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Significant difference
non Tg vs Tg : p=0. 0071
Te vs Immunized Tg : p=0. 0029
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FIG. 5
(1-2)Probe test
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Significant difference

Fov 30-second analysis :

hon Tg vs Tg : p=0. 0403

Te vs lmmuntzed Tg: p=0. 00321
Fov 60-second analysis :

non Tg vs Tg: p=0.0085

Tg vs Immunized Tg : p=0. 0003
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FIG. 9
(2-2)Probe test
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Significant difference

Fov 30-second analysis :

non-Tg vs Tglcontrol Igh : p=0.0199

non-Tg vs Tg(Talb05-2) : p=0.5106 (No significant difference)
Tg(Ta1505-2) vs. Tglcontrol [gB) : p=0.0713(No significant difference)
Fov 60-second analysis :

non-Tg vs Tg(control I1g@) : p=0.0120

non-Tg vs Tg(Talb05-2) : p=0. 6639 (No significant difference)
Tg(Talb05-2) vs. Tglcontrol [gG) : p=0.273
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FIG. 10
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(2-3)Open Field test
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(3-1)Trial test

Time to reaching submerged stage

60

50

40

—a— 500+ gG
- -nTg+PBS
4 G09+T29

(880)30

20

10

{(Number of days)

Significant difference
nTg vs Tg+pSer396 . p=0. 0460
Tg+control IgG vs Teg+pSer396 : p=0. 0402
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FIG. 13
(3-2) Probe test
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Significant difference

Fov 30-second analysis:

Ta8 vs IghG, p=0.0015

Ta9 vs NonTg. p=0.8330(No significant difference)
IgG vs Nonlg. p=0.0007

Fov 60-second analysis:

Tad vs IgG., p=0. 0061

1a9 vs NonTg. p=0. 1637 (No significant difference)
fgG vs NonTg. p=0.0001
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FIG. 15
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FIG. 16
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Vertical axis represents synaptophysin fluorescence
in hippocompal CA3 region(arbitrary units)

Significant difference

non-Tg vs. Tglcontrol 1gG) : p=0.0138

non=Tg vs. Tg(Tal1505) : p=0. 1806 (No significant difference)
Tg(Tal505) vs. Tglcontrol IgG) : p=0. 1696

(No significant difference)
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FIG. 18

{4-1)Trial test
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FIG. 19

(4-2)Probe test

9% of 60s

50

30

20

10

nTg+PBS 184+1gG2a 784+Ta1505-2
(0. Tmg/shot)

0.0240
0.5783(No significant difference)
0.0708 (No significant difference)

nonlg vs Tg(Control IgB) D
nonlg vs Tg(Talb0b) D
Tg(Tals05) vs Tg(Control 1g6) o

1ol



20

28
FIG. 20

(5-1)Trial test
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nonTg vs Tg(Control 1gG)  p=0. 0065
nonfg vs Tg(Ta9) p=0. 0044
Tg{Ta% vs Tg(Control 1gG) p=0.8635No significant difference)
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FIG. 23

Immunohistostaining of Cortex region(Tal1505 stain)
Control 1gG(1mg/head)
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F16. 25

Immunohistostaining of hippocampal region(AT8 stain)
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Immunohistostaining of Cortex region(AT8 stain)
Control Igl(1mg/head)
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FIG. 27

Ta1505 administration(img/head)




28 29

701900 0=d [043U0) SA GOG|B] : GOG1B]
£G1120 "0=d [03U0] SA GOGlE] * |dHd
988910 '0=d [0J3U0] SA G0Glel : 8LV

9/Z2€10 0=0 1043U0Q SA G0GlBL 7Y

1893-1
{04300 G0GlElL |0.47U00 Goglel
{ . ] mQ i O
. 04 001
— o] ]
5051810 00L | ) jwar 002
— 061 — 00¢
“ 00¢ = 00%
06¢ 004G
G05lel I4Hd
|043U09 G0Glel [041U0D Goglel
i i O | ] O
= 0§ 0¢
—— 001 e ov
8LyL] Aw
e 0G1 = 09
T 00¢ S — 08
04¢ 001
gly ¢9

8¢ 914

Uol1lseJl ajgnjos-s4dl




29 20

(8U1109() £09£90 0= |043U0) SA GOGE] : GOG]BL
(2u1109(0) 66190 0=d |0IU0) SA GOGIBL © |Hd

686710 "0=d |043U0) SA GOGlE] : g1y

(80UBJaL41p JUROILIUSES ON)8/8Y08 0=0 |041U0Y SA GOGIB] © gD

1883~
| 043U0D 50518l [041U00 5051el,
i i O I { O
] ] 07 - 0l
G0g1e) o L4Hd mm
1 , o
05 _ 05
50518l | 4Hd
|043U00 Goglel |043U00 Goglel
L i O : i O
S 0] — G
TN A — 0¢ 0] — 0l
— 0¢
= 0 = % Gl
0§ 07
31Y | 79

UO110B4L 9](N|0S—|ASOY.JES

6¢ 914




