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(57) Abstract: A gene encoding an ALS protein which shows an extremely high resistance against PC-based herbicides. Namely,
a gene which encodes the following protein (a) or (b). (a) A protein comprising the amino acid sequence represented by SEQ ID
NO:1. (b) A protein comprising an amino acid sequence derived from the amino acid sequence represented by SEQ ID NO:1 by
substitution, deletion or addition of at least one amino acid and having a resistance against pyrimidinylcarboxy-based herbicides and

having an acetolactic acid synthase activity.
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