

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 
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            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Leu Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Leu Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Leu Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Leu Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gln Thr 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Thr Val Glu Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Thr Val Glu Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Thr Val Glu Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Thr Val Glu Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Val Ser His Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Ser His Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Ser His Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Ser His Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val His Gln Asp Trp Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val His Gln Asp Trp Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val His Gln Asp Trp Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val His Gln Asp Trp 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Ser Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Ser Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Ser Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Ser Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys 
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    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Ser Leu Ser Pro Gly Lys Ser Leu Ser Pro Gly Lys Ser Leu Ser Pro Gly Lys Ser Leu Ser Pro Gly Lys 
                325                     325                     325                     325     

<210>  36<210>  36<210>  36<210>  36
<211>  377<211>  377<211>  377<211>  377
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens

<220><220><220><220>
<223>  human IgG3 isotype<223>  human IgG3 isotype<223>  human IgG3 isotype<223>  human IgG3 isotype

<400>  36<400>  36<400>  36<400>  36

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Thr Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Tyr Thr Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Tyr Thr Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Tyr Thr Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Arg Val Glu Leu Lys Thr Pro Leu Gly Asp Thr Thr His Thr Cys Pro Arg Val Glu Leu Lys Thr Pro Leu Gly Asp Thr Thr His Thr Cys Pro Arg Val Glu Leu Lys Thr Pro Leu Gly Asp Thr Thr His Thr Cys Pro Arg Val Glu Leu Lys Thr Pro Leu Gly Asp Thr Thr His Thr Cys Pro 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Arg Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Arg Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Arg Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Arg Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         
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Val Val Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Lys Trp Tyr Val Val Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Lys Trp Tyr Val Val Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Lys Trp Tyr Val Val Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Lys Trp Tyr 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Gln Tyr Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Leu His Gln Tyr Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Leu His Gln Tyr Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Leu His Gln Tyr Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Leu His 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Ser Asp Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu Asn Asn Ser Asp Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu Asn Asn Ser Asp Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu Asn Asn Ser Asp Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu Asn Asn 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Tyr Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu 
                325                 330                 335                     325                 330                 335                     325                 330                 335                     325                 330                 335     

Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Ile Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Ile Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Ile Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Ile 
            340                 345                 350                     340                 345                 350                     340                 345                 350                     340                 345                 350         

Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn Arg Phe Thr Gln Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn Arg Phe Thr Gln Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn Arg Phe Thr Gln Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn Arg Phe Thr Gln 
        355                 360                 365                     355                 360                 365                     355                 360                 365                     355                 360                 365             

Lys Ser Leu Ser Leu Ser Pro Gly Lys Lys Ser Leu Ser Leu Ser Pro Gly Lys Lys Ser Leu Ser Leu Ser Pro Gly Lys Lys Ser Leu Ser Leu Ser Pro Gly Lys 
    370                 375             370                 375             370                 375             370                 375         

<210>  37<210>  37<210>  37<210>  37
<211>  327<211>  327<211>  327<211>  327
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens

<220><220><220><220>
<223>  human IgG4 isotype<223>  human IgG4 isotype<223>  human IgG4 isotype<223>  human IgG4 isotype

<400>  37<400>  37<400>  37<400>  37

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
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        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser 
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305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Leu Ser Leu Ser Leu Gly Lys Leu Ser Leu Ser Leu Gly Lys Leu Ser Leu Ser Leu Gly Lys Leu Ser Leu Ser Leu Gly Lys 
                325                         325                         325                         325         

<210>  38<210>  38<210>  38<210>  38
<211>  323<211>  323<211>  323<211>  323
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens

<220><220><220><220>
<223>  exemplary human CD47 (GenBank Accession No. Q08722.1 <223>  exemplary human CD47 (GenBank Accession No. Q08722.1 <223>  exemplary human CD47 (GenBank Accession No. Q08722.1 <223>  exemplary human CD47 (GenBank Accession No. Q08722.1 
       (GI:1171879))        (GI:1171879))        (GI:1171879))        (GI:1171879)) 

<400>  38<400>  38<400>  38<400>  38

Met Trp Pro Leu Val Ala Ala Leu Leu Leu Gly Ser Ala Cys Cys Gly Met Trp Pro Leu Val Ala Ala Leu Leu Leu Gly Ser Ala Cys Cys Gly Met Trp Pro Leu Val Ala Ala Leu Leu Leu Gly Ser Ala Cys Cys Gly Met Trp Pro Leu Val Ala Ala Leu Leu Leu Gly Ser Ala Cys Cys Gly 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Ser Ala Gln Leu Leu Phe Asn Lys Thr Lys Ser Val Glu Phe Thr Phe Ser Ala Gln Leu Leu Phe Asn Lys Thr Lys Ser Val Glu Phe Thr Phe Ser Ala Gln Leu Leu Phe Asn Lys Thr Lys Ser Val Glu Phe Thr Phe Ser Ala Gln Leu Leu Phe Asn Lys Thr Lys Ser Val Glu Phe Thr Phe 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Cys Asn Asp Thr Val Val Ile Pro Cys Phe Val Thr Asn Met Glu Ala Cys Asn Asp Thr Val Val Ile Pro Cys Phe Val Thr Asn Met Glu Ala Cys Asn Asp Thr Val Val Ile Pro Cys Phe Val Thr Asn Met Glu Ala Cys Asn Asp Thr Val Val Ile Pro Cys Phe Val Thr Asn Met Glu Ala 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Gln Asn Thr Thr Glu Val Tyr Val Lys Trp Lys Phe Lys Gly Arg Asp Gln Asn Thr Thr Glu Val Tyr Val Lys Trp Lys Phe Lys Gly Arg Asp Gln Asn Thr Thr Glu Val Tyr Val Lys Trp Lys Phe Lys Gly Arg Asp Gln Asn Thr Thr Glu Val Tyr Val Lys Trp Lys Phe Lys Gly Arg Asp 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Ile Tyr Thr Phe Asp Gly Ala Leu Asn Lys Ser Thr Val Pro Thr Asp Ile Tyr Thr Phe Asp Gly Ala Leu Asn Lys Ser Thr Val Pro Thr Asp Ile Tyr Thr Phe Asp Gly Ala Leu Asn Lys Ser Thr Val Pro Thr Asp Ile Tyr Thr Phe Asp Gly Ala Leu Asn Lys Ser Thr Val Pro Thr Asp 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Phe Ser Ser Ala Lys Ile Glu Val Ser Gln Leu Leu Lys Gly Asp Ala Phe Ser Ser Ala Lys Ile Glu Val Ser Gln Leu Leu Lys Gly Asp Ala Phe Ser Ser Ala Lys Ile Glu Val Ser Gln Leu Leu Lys Gly Asp Ala Phe Ser Ser Ala Lys Ile Glu Val Ser Gln Leu Leu Lys Gly Asp Ala 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      

Ser Leu Lys Met Asp Lys Ser Asp Ala Val Ser His Thr Gly Asn Tyr Ser Leu Lys Met Asp Lys Ser Asp Ala Val Ser His Thr Gly Asn Tyr Ser Leu Lys Met Asp Lys Ser Asp Ala Val Ser His Thr Gly Asn Tyr Ser Leu Lys Met Asp Lys Ser Asp Ala Val Ser His Thr Gly Asn Tyr 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Thr Cys Glu Val Thr Glu Leu Thr Arg Glu Gly Glu Thr Ile Ile Glu Thr Cys Glu Val Thr Glu Leu Thr Arg Glu Gly Glu Thr Ile Ile Glu Thr Cys Glu Val Thr Glu Leu Thr Arg Glu Gly Glu Thr Ile Ile Glu Thr Cys Glu Val Thr Glu Leu Thr Arg Glu Gly Glu Thr Ile Ile Glu 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Leu Lys Tyr Arg Val Val Ser Trp Phe Ser Pro Asn Glu Asn Ile Leu Leu Lys Tyr Arg Val Val Ser Trp Phe Ser Pro Asn Glu Asn Ile Leu Leu Lys Tyr Arg Val Val Ser Trp Phe Ser Pro Asn Glu Asn Ile Leu Leu Lys Tyr Arg Val Val Ser Trp Phe Ser Pro Asn Glu Asn Ile Leu 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Ile Val Ile Phe Pro Ile Phe Ala Ile Leu Leu Phe Trp Gly Gln Phe Ile Val Ile Phe Pro Ile Phe Ala Ile Leu Leu Phe Trp Gly Gln Phe Ile Val Ile Phe Pro Ile Phe Ala Ile Leu Leu Phe Trp Gly Gln Phe Ile Val Ile Phe Pro Ile Phe Ala Ile Leu Leu Phe Trp Gly Gln Phe 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Gly Ile Lys Thr Leu Lys Tyr Arg Ser Gly Gly Met Asp Glu Lys Thr Gly Ile Lys Thr Leu Lys Tyr Arg Ser Gly Gly Met Asp Glu Lys Thr Gly Ile Lys Thr Leu Lys Tyr Arg Ser Gly Gly Met Asp Glu Lys Thr Gly Ile Lys Thr Leu Lys Tyr Arg Ser Gly Gly Met Asp Glu Lys Thr 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Ile Ala Leu Leu Val Ala Gly Leu Val Ile Thr Val Ile Val Ile Val Ile Ala Leu Leu Val Ala Gly Leu Val Ile Thr Val Ile Val Ile Val Ile Ala Leu Leu Val Ala Gly Leu Val Ile Thr Val Ile Val Ile Val Ile Ala Leu Leu Val Ala Gly Leu Val Ile Thr Val Ile Val Ile Val 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Gly Ala Ile Leu Phe Val Pro Gly Glu Tyr Ser Leu Lys Asn Ala Thr Gly Ala Ile Leu Phe Val Pro Gly Glu Tyr Ser Leu Lys Asn Ala Thr Gly Ala Ile Leu Phe Val Pro Gly Glu Tyr Ser Leu Lys Asn Ala Thr Gly Ala Ile Leu Phe Val Pro Gly Glu Tyr Ser Leu Lys Asn Ala Thr 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             
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Gly Leu Gly Leu Ile Val Thr Ser Thr Gly Ile Leu Ile Leu Leu His Gly Leu Gly Leu Ile Val Thr Ser Thr Gly Ile Leu Ile Leu Leu His Gly Leu Gly Leu Ile Val Thr Ser Thr Gly Ile Leu Ile Leu Leu His Gly Leu Gly Leu Ile Val Thr Ser Thr Gly Ile Leu Ile Leu Leu His 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Tyr Tyr Val Phe Ser Thr Ala Ile Gly Leu Thr Ser Phe Val Ile Ala Tyr Tyr Val Phe Ser Thr Ala Ile Gly Leu Thr Ser Phe Val Ile Ala Tyr Tyr Val Phe Ser Thr Ala Ile Gly Leu Thr Ser Phe Val Ile Ala Tyr Tyr Val Phe Ser Thr Ala Ile Gly Leu Thr Ser Phe Val Ile Ala 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Ile Leu Val Ile Gln Val Ile Ala Tyr Ile Leu Ala Val Val Gly Leu Ile Leu Val Ile Gln Val Ile Ala Tyr Ile Leu Ala Val Val Gly Leu Ile Leu Val Ile Gln Val Ile Ala Tyr Ile Leu Ala Val Val Gly Leu Ile Leu Val Ile Gln Val Ile Ala Tyr Ile Leu Ala Val Val Gly Leu 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Ser Leu Cys Ile Ala Ala Cys Ile Pro Met His Gly Pro Leu Leu Ile Ser Leu Cys Ile Ala Ala Cys Ile Pro Met His Gly Pro Leu Leu Ile Ser Leu Cys Ile Ala Ala Cys Ile Pro Met His Gly Pro Leu Leu Ile Ser Leu Cys Ile Ala Ala Cys Ile Pro Met His Gly Pro Leu Leu Ile 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Ser Gly Leu Ser Ile Leu Ala Leu Ala Gln Leu Leu Gly Leu Val Tyr Ser Gly Leu Ser Ile Leu Ala Leu Ala Gln Leu Leu Gly Leu Val Tyr Ser Gly Leu Ser Ile Leu Ala Leu Ala Gln Leu Leu Gly Leu Val Tyr Ser Gly Leu Ser Ile Leu Ala Leu Ala Gln Leu Leu Gly Leu Val Tyr 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

Met Lys Phe Val Ala Ser Asn Gln Lys Thr Ile Gln Pro Pro Arg Lys Met Lys Phe Val Ala Ser Asn Gln Lys Thr Ile Gln Pro Pro Arg Lys Met Lys Phe Val Ala Ser Asn Gln Lys Thr Ile Gln Pro Pro Arg Lys Met Lys Phe Val Ala Ser Asn Gln Lys Thr Ile Gln Pro Pro Arg Lys 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Ala Val Glu Glu Pro Leu Asn Ala Phe Lys Glu Ser Lys Gly Met Met Ala Val Glu Glu Pro Leu Asn Ala Phe Lys Glu Ser Lys Gly Met Met Ala Val Glu Glu Pro Leu Asn Ala Phe Lys Glu Ser Lys Gly Met Met Ala Val Glu Glu Pro Leu Asn Ala Phe Lys Glu Ser Lys Gly Met Met 
305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 305                 310                 315                 320 

Asn Asp Glu Asn Asp Glu Asn Asp Glu Asn Asp Glu 
                                                

<210>  39<210>  39<210>  39<210>  39
<211>  305<211>  305<211>  305<211>  305
<212>  PRT<212>  PRT<212>  PRT<212>  PRT
<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens<213>  Homo sapiens

<220><220><220><220>
<223>  exemplary human CD47 excluding signal sequence<223>  exemplary human CD47 excluding signal sequence<223>  exemplary human CD47 excluding signal sequence<223>  exemplary human CD47 excluding signal sequence

<400>  39<400>  39<400>  39<400>  39

Gln Leu Leu Phe Asn Lys Thr Lys Ser Val Glu Phe Thr Phe Cys Asn Gln Leu Leu Phe Asn Lys Thr Lys Ser Val Glu Phe Thr Phe Cys Asn Gln Leu Leu Phe Asn Lys Thr Lys Ser Val Glu Phe Thr Phe Cys Asn Gln Leu Leu Phe Asn Lys Thr Lys Ser Val Glu Phe Thr Phe Cys Asn 
1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      1               5                   10                  15      

Asp Thr Val Val Ile Pro Cys Phe Val Thr Asn Met Glu Ala Gln Asn Asp Thr Val Val Ile Pro Cys Phe Val Thr Asn Met Glu Ala Gln Asn Asp Thr Val Val Ile Pro Cys Phe Val Thr Asn Met Glu Ala Gln Asn Asp Thr Val Val Ile Pro Cys Phe Val Thr Asn Met Glu Ala Gln Asn 
            20                  25                  30                      20                  25                  30                      20                  25                  30                      20                  25                  30          

Thr Thr Glu Val Tyr Val Lys Trp Lys Phe Lys Gly Arg Asp Ile Tyr Thr Thr Glu Val Tyr Val Lys Trp Lys Phe Lys Gly Arg Asp Ile Tyr Thr Thr Glu Val Tyr Val Lys Trp Lys Phe Lys Gly Arg Asp Ile Tyr Thr Thr Glu Val Tyr Val Lys Trp Lys Phe Lys Gly Arg Asp Ile Tyr 
        35                  40                  45                      35                  40                  45                      35                  40                  45                      35                  40                  45              

Thr Phe Asp Gly Ala Leu Asn Lys Ser Thr Val Pro Thr Asp Phe Ser Thr Phe Asp Gly Ala Leu Asn Lys Ser Thr Val Pro Thr Asp Phe Ser Thr Phe Asp Gly Ala Leu Asn Lys Ser Thr Val Pro Thr Asp Phe Ser Thr Phe Asp Gly Ala Leu Asn Lys Ser Thr Val Pro Thr Asp Phe Ser 
    50                  55                  60                      50                  55                  60                      50                  55                  60                      50                  55                  60                  

Ser Ala Lys Ile Glu Val Ser Gln Leu Leu Lys Gly Asp Ala Ser Leu Ser Ala Lys Ile Glu Val Ser Gln Leu Leu Lys Gly Asp Ala Ser Leu Ser Ala Lys Ile Glu Val Ser Gln Leu Leu Lys Gly Asp Ala Ser Leu Ser Ala Lys Ile Glu Val Ser Gln Leu Leu Lys Gly Asp Ala Ser Leu 
65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  65                  70                  75                  80  

Lys Met Asp Lys Ser Asp Ala Val Ser His Thr Gly Asn Tyr Thr Cys Lys Met Asp Lys Ser Asp Ala Val Ser His Thr Gly Asn Tyr Thr Cys Lys Met Asp Lys Ser Asp Ala Val Ser His Thr Gly Asn Tyr Thr Cys Lys Met Asp Lys Ser Asp Ala Val Ser His Thr Gly Asn Tyr Thr Cys 
                85                  90                  95                      85                  90                  95                      85                  90                  95                      85                  90                  95      
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Glu Val Thr Glu Leu Thr Arg Glu Gly Glu Thr Ile Ile Glu Leu Lys Glu Val Thr Glu Leu Thr Arg Glu Gly Glu Thr Ile Ile Glu Leu Lys Glu Val Thr Glu Leu Thr Arg Glu Gly Glu Thr Ile Ile Glu Leu Lys Glu Val Thr Glu Leu Thr Arg Glu Gly Glu Thr Ile Ile Glu Leu Lys 
            100                 105                 110                     100                 105                 110                     100                 105                 110                     100                 105                 110         

Tyr Arg Val Val Ser Trp Phe Ser Pro Asn Glu Asn Ile Leu Ile Val Tyr Arg Val Val Ser Trp Phe Ser Pro Asn Glu Asn Ile Leu Ile Val Tyr Arg Val Val Ser Trp Phe Ser Pro Asn Glu Asn Ile Leu Ile Val Tyr Arg Val Val Ser Trp Phe Ser Pro Asn Glu Asn Ile Leu Ile Val 
        115                 120                 125                     115                 120                 125                     115                 120                 125                     115                 120                 125             

Ile Phe Pro Ile Phe Ala Ile Leu Leu Phe Trp Gly Gln Phe Gly Ile Ile Phe Pro Ile Phe Ala Ile Leu Leu Phe Trp Gly Gln Phe Gly Ile Ile Phe Pro Ile Phe Ala Ile Leu Leu Phe Trp Gly Gln Phe Gly Ile Ile Phe Pro Ile Phe Ala Ile Leu Leu Phe Trp Gly Gln Phe Gly Ile 
    130                 135                 140                     130                 135                 140                     130                 135                 140                     130                 135                 140                 

Lys Thr Leu Lys Tyr Arg Ser Gly Gly Met Asp Glu Lys Thr Ile Ala Lys Thr Leu Lys Tyr Arg Ser Gly Gly Met Asp Glu Lys Thr Ile Ala Lys Thr Leu Lys Tyr Arg Ser Gly Gly Met Asp Glu Lys Thr Ile Ala Lys Thr Leu Lys Tyr Arg Ser Gly Gly Met Asp Glu Lys Thr Ile Ala 
145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 145                 150                 155                 160 

Leu Leu Val Ala Gly Leu Val Ile Thr Val Ile Val Ile Val Gly Ala Leu Leu Val Ala Gly Leu Val Ile Thr Val Ile Val Ile Val Gly Ala Leu Leu Val Ala Gly Leu Val Ile Thr Val Ile Val Ile Val Gly Ala Leu Leu Val Ala Gly Leu Val Ile Thr Val Ile Val Ile Val Gly Ala 
                165                 170                 175                     165                 170                 175                     165                 170                 175                     165                 170                 175     

Ile Leu Phe Val Pro Gly Glu Tyr Ser Leu Lys Asn Ala Thr Gly Leu Ile Leu Phe Val Pro Gly Glu Tyr Ser Leu Lys Asn Ala Thr Gly Leu Ile Leu Phe Val Pro Gly Glu Tyr Ser Leu Lys Asn Ala Thr Gly Leu Ile Leu Phe Val Pro Gly Glu Tyr Ser Leu Lys Asn Ala Thr Gly Leu 
            180                 185                 190                     180                 185                 190                     180                 185                 190                     180                 185                 190         

Gly Leu Ile Val Thr Ser Thr Gly Ile Leu Ile Leu Leu His Tyr Tyr Gly Leu Ile Val Thr Ser Thr Gly Ile Leu Ile Leu Leu His Tyr Tyr Gly Leu Ile Val Thr Ser Thr Gly Ile Leu Ile Leu Leu His Tyr Tyr Gly Leu Ile Val Thr Ser Thr Gly Ile Leu Ile Leu Leu His Tyr Tyr 
        195                 200                 205                     195                 200                 205                     195                 200                 205                     195                 200                 205             

Val Phe Ser Thr Ala Ile Gly Leu Thr Ser Phe Val Ile Ala Ile Leu Val Phe Ser Thr Ala Ile Gly Leu Thr Ser Phe Val Ile Ala Ile Leu Val Phe Ser Thr Ala Ile Gly Leu Thr Ser Phe Val Ile Ala Ile Leu Val Phe Ser Thr Ala Ile Gly Leu Thr Ser Phe Val Ile Ala Ile Leu 
    210                 215                 220                     210                 215                 220                     210                 215                 220                     210                 215                 220                 

Val Ile Gln Val Ile Ala Tyr Ile Leu Ala Val Val Gly Leu Ser Leu Val Ile Gln Val Ile Ala Tyr Ile Leu Ala Val Val Gly Leu Ser Leu Val Ile Gln Val Ile Ala Tyr Ile Leu Ala Val Val Gly Leu Ser Leu Val Ile Gln Val Ile Ala Tyr Ile Leu Ala Val Val Gly Leu Ser Leu 
225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 225                 230                 235                 240 

Cys Ile Ala Ala Cys Ile Pro Met His Gly Pro Leu Leu Ile Ser Gly Cys Ile Ala Ala Cys Ile Pro Met His Gly Pro Leu Leu Ile Ser Gly Cys Ile Ala Ala Cys Ile Pro Met His Gly Pro Leu Leu Ile Ser Gly Cys Ile Ala Ala Cys Ile Pro Met His Gly Pro Leu Leu Ile Ser Gly 
                245                 250                 255                     245                 250                 255                     245                 250                 255                     245                 250                 255     

Leu Ser Ile Leu Ala Leu Ala Gln Leu Leu Gly Leu Val Tyr Met Lys Leu Ser Ile Leu Ala Leu Ala Gln Leu Leu Gly Leu Val Tyr Met Lys Leu Ser Ile Leu Ala Leu Ala Gln Leu Leu Gly Leu Val Tyr Met Lys Leu Ser Ile Leu Ala Leu Ala Gln Leu Leu Gly Leu Val Tyr Met Lys 
            260                 265                 270                     260                 265                 270                     260                 265                 270                     260                 265                 270         

Phe Val Ala Ser Asn Gln Lys Thr Ile Gln Pro Pro Arg Lys Ala Val Phe Val Ala Ser Asn Gln Lys Thr Ile Gln Pro Pro Arg Lys Ala Val Phe Val Ala Ser Asn Gln Lys Thr Ile Gln Pro Pro Arg Lys Ala Val Phe Val Ala Ser Asn Gln Lys Thr Ile Gln Pro Pro Arg Lys Ala Val 
        275                 280                 285                     275                 280                 285                     275                 280                 285                     275                 280                 285             

Glu Glu Pro Leu Asn Ala Phe Lys Glu Ser Lys Gly Met Met Asn Asp Glu Glu Pro Leu Asn Ala Phe Lys Glu Ser Lys Gly Met Met Asn Asp Glu Glu Pro Leu Asn Ala Phe Lys Glu Ser Lys Gly Met Met Asn Asp Glu Glu Pro Leu Asn Ala Phe Lys Glu Ser Lys Gly Met Met Asn Asp 
    290                 295                 300                     290                 295                 300                     290                 295                 300                     290                 295                 300                 

Glu Glu Glu Glu 
305 305 305 305 
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