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ctecctteccc
cctctgagcc
ctgacctcca
tcttctgttt
cggggttttt
acatttgggt
ggatggagcc
tctggaacac
cattggcacc
tgtacacact
gaaatccctg
tggacagttc
ggaattacgc
gaaagaattt
gctgggggct
ctcagttatg
tctttgccat
tcceccaaac
tgaggaccct
ggttctggga
gtcagtctga
aagctggaaa
ccecttagece
cgctgecctt
tgtgaatcta
gtgcctccgg
tacttacttt
tcttggctca
aagtagctgg
gatgggcttt
cacctcagcc
accattttaa

jw

tacctgtagt
ggaggttgca
tccatctcaa
aaatatatac
cacttaatct
tatggccacg
catactctct
attctataag
ataattacag
ctcattcacg
ggttaaactt
attagagtac
ggtctctggc
cggatgggaa
atttacgctt
aaggagtcag
gtgccagagg
aagcagtgac
aagtcatgga
ctttcctcte
agcttctccg
gagagaggag
acggcgggat
tttggatttt
tccaaaggcg
tgttcagagg
tgcaagggaa
ccggggagag
gagctgccac
cggcttectg
cgaacatgac
aggaaatggc
tcatcttcac
acaacactca
gatatattaa
agcggctgaa
tagggcctgg
cacactgagg
cttcctaaac
ttgtctcagc
aacactcaca
tgaacctggc
tttccaggcg
ctgtgctecct
ataggcatag
gtgaaagtag
ccecgccaggg
agagtggcag
cctggacatt
cccgtecacg
ctaaaatgtc
ctcacagtga
tgagtcaaaa
caccccatgg
actgcacgca
ggagactaac
gccegagtgt
ctgtggacag
gaggtctggg
agaggcgggc
ggctgaaaag
aagcggggaa
accagggccc
ctagcatgaa
ggattatttc
gcaagggcag
ctgagacaga
ctgcaacctc
gatttcaggc
caccatgttg
tcccaaagtg
aacttccctg

cccaactact
gtgagccgag
aacaaaaaca
tctactatat
aaaataagaa
atggcagaaa
gtaagtgact
ccctaaaaca
atatctctaa
gtgctrtttt
aatctgtatg
ctggcaggaa
caagacccag
ggggcgatga
tgcaaagatt
aagcctectg
gagaggagtc
caaggtgtat
agcacccttc
tcectetett
agcccgtgct
tctgagcctg
tcaaagactt
atcttaatat
taaaacagga
gatttttcgce
agtacacgag
agtccccgge
attgggcaac
ggcccaccca
ccttgectge
catgtaaatt
ccccaaggac
gtacaaacac
gagtccagga
cagtctgttc
ttgctgcttc
ccagccctgt
cctgggtagg
gacgtagctc
tgcgttgaag
tcgtggecec
ctccccgtcet
ttccacgtcc
gacgggggcg
gagtgcctgt
acccgeectt
tttccacaag
tgccccacag
accgaccccc
ctttaacaaa
agaggaacat
ctgccacctc
caggggagtg
ccttttacta
cataggggag
cctgggcagg
aacccgececg
atccttcggg
aggagggtca
9g9agggaggg
gggaccctcc
atcgtggacc
gtgtgtgggg
aaaacaaagg
ggcaggcacg
gttatgctct
cgtctcctgg
gtgcaccacc
gtcaggctga
ctgggattac
ggctcaagtc
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6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7560
7620
7680
7740
7800
7860
7920
7980
8040
8100
8160
8220
8280
8340
8400
8460
8520
8580
8640
8700
8760
8820
8880
8940
9000
9060
9120
9180
9240
9300
9360
9420
9480
9540
9600
9660
9720
9780
9840
9900
9960
10020
10080
10140
10200
10260
10320
10380
10440
10500
10560
10620
10680
10740
10800
10860
10920

3
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acacccactg
tttgatattt
gtttctgtga
gcttcaggtc
gagtgtggac
aagtccatcc
aggagttcct
actgaatcca
ttgttgctca
cccaggttca
ccaccatgcc
ccatgttggc
ctaaagtgct
gaaacatctg
aatgatagaa
agacatcatc
ggtatcagcg
ttactccagc
ctatgttggc
attttccaaa
aaaggcttag
caagacgagg
atgctagctc
atttaaggtt
aaggcctcgg
tctggattcc
gggaccagtg
gtccgaggct
gatgtgacca
gttgtggctg
accctttctc
ggtggggacc
gcccaagtcg
gggagcaatg
cacgtcecggc
ctgggtctcc
tccacatcat
gctggggecc
gcgeggecca
cccagtggat
gggacccggg
cgcceecgtcec
tccecttect
tcctgetgeg
gctgccgagc
cgttcgtgceg
ctttcecgege
cecgeegecce
gggcggccgg
cccgcaggtg
cggcgcgaag
cccecgaggcec
gcgggggage
cctgctggca
cgggcegeeg
tggaccccga
ggtccccctg
tctgeegttg
tgggcagggag
tgtggtgtca
cacgcgccac
gcggccacca
cctctactcec
gcccagcectg
gatgccaggg
cctgtttctg
gcactgcccg
ccagggctct
gctccgcecag
gctggtgeec
caagaagttc
gatgagcgtg

gtaaggagtt
tctgtaattc
ccacctgtta
ccagtggggt
actgtcctga
ctcctactct
ctcactcctg
ctgtttcatt
ggctggaggg
agtgattctc
cagctaattt
caggctggtc
gggattacag
ggtctgaggt
tttttttatt
agcttttcaa
atcttcattg
ataatcttct
ttctctgcag
ccgeccccttt
ggatcactaa
ctaacctcca

-cataaataaa

gcgtttgtta
gagacccaga
tgggaagtcc
gccgtgtggc
tggagccagg
gatgttggcc
gtgtgaggcg
gacgggaccg
cctegeegec
cggggaagtg
cgtcctecgag
attcgtggtg
ggatcaggcc
ggcecectecc
tcgctggegt
gacccccggg
tcgcgggeac
cacccgtect
cgacccctcec
ttcecgeggcec
cacgtgggaa
cgtgcgctcc
gcgcctgggg
gctggtggcec
ctccttecgce
ggggaaccag
tcctgectga
aacgtgctgg
ttcaccacca
g9999cgtggg
cgctgegege
ctgtaccagc
aggcgtergg
ggcctgcecag
cccaagaggc
tcetgggecc
cctgecagac
tcccacccat
cgtccctggg
tcaggcgaca
actggcgctc
actccccgea
gagctgcttg
ctgcgagctg
gtggcggccc
cacagcagcc
ccaggcectct
atctccctgg

cgggactgcg

catggagttc
ttcgtagact
tcccatggga
tgccatctgc
atctcaatgt
actgggattg
tggaggaagg
tgttggtttg
agtgcaatgg
ctgcttcecge
tttgtatttt
tcgaacttct
gtgtgagcca
aggaagctca
gttgttagaa
agacacacta
aatgccggga
gctrccattt
agaaccagtg
gccctagtgg
ggggatttct
gcgagcgtga
gcaatttcct
gcatttcagt
agtttctcge
tcagctgtec
ttctactgct
tgcctggacc
tcatctgeca
ccecggtgegce
ccecggtgag
tgagaacctg
ttgcagggag
ttcgtcccca
cceggagecc
agcggccaaa
tcgggttacc
ccetgeacce
teccgeccgga
agacgcccag
gcecccttcac
cgggtccccg
ccgeectete
gcectggecc
ctgctgcgca
ccccagggcet
cagtgcctgg
caggtgggcc
cgacatgcgg
aggagctggt
ccttecggcett
gcgtgcgeag
ggctgctgct
tctttgtgct
tcggegetgce
gatgcgaacg
cccegggtgc
ccaggcgtgg
acccgggcag
ccgccgaaga
ccgtgggecy
acacgecttg
aggagcagct
ggaggctcgt
ggttgccccg
ggaaccacgc
cggtcacccc
ccgaggagga
cctggcaggt
ggggctccag
ggaagcatgc
cttggctgcg

aatttcccct
ggggatacac
cccactgcag
cagtagaaac
ctcagtgtgt
agccecttec
aatgatactt
tttgttttgt
cgcgatcttg
ctcccatttg
tagtagagac
gacctcagat
ccatgcccag
ccccactcaa
cactcttgat
actgcaccca
ggcgtttecct
cttctettcec
taagctacaa
cagagacaat
agaagagcga
cagcccaggg
ccggcagttt
gtttgccgac
cccttagatc
tgcggttgtg
gggctggaag
ccgaggectgce
gacagagtgc
ggccagcagg
tgattaacag
caaagagaaa
gcactccggg
gccgegtcta
gacgccccgce
gggtcgecge
ccacagccta
tgggagcgeg
gcagctgcgc
gaccgecgett
cttccagctc
gceccagcececc
ctcgeggege
cggccacccc
gccactaccg
ggcggctggt
tgtgcgtgcec
tccceggggt
agagcagcgc
ggcccgagtg
cgcgetgetg
ctacctgccc
gcgeegegtyg
ggtggctccc
cactcaggcc
ggcctggaac
gaggaggcgc
cgctgeecect
gacgcgtgga
agccacctct
ccagcaccac
tceeecggtyg
gcggeectec
ggagaccatc
cctgccccag
gcagtgcccc
agcagccggt

‘ggacacagac

gtacggcttc

-gcacaacgaa

caagctctcg
caggagceca

83

ttactcagga
cgtctcttga
gggcagcetgg
ctgatgtaga
gctgaaacat
ctatcccccc
tgttattttt
tttgagaggc
gcttactgca
gctgggatta
99g9g9gtgggg
gatccacctg
ctcagaattt
gtgttgtggt
gttttacact
taatactggg
cgccatgcac
ctcttttaaa
cttaactttt
tcacaaacac
cccgtaatcc
agggtgcgag
ctgaaagtag
ctcagctaca
caaacttgag
ccggggeecc
tcgggectcc
cctccaccct
cggggcccag
agcgcctggc
atttggggtg
tgacgggcct
aggtcccgeg
cgcgectcecg
gtccggacct
acgcacctgt
ggccgattcg
agcggcgege
tgtcggggec
cccacgtggc
cgcctectec
ctcecgggcecc
gagtttcagg
cgcgatgecg
cgaggtgctg
gcagcgegag
ctgggacgca
cggcgtccag
aggcgactca
ctgcagaggce
gacggggccc
aacacggtga
ggcgacgacg
agctgcgect
cggcccecge
catagcgtca
gggggcagtg
gagccggagc
ccgagtgacc
ttggaggatg
gcgggcecccc
tacgccgaga
ttcctactca
tttctgggtt
cgctactggc
tacggggtgc
gtctgtgeccc
cceccgtegec
gtgcgggect
cgccgettec
ctgcaggagc
ggtgaggagg

gttaccctcc
catattcaca
gaggctgcag
atcagggcgc
gtagaaatta
ccaggggcag
cactgctggt
ggtttcactc
gcctctgect
caggcacccg
gtggggttca
cctctgectc
actctgttta
gttttaagcc
gtgatgacta
gtgtcttctg
atggtgttaa
attgtgtttt
gttggaacaa
agccctttaa
taagtattta
gcctgttcaa
gaaaggttac
gcatccctgce
caacccggag
aggtctggag
tagctctgca
gtgcgggcgg
ggtcaaggcc
tccatttecc
gtrttgctcat
gtgtcaagga
tgcccgtecca
tccteceectt
ggaggcagcc
tcccagggcec
acctctctcc
gggcggggaa
aggccgggct
ggagggactg
gcgcggaccc
tcccageccc
cagcgctgeg
cgecgcteccc
ccgectggeca
gacccggcegg
cggccgeccc
ctggggttga
gggcgcttcc
tgtgcgageg
gcgggggccc
ccgacgcact
tgctggttca
accaggtgtg
cacacgctag
gggaggccgg
ccagccgaag
ggacgcccgt
gtggtttctg
cgctctctgg
catccacatc
ccaagcactt
gctctctgag
ccaggccctg
aaatgcggcc
tcctcaagac
gggagaagcc
tggtgcagct
gcctgegecg
tcaggaacac
tgacgtggaa
tggtggcegt
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10980
11040
11100
11160
11220
11280
11340
11400
11460
11520
11580
11640
11700
11760
11820
11880
11940
12000
12060
12120
12180
12240
12300
12360
12420
12480
12540
12600
12660
12720
12780
12840
12900
12960
13020
13080
13140
13200
13260
13320
13380
13440
13500
13560
13620
13680
13740
13800
13860
13920
13980
14040
14100
14160
14220
14280
14340
14400
14460
14520
14580
14640
14700
14760
14820
14880
14940
15000
15060
15120
15180
15240
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cgagggccca ggccccagag
cctggtccte ctgtctccat
gtggacacgg tgatcgagtc

<210> 2

<211> 2403

<212> DNA

<213> Herpes simplex

<400> 2

gggtcctagg ctccatgggg
gtgatattac cggagacctt
ttgggcgaca aacaccagga
gactgcagga gcttcaggga
ttgctggcgg tgtccccgga
accccgecca gegtcttgtce
ggtcccaggt ccacttcgca
tgcagcgacc cgcttaacag
cgcacctctt tggcaagcgc
acgcgtctge gttcgaccag
tgcgceccteg ccggcagcaa
tactgcgggt ttatatagac
tggtggccct gggttecgege
aggtgctggg ggcttccgag
agggtgagat atcggccggg
gcatgcctta tgccgtgacc
gttcacatgc cccgecececeg
tcctgtgcta cccggecgeg
cgttcgtgge cctcatcccg
cggaggacag acacatcgac
tggctatgct ggccgegatt
tgcagggcgg cgggtcgtag
cccagggtgc cgagccccag
ttaccctgtt tcgggecccc
cctgggectt ggacgtcttg
acgaccaatc gccecgeeggce
agacccacgt caccacccca
cccgggagat gggggagget
gctatgacgg caataaaaag
acgcggggtt cggtcccagg
ccaatacgcc cgcgtttctt
agggctcgca gccaacgtcg
ggacggggtc ccccatgggg
cgtggggtca ggtccacgac
gcatggaccg catgtactgg
ccgaccccca aaaaccaccg
cggcatctct gecccttett
cggccgagtt tccgecgggac
gccggeecee gaacgegagce
ceceegeggt cgeccccctt
gtt

<210> 3

<211> 376

<212> PRT

<213> Herpes simplex

<400> 3

ctgaatgcag
cgtcacgtgg

‘gactcccttt

virus type

accgtatacg
ctgcgggacg
cggggcacag
gtggcgcagc
agaaatatat
attggcgaat
tattaaggtg
cgtcaacagc
cttgtagaag
gctgegegtt
gaagccacgg
ggtcctcacyg
gacgatatcg
acaatcgcga
gacgcggcgg
gacgccgttc
gcectcaccc
cgatacctta
ccgaccttge
cgcctggeca
cgeccgegttt
tgggaggatt
agcaacgcygg
gagttgctgg
gccaaacgcc
tgcecgggacg
ggctccatac
aactgaaaca
acagaataaa
gctggeactc
cecttttcccc
gggcggcaag
aatggtttat
tggactgagc
cgcgacacga
cgcggatttc
cgctggtacg
cceggecage
ctgcecegecce
aagggtctct

virus type

taggggctca
gcacacgtgg
agtgagggtt

tggacaggct
agccgggtca
gtacactatc
tgcttcatcc
ttgcatgtct
tcgaacacgce
acgcegtgtgg
gtgccgcaga
cgcgtatggce
ctcgcggeca
aagtccgect
ggatggggaa
tctacgtacc
acatctacac
tggtaatgac
tggctcctca
tcatcttcga
tgggcagcat
ccggcacaaa
aacgccageg
acgggctgct
ggggacagct
gceccacgacc
cccccaacgg
tccgtcccat
ccctgctgea
cgacgatctg
cggaaggaga
acgcacgggt
tgtcgatacc
accccaaccc
cccgeeatag
ggttcgtggg
agacagaccc
acaccgggcg
tggecgecgec
aggagcgcett
tgctttacat
ccatcacggt
tgcacaatcc

Met Ala Ser Tyr Pro Cys His Gin His Ala Ser

1 5

10

Ala Arg Ser Arg Gly His Ser Asn Arg Arg Thr
20

25

Arg Gln Gln Glu Ala Thr Glu Val Arg Leu Glu
40

35

Leu Leu Arg Val Tyr Ile Asp Gly Pro His Gly

50

55

Thr Thr Gin Leu Leu Val Ala Leu Gly Ser Arg

65 70 75

Val Pro Glu Pro Met Thr Tyr Trp GIn Val Leu
90

85

lon

gaaaaggggg
cttttcgctce
aattgagctc

ctggagcatc
cgcggctgac
ttgtcacccg
ccgtggcccg
ttagttctat
agatgcagtc
cctcgaacac
tcttggtggce
ttcgtaccce
tagcaaccga
ggagcagaaa
aaccaccacc
cgagccgatg
cacacaacac
aagcgcccag
tgtcgggggg
ccgecatecc
gaccccccag
catcgtgttg
ccecggcgag
tgccaatacg
ttcggggacg
ccatatcggg
cgacctgtat
gcacgtcttt
acttacctcc
cgacctggcg
caataccgga
gttgggtcgt
ccaccgagac
ccaagttcgg
ccacgggccc
ggttattctt
atggtttttg
tctgtggctg
ggacgaacta
ttgttttgta
ctcgaagacc
cgagccgacc
aaccgcectec

caggcagagc
aggacgtcga
gcggecge

gcacgactgc
ggagcgtccg
gagcgcgagg
ttgctcgegt
gatgacacaa
ggggcggcge
cgagcgaccc
gtgaaactcc
tgccatcaac
cgtacggegt
atgcccacgc
acgcaactgc
acttactggce
cgcctcgacc
ataacaatgg
gaggctggga
atcgcecgeec
gccgtgetgg
ggggcccttc
cggcttgacce
gtgcggtatc
gcecgtgeegce
gacacgttat
aacgtgtttg
atcctggatt
gggatggtcc
cgcacgtttg
aggaacccgc
ttgttcataa
cccattgggg
gtgaaggccc
cgtgggttag
ttgggcgttg
gatggcctgg
ccaaacaccc
aacctgacta
ttggtcacca
tacctactcg
gceccagectc
gtgttgctge

Ala Phe Asp Gln Ala

15

Ala Leu Arg Pro Arg

30

Gln Lys Met Pro Thr

45

Met Gly Lys Thr Thr

60

Asp Asp Ile Val Tyr

80

Gly Ala Ser Glu Thr

95
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15300
15360
15418

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
. 2220
2280
2340 - 3
2400 :
2403
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Ile Ala Asn

Ser
Gly
Gly
145
Phe
Tyr
Leu
Pro
Glu
225
Leu
Glu
Glu
. Phe
Tyr
305
Pro
Arg
Thr

Ala

Ala
Met
130
Glu
Asp
Leu
Ie
Glu
210
Arg
Leu
Asp
Pro
Thr
290
Asn
Met
Asp
Thr

Arg
370

<210>
<211>
<212>
<213>

<400>

Gly
115
Pro
Ala
Arg
Met
Pro
195
Asp
Leu
Ala
Trp
Gln
275
Leu
val
His
Ala
Pro

355
Glu

4
25
DNA

Ile
100
Asp
Tyr
Gly
His
Gly
180
Pro
Arg
Asp
Asn
Gly
260
Ser
Phe
Phe
val
Leu
340
Gly

Met

Tyr
Ala
Ala
Ser
Pro
165
Ser
Thr
His
Leu
Thr
245
Gln
Asn
Arg
Ala
Phe
325
Leu

Ser

Gly

Thr
Ala
Val
Ser
150
Ile
Met
Leu
Ile
Ala
230
val
Leu
Ala
Ala
Trp
310
Ile
Gln

Ile

Thr
val
Thr
135
His
Ala
Thr
Pro
Asp
215
Met
Arg
Ser
Gly
Pro
295
Ala
Leu

Leu

Pro

Glu Ala

375

GIn His
105

Val Met

120

Asp Ala

Ala Pro
Ala Leu

Pro Gln
185

Gly Thr

200

Arg Leu

Leu Ala
Tyr Leu

Gly Thr
265

Pro Arg

280

Glu Leu

Leu Asp
Asp Tyr

Thr Ser
345

Thr Ile

360

Asn

Arg
Thr
val
Pro
Leu
170
Ala
Asn
Ala
Ala
Gln
250
Ala
Pro
Leu
val
Asp
330
Gly

Cys

Artificial PCR primer sequence

4

cttgctgcag aagtgggtgg aggaa

<210>
<211>
<212>
<213>

5
21
DNA

Artificial PCR primer sequence

<400> 5

ctgcagtgtg ggtttcggge a

<210>
<211>
<212>
<213>

<400>

6
20
DNA

Artificial PCR primer sequence

6

cggaagagtg tctggagcaa

<210>
<211>
<212>
<213>

<400>

7
15
DNA

Artificial PCR primer sequence

7

ggatgaagcg gagtctgga

o

Leu
Ser
Leu
Pro
155
Cys
val
Ile
Lys
Ile
235
Gly
Val
His
Ala
Leu
315
Gln
Met

Asp

Asp
Ala
Ala
140
Ala
Tyr
Leu
vai
Arg
220
Arg
Gly
Pro
Ile
Pro
300
Ala
Ser

val

Leu

Gln
Glin
125
Pro
Leu
Pro
Ala
Leu
205
Gln
Arg
Gly
Pro
Gly
285
Asn
Lys
Pro

Gln

Ala
365

Gly
110
Ile
His
Thr
Ala
Phe
190
Gly
Arg
val
Ser
GIn
270
Asp
Gly
Arg
Ala
Thr

350
Arg

Glu
Thr
val
Leu
Ala
175
Val
Ala
Pro
Tyr
Trp

255

Gly
Thr
Asp
Leu
Gly
335
His

Thr

Ile
Met
Gly
Ile
160
Arg
Ala
Leu
Gly
Gly
240
Trp
Ala
Leu
Leu
Arg
320
Cys
val
Phe
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