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<Ll0>
<120>
<130>

<1l50>
<1531

<LBQ> 150
<170
210> 1

<211l> 7Bé
<212> DNA
<213»

<400> 1
atggcegtga

atcattgetg
acagctgttt
accgagtgee
geaotgatga
ctgaaatgca
tetgggatca
aacatgctgg
atggtgeaga
getggaggeo
ccagaagaaa
aagcctggag
tacgatggag
gtgtaa
<210> 2
<21l> 261
<2i2s> PRT

<Z213>

<400> 2

142-

31BCT

EP QF 025 657.7
2005-11-24

Homo sapiens

ctgcctgtea
cecacctgeat
tecaactacca

ggggctactt

tegraggeat

tcegeattgyg
tgtteattgt
tgactaactt
ctgttcagac
tcacactaat
ccaactacaa
gctteaagge

gtgeceegeac

Homo sapiens

Sequences_342-31PCT.Txt
SEQUENCE LISTING

Ganymed Pharmaceuticalsg AG

PatentIn version 3.3

gggortgggy
ggaccagtag
ggggetgtyg
caccctgctg
cgtectgegt
cagoatygayg
ctcaggtctt
ctggatgtcc
caggtacaca
£gggggtgtyg
ageegtttet

cagcactggce

agaggacgag

ttegtggett
agoagcoaag
cgetectgig
gggctgeeag
geoeattggeco
gactotgeca
tgtgcaattg
acagctaaca
€ttggtgegg
atgatgtgca
tatecatgoot
tttgggtccea

gtacaatctt

cactgattgg
acttgtacas
tccgagagag
ccatgetgea
tocctggtate
aagecaacat
ctggagtgtc
tgtacaccygg
ctetgttegt
Legectgeey
cgggccacay
acaccaaaai

atcecttcoccaa

gatrgcggge

caacceegta

ctetggette
ggcagtgega
catcktttgee
gacactgace
tgtgtttgee
catgggtagy
gggctgggte

gggecrggca

tgttgcctac
caagaagata

gcacgactat

Met Ala vVal Thr Ala Cys Gln Gly Leu Gly Phe Val Val Ser Leu Ile

1

5

10

15

Gly Ile Ala Gly Ile Ile Ala Ala Thr Cys Met Asp Gln Trp Ser Thr

20

25

Page 1

30

Monoclenal antibodies against claudin-18 for treatment of cancer

60
12Q
189
2490
300
360
420
480
540
600
660
720

780

786



Gln Asp

Leu Trp
50

Gly Tyr
£5

Ala Leu

Ser Ile

Ala Lys

Gly Leu
130

Thr Asn
145

Met Val

val Gly

Cys Ile

Val Ser

210

Phe Lys
225

Tyr Asp

Lys His

<210> 3
«21l> 8

Leu

35

Arg

Phe

Met

Phe

Ala

115

Cys

Phe

Gln

TR

Ala

195

TyY

Ala

Gly

Asp

16

<212> DHNA

Tyr
Ser
Thr
Ile
Ala
100
Asn
aAla
Trp
Thr
Val
180
Cys
Hisg
Ser

Gly

Tyr
269

Asn

Cys

Leu

Val

85

Leu

Met

Ile

Met

vVal

165

Ala

Arg

Ala

Thr

Ala

245

val

Asn

Val

Leu

70

Gly

Lys

Thr

Ala

Ser

150

Gin

Gly

Gly

Ser

Gly

230

Arg

Pro

Arg

55

Gly

Ile

Cys

Leu

Gly

i35

Thr

Thr

Gly

Leu

aly

215

Phe

Thr

Sequences_342-31PCT.txt

Val Thyr Ala Val Phe Asn Tyr

40

Glu

Leu

val

Ile

Thr

120

Val

Ala

Arg

Leu

Ala

200

His

Gly

Glu

Ser

Pro

Leu

Arg

108

Ser

Sar

Asn

Tyr

Thr
185

Pro

Ser

Ser

Asp

Ser

Ala

Gly

20

Ile

Gly

Val

Met

Thr

170

Leu

Glu

Val

Agn

Glu
250

Gly

Met

75

Ala

Gly

Ile

Phe

Tyr

155

Phe

Ile

Glu

Ala

Thr

235

val

Page 2

Phe

§0

Leu

Iie

Ser

Met

Ala

140

Thr

Gly

Gly

Thr

Tyr
220

Lys

Gln

45

Tnr

Gin

Gly

Met

Phe

125

Asn

Gly

Ala

Gly

Asn

205

Lys

ABn

Ser

Glu

Ala

Leu

Glu

110

Ile

Met

Met

Ala

Val
190

Tyr

Proe

Lys

Tyr

Gln

Cys

val

Leu

95

Asp

Val

Leu

Gly

Leu

175

Met

Livs

Gily

Lys

Pro
285

gly

Arg

Arg

80

Val

Ser

Ser

Val

Gly

160

Phe

Met

Ala

Gly

Ile

240

Ser



<213> Homo

<400> 3
atggcegtga

atcattgetg
acagetgttt
accgagtgcece
gecetgatga
c¢tgaaatgea
tecgggatea
aacatgetgg
caaaaactca
tttggtgegy
atgatgtgca
tatecatgect
tttgggtcca
gtacaatectt
<210> 4

<211> 271
<212 PBRT
«213> Homo
«<400> 4

Met Ala Val

1

Gly Ile Ala

Gln Lau

35

Asp

Leu Trp Arg

50

Gly Phe

65

Tyr

Ala Leu Met

Ser Ile Phe

sapiens

ctgecctgtea
ccacctgeat
tezactacea
ggggctactt
tcgtaggeat
teegeattag
tgtbecattgt
tgactaactt
tctcagaaga
ctotgttegt
tegeetgesyg
cgggecacag
acaccaaaaa

atccttocaa

sapiens

Thr Ala Cys

5

Gly Ile

40

Asn

Tyr

ser Cys

Thr Leu

Ile val

a5

Ala Leu

Ile

Asn

Val

Leu

70

Gly

Lys -

Sequences_342-31PCT. txt

gggcttgygy
ggaccagtygg
ggggctgtgg
caccctgetg
cgtecetgggt
cageatggag
cteaggtett
ctggatgteoc
ggatetgugy
gggctgggte
goggestggesa
tgttgeoectac
caagaagata

gcacgactat

Ala Ala

Gln Gly Leu Gly

Thr Cys

ttegtggttt
agcacceaag
cgctcectgtg
gggetgeeay
geccattggee
gactectgeea
tgtgeaatty
acagctaaca
atggtgeaga
gctggaggec
ccagaagaaa
aagcectggag
tacgatggag

gtgtaa

Phe
10

Met

25

val
40

Pro

Arg Glu

55

Gly Leu

Ile

Val

Ile

Thr

Ser

Pro

Leu Gly

Arg

Ala Vval

Ser Gly

Ala Met

75

Ala
S0

Ile Gly

cactgattgg
acttgtacaa
tccgagagag
ccatgetgea
teeotggtate
aagccaacat
crggagtgre
tgtacaccyg
ctgttcagac
tcacactaat
ccaactacaa
gcttecaagge

gtgccegcac

val val Ser

Asp Gln Trp

30

Phe Asn Tyr

45

Phe
g0

Thr Glu
Leu Gln Ala
Ile

Gly Leu

Ser Met Glu

Page 3

gattgogage
caacoccgta
ctctggetee
ggcagtgega
catctttgee
gacactgace
tgetgtttyec
catgygtaaa
caggtacaca
tgggggtaty
agcogtittet
cagcactgge

agaggacygag

Leu Ile

i5

Ser Thr

Gln Gly

Cys Arg

Val Arg

BO

Leu Val

95

Asp Ser

80

12¢C

180

240

300

380

420

480

540

6949

660

720

780

Ble



Ala Lys Ala

115

Gly Leu

130

Cys

Thr
145

Asn Phe

Gler Lys Leu

Thr Arg Tyr

Gly Thr

135

Leu

Ala
210

Leu Pro

Gly
225

His Ser

Phe Gly Ser

Thr Glu Asp

<210> 5§
211> 813
«<212> DNA
<213> Homo

<400> &
atggeegtga

atcattgety
acagetgttt
accgagtgcc
ctgececagoca
attggecectee
toctgecaaag

gcaattgctg

160

Agsn

Ala

Trp

Ile

Thr

180

Leu

Glu

Val

AST:

Glu

260

saplens.

Met

Ile

Met

Ser

165

Phe

Ile

Glu

Ala

Thr

245

Val

ctgoeotgtoa
ccacetgeat
tecaactacca
ggggctactt
tgectgeagge
tggtatccat
sozacatgac

gagtgtetgt

Sequences_342-31PCT.cxt

Thxn Thr

120

Leun

Ala Gly Vval

135

Ser Thr Ala

150

Glu Glu Asp

Gly Ala Ala

Val
200

Gly Gly

Thr Asn

215

Tyr

Pro

Tyr
230

Liys

Lys Asn Lys

Gln Ser

Tyx

gggertgsgy
ggaceagtay
ggggctgtag
caccetgtac
agtgegagee
ctttgeeoty
actgacctce

gtttgecaac

105

Ser Gly Ile

Ser Val Phe

Asn Met

Tyr
1%8

Leu Gly Met

17¢

Leu Phe Val

185

Met Met

Lys Ala Val

Phe
235

Gly Giy

Ile
250

Lys TYyr

Pro Ser

265

Lys

ttegtggett
agcacooaayg
cgeteoctgtg

ccatacgacg

ctgatgateg

aaatgcatec
ggaateatgt

atgctggtga
Page 4

110

Phe
125

Met Ile

Ala
140

Asn Met

Thr Gly

Val @ln

Gly Trp

130

Ile Ala

205

Cys

Ser His

220

Tyr

Lys Ala

Asp Gly

His Asp

270

cactgattgg
acttgtacaa
toccgagagag
tgccagacta
taggcategt
gcattggcag
tcattgtcete

ctaacttctyg

Met

Thr

val

Sear

Gly

TYY

Val Ser

val

Leu

Glu
160

Gly

Val
178

Gin

Ala dly

Gly

Ala Sex

Thr Gly

240

Ala
285

Axrg

Val

gattgcgggc
caacceegta
ctectggeotte
cgcactgggy
coctgggtgee
catggaggac
aggtettigt

gatgtccaca

60
120
1890
240
300
360
420Q

480



Sequences_ 342-31PCT.LXxE
gctaacatat: acaccggeat gggtagggatg gtgeagactyg ttcagaccag gtacacattt 540

gagtgeggcte tgttogtgogg ctgggtoget ggaggoctca cactaattgy gggtgtgatg 600

atgtgeatcyg cctgeeggag cotggeaccea gaagaaacca actacaasage cgbtbtottat 660
catgeceegg -gecacaghtgt tgectacasg ccotggaggcet teaaggecag cactggetteo 720
gggtecaaca ccaaaaacaa gaagatatac gatggaggtyg cocgeacaga guacgaggba 780
caatcttatc cttccaagea cgactatgtg taa 813
<210> 8§

<211> 270

<212»> PRT

<213> Home sapiens

«400> 6

Met Ala val Thr Ala Cys Gln Gly Leu Gly Phe Val val Ser Leu Ile
1 5 10 15

Gly Ile Ala Gly Ile Ile Ala Ala Thr Cys Met Asp Glmn Trp Ser Thr
20 25 30

Gln Asp Leu Tyr Asn Asn Pro Val Thr Ala Val Phe Asn Tyr Gln Gly
a5 40 45

Leu Trp Arg Ser Cys Val Arg Glu Ser Ser Gly Phe Thr Glu Cys Arg
B0 55 60

Gly Tyr Phe Thr Leu Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Gly
65 70 75 80

Leu Pro Ala Met Leu Gln Ala Val Arg Ala Leu Met Ile Val Gly Ile
g5 90 95

Val Leu Gly Ala Ile Gly Leu Leu Val Ser Ile Phe Ala Leu Lys Cys
100 105 110

Ile Arg Ile Gly Ser Met Glu Asp Ser Ala Lys Ala Asn Met Thr Leu
118 120 125

Thr Ser Gly Ile Met Phe Ile Val Ser Gly Leu Cys Ala Ile Ala Gly
130 135 140

Val Ser Val Phe Ala Asn Met Leu Val Thr Asn Phe Trp Met Ser Thr
145 150 158 160

Ala Asn Met Tyr Thr Gly Met Gly Gly Met Val Gln Thr val Gln Thr
165 179 1735

Page 5



Sequences_342-31PCT.txt

Arg Tyr Thr Phe Gly Ala Ala Leu Phe Val Gly
180 188

Ley Thr Leu Ile Gly Gly Val Met Met Cys Ile

185 200 :
Ala Pro ¢Glu Glu Thr Asn Tyr Lys Ala Val Ser
210 215

His Ser val Ala Tyr Lys Pro Gly Gly Phe Lys

225 230 2358

Gly Ser Asn Thr Lys Asn Lys Lys Ile Tyr Asp

245 250

Glu Asp Glu Val Glm Ser Tyr Pro Ser Lys His
260 265

<210> 7

<211l> 786

<212> DNA

«213> Homo sapiens

<400> 7

atgtccacca ccacatgcca agtggtggeg ttccteoctgt

tgcatecgogy ccaccgggat ggacatgbgg agcacccagg

acoteegtat tecagtacga. agggctebgg aggagetgeg

accgaatgea ggecctattt caccateotg ggacttooag

geectgatga tegtaggeat cgtoctgggt gcocattggec

ctgaaatgca tecgcattgy cageatggag gactetgeea

tccgggatca tgttcattgt ctcaggtctt tgtgeoaattyg

aacatgctgg tgactaactt ctggatgtce acagetaaca

atggtgcaga ctgttcagac caggtacaca tttggtgcygg

gotggaggee teacactaat tgggggtgtyg atgatgtgea

ccagaagaaa ccaactacaa agccgtitct tatcatgect

aagoctggay gcttcaaggo cagcactgge tttgggteca

tacgatggay gtyccegeac agaggacgag gtacaatert

gtgtaa

«210> 8

<211> 261

<212> PRT

«<213> Homo sapiens

Page 6

Ala
150

Trp Val

Ala Cys

205

Arg

Tyr Higs Ala

2290

Ala BSexr Thr

Gly

Gly

Val
270

Asp Tyr

ccateotagg
acctgtacga
tgaggeagag
ccatgetgoa
tocctggtate
aagecaacat
ctggagtgtc
tgtacaccgg
ctctgttegt
toegeetgecy
caggocacay
acaccaagaa

atcettecaa

Ala

Gly Gly

Gly Leun
Ser

cly

Phe
2490

Gly

Arg Thy

285

getggeeygye
caacccocgtc
ttcaggctte
ggcagtgcega
catctttgee
gacéctgacc
tgtgtttgec
catgggtysy
gggctgggte
gggectggea

tgttgcctac

caagaagata |

gecacgactat

60

120

180

2490

300

360

420

480

540

600

669

720

7890

786



Segquences 342-31PCT.Lxt
<400> 8
Met Ser Thr Thr Thr Cys Gln val Val Ala Phe Leu Leu Ser Ile Leu
1 5 : 19 . 15

Gi& Leu Ala Gly Cys Ile Ala Ala Thr Gly Met Asp Met Trp Ser Thr
20 25 30

Gln Asp Leu Tyr Asp Asn Pro Val Thr Ser Val Phe Gla Tyr Glu Gly
35 40 45

Leu Trp Arg Ser Cys Val Arg Gln Ser Ser Gly Phe Thr Glu Cys Arg
50 55 60

Prc Tyr Phe Thr Ile Leu Gly Leu Pro Ala Met Leu Gln ARla Val Arg
€5 70 5 ' 80

Ala Leu Met Ile Val Gly Ile Val Leu Gly Ala IXle Gly Leu Leu Val
a5 30 95

Ser Ile Phe Ala Leu Lys Cys Ile Arg Ile @Gly Ser Met Glu Asp Ser
160 1C5 110

Ala Lys Ala Asn Met Thr Leu Thr Ser Gly Ile Met Phe Ile Val Ser
1158 120 125

Gly Leu Cys Ala Ile Ala Gly Val Ser Val Phe Ala ARsn Met Leu Vval
130 135 1490

Thr Asn Phe Trp Met Ser Thr Ala Asn Met Tyr Thr Gly Met Gly Gly
145 150 i85 160

Met Val Gln Thr Val Gln Thr Arg Tyr Thr Phe Gly Ala Ala Leu Phe
165 170 175

Val Gly Trp Val Ala Gly Gly Leu Thr Leu Ile Gly Gly Val Met Met
180 185 190

Cys Ile Ala Cys Arg Gly Leu Alaz Pro Glu Glu Thr Asn Tyr Lys Ala
195 200 205

Val Ser Tyr Hig Ala Ser Gly His Ser Val Ala Tyr Lys Pro Gly Gly
210 215 22@

Phe Lys Ala Ser Thr Gly Phe Gly Ser Asn Thr Lys Asn Lys Lys Ile
225 230 - 235 2490

Tyr Asp Gly Gly Ala Arg Thr Glu Asp Glu Val Gln Ser Tyr Pro Ser
Page -7



245

Lys His Asp Tyr Val

«23i0> 9

=211l> 795
<212> DNA
<213 Mus

400> 9
atggeeacea

tgcatagecyg
accgeegatgt
accgagtgeg
geccetgatga
ctgaagtgca
- tergggatcet
aacatgetgg
atgggtggea
ggctgggttg
ggectgacac
gttgeeotaca
aagaagatct
tatgactaty
210>
211>

<212>
<213>

10

795
DNA
Mus

<400> 10
atgteggtga

atcattgeag
accgctgtat
accgagtgec
gecctgatga
ctgaagtgca
tetgggatet

aacatgetgg

280

misculug

coacgtooea
cecactgggat
tccagtatga
ggccatactt
tcgtgggeat
ttegeattgg
tgttcatcat

tgaccaactt

tggtgtagac

ctggaggect
cagatgacag
gyectygagy

acgatggggg

tgtag

musculus

cecgectgeca
ccacttgtaﬁ
toaactaccea
gaggctactt
tegtgggeat
ttcgcattgg
tgttcatcat

tgaccaactt

Sequences_342-31PCT. txt

ggrggtaggyg
ggacatgtgg

agggetetgyg

cacoataoty

tgttetgggy
tagecatggat
ctceggeatce
ctggatgtcce
cattoagace
caccctgatt
caacttcaaa
ctttaaggoc

tgeecgeaca

gggcttgggg
ggaccagtygg
agggetatgg
caccctgttg
tgttctgggg
tagcatggat
cteeggeatke

ctggatgtee

250

ctteteotgt
agractcaag
aggagrtgeg
gaecticeag
gtrcatcggta

gactetgeca

tgtgcaatca

acagctaaca
aggtacacct
gggggagiga
getgtgtett
agcactggct

gaagacgaty

tttgtggtgt
agcacccagg
cgtteatgeg
gggttgecay
gtcatcggta
gactctgoca
tgtgcaatea

acagcoctaaca

Page 8

cooteotggy
acctgtatga
tgcaacagag
ceatgetgea
tocctegtgte
aggccaagat
ttagtgtgte
tgtacagcgg
ttggtgcage
tgatgtgeat
accatgecte
ttgggtccaa

aacagtctoa

cactyatogg
atttatacaa
tocegagagag
ceatgetgea
tcotegtgte
aggccaagat
ttggtatgte

tgtacagegg

258

tetggeegae
caacoragtc
ctcggggttce
agcetgtacga
caktcttcgee
gactctgact
tgtgtttgee
catgggcggc
tetgttegtg
cgectgaogt
tggecaaaat
caccagasaac

tectaccaag

gtttgeggge
caacceggtyg
ctctggette
agctgtacga

catettegee

gactctgact

tgtgttigee

catgggcagce

60

120

180

240

300

360

420

480

540

600

660

720

780

795

60

120

180

240

300

360

420

480



atgggtggea
ggctgagtty
ggcctgacae
gttgeoectaca
aagaagatct
tatgactatyg
<210> 11
«<21l> 21
<2312> DNA
<212> Arti
<220>

<223> Desc
<400> 11
tagctetgtg
<210 12
<211> 21
<212> DNA
«213> Arti
<Z220>

<223»> Dese
400> 12
gtgtacatgt
210> 13
<211= 55
«212> PRT
213> Homo
<400>» 13

Met Asp Met
1

Val Phe Gln

Gly Phe Thr
35

Met Leu Gln

50
<210> 14
<211i> 1B3
<212» PRT
<213> Homo

tggtgcagac
ctggaggcet
cagatgacag
ggcctggagg

acgatggaay

tgtag

ficial
ription of

tcgacactgt

ficial

ription of

tagctgtgga

sapiens

Sequencey 342-31PCT. txt

cgttcagacc
caccctgatt
caacttcaaa
ctttaaggec

tgeoccgeaca

aggtacacct
gggggagtga
getgtgtett
agcactgget

gaagacgaty

ttggtgcage
tgatgtgeat
accatgecte
ttgggtcocaa

aacagktctca

tetgttegty
cgoctgoegt
tggccaaaat
caccagaaac

tectaccaay

artificial sequence: Oligenucleotide

artificial sequence: Oligonucleotide

Trp Ser Thr Gln Asp Leu Tyr Asp Asn Pro Val Thr Ser

5

Tyr Glu Gly Leu

29

Glu Cys Arg Pro

40

Ala Val Arg Ala

sapiens

55

10

25

Page 9

3¢

45

i5

Trp Arg Ser Cys Val Arg Gln Ser Ser

Tyr Phe Thr Ile Leu Gly Leu Pro Ala

540

600

660

720

780

795

21

21



«400> 14
Met Asp Met
i

Val Phe

Phe Thr

35

Gly

Met Leu

50

Tle Gly

Gly Ser Met

Ile Mekt Phe

Phe Ala

115

Thr
130

TyY

Phe
145

<21l0>
«Z21i>
<212>
<213>

15
390
DNA
Homo

<408> 1%
atggagacag

gacgcggecc
actccagtgt
tacaacaacc
gagagctetg
ctgcaggcag

aaaacteatce

Gln

Gln

Asn

Gly

Giy Ala

Ser

Tyr Glu Gl

20

Glu Cys Ar

Ala

vVal

Va
70

Leu Leu

Glu Asp Se

85

Ile
100

val Se

Met Leu Va

Met Gly Gl

Ala Leu

15

sapiens

acacactogt
agccggecag
ggtggaatec
cegtaacage
gettcacega
tgcgagegge

tecagaagagy

Thr

Arg

Phe

Sequences_342-31PCT.txt

Gin

Y Leu Trp

g Pro Tyr

40

Ala
EB

Leu

1 Ser Ile

r Rla Lys

r Gly Leu

1 Thr 2Asn

120

y Met Val

135

Val Gly

a

gotatgggta
gogegegege
tgcagatggce
tgttttecaac
gtgccgggge
catccagceac

atctgaatag

Asp Leu Tyr

Aryg

25

FPhe

Met

Phe

Ala

Cys

105

Phe

Gin

Asp
10

Ser Cys

Thr Ile

Ile val

Ala Leun

75

Agn Met

30

ala Ile

Trp Met

Thr val

Trp

ctgetgetet
cgtacgaagoe
cgcatggace
taccaggggce

tacttcacee

agtggeggeoe

Page 10

Leu

Asn Pro

Vval Arg

a0

Gly
45

Gly Ile

6C

Lys Cys

Thr Leu

Ala

Gly

Thr
125

Sexr

Gln Thr

140

gggttccagy
ttggtacoega
agtggageac
tgtoggegete
tgotgggget

goetocgaggag

Val

Gln

Leu

Val

Ile

Thr

Val

110

Ala

Arg

Thy
15

Sexr

Ser

Ser

Ala

Pro

Leu

Arg

Ser
95

Gly

Ser Val

Agn Met

Tyr Thr

ttocactggt
geteggatee
ccaagacttg
ctgtgtoega
geeageeaty

ggcccgaaca

60
120
180
240
300
360

380



<210
«21l>
<212>
«213»

<400

Mat

i

Gly

Lys

Rap

val

65

Glu

Leu

Gly

16
123
FRT
Home

16

Glu Thr

Ser Thr

Leu Gly

35

Gly
50

Arg
Thr Ala
Ser Ser
ala

Pro

Arg Ser

115

Glu

<2105
<211l>
212>
<213

17
411
DNA
Home

«400> 17
atggagacay

gacgceggecod
actccagtgt
ggrgecattyg
gaggactctyg
ccttgtgecaa

cgctogagga

sapiens

Asp Thr
5

Le

Gly al

20

Asp

Thr Glu Le

Met Asp Gl

Val Phe As

70

Phe
85

Gly

Met Gl

160

Leu

Arg Arg Al

sapiens

acacactoct
agoecgyccag
ggtggaattc
gcctootggt
ccaaagocaa
ttgetggagt

gggeccgaac

Thyr

Sequences_342-31PCT. txt

u Leu Leu

a Ala

Gln

Sex
40

u Gly

n Trp Ser

55

n Tyr Gln

Glu Cys
Val

n Ala

Thr
120

a Arg

gotatgggta
gegegegege
tgeagatgge
atccatettt
catgacactg
gtotgtgttt

aaaaactecat

Trp

Pro

25

Thr

Thr

Oly

Arg

Arg

105

Lys

val

10

Ala

Pro

Gln

Leun

Gly

99

Ala

Thr

Leu

Arg

Val

Asp

75

Tyr

Ala

His

Leu Leu

Arg Ala

Trp Trp

45

Leu
60

Tyr

Arg Ser

Phe Thr
Ile

Gln

Leu Arg

Trp

Arg

i0

Asn

Asn

Cys

Leu

His

110

Arg

Val

15

Arg

Sexr

Asn

Val

Leu

95

Ser

Gly

Pro

Thr

Ala

Pro

Arg

8c

Gly

Gly

Sar

ctgctgetet
cgtacgaage
cgegeooctga
gecctgaaat
acatccggga

goeascycgy

ctcagragag

125

gagttcragy
ttggtaccyga
tgatcgbagg
gecatcogeat
tcatgtteoat
ccatceagea

-gatctgaata

Page 11

ttccactggat
gereggatec
catcgtectg
tggcagcatyg
tgtctcaggt
cagtggcgyce

g

60

120

180

240

300

360

411



Sequences_342-31PCT.txt

<210> 1B
<211> 1386
<212> PRT
«213> Homo sapiens
<400> 18
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu
1 5 19
Gly Ser Thr Gly Asp Alzs Ala Gln Pro Ala Arg
20 25
Lys Leu Gly Thr Glu Leu Gly Ser Thr Pro Val
35 40
Asp Gly Arg Ala Leu Met Ile Val Gly Ile Val
50 55
Leu Leu Val Ser Ile Phe Ala Leu Lys Cys Ile
65 10 75
Glu Asp Ser Ala Lys Ala Asn Met Thr Leu Thr
85 30
Tle Val Ser Gly Leu Cys Ala Ile Ala Gly Val
100 105
Ala Ala Ile Gln His Ser 8ly Gly Arg Ser Arg
115 120
Thr His Leu Arg Arg CGly Ser Glu
130 135
«<210> 19
<211> 3531
<212> DNA
<213> Homo sapiens
<400> 1§
atggagacag acacactect gctatgggta ctgetgetet
gacgcggcece agcocoggecag gogegecatyg gaccagtgga
aaccccgtaa cagetgtttt caactaccag gagctghtgge
totggetteoa eccgaghgeeyg gggetacttc accetgetgg
gcagtgegag cectgatgat cgtaggcatc gtectgggtg
atctttgoee tgaaatgeat cogeattgge ageatggagy
acactgacect cegggatcat gtteattgte tcaggteett
gtgtttgora acatgetggt gactaactte tggatgteoa

Lew Leu

Arg Ala

30

Trp

Leu
60

Axrg
Ser Gly
Val

Ser

Ala
125

Arg

gggttccagg
gcacccaaga
geteetgtgh
ggctgccage
ccattggecot
actotgooaa
gtgecaattge

cagctaacat

Page 12-

Trp

Arg

Asn

Ala

Gly

Ile

Phe

11¢

Arg

Val
15

Pro
Arg Thr
Ser Ala
Iie

Gly

Met
80

Ser

Met Phe

95

Ala Asn

Thr Lys

ttecactggt
cttgtacaac
ccgaéagagc
catgetgeag
coctggratee
ageeaacaty
tggagigtet

gtacaccgge

60

120

180

240

300

360

420

480



Sequences 342-31PCT.txt

atgggtggga tggtgcagac tgttcagace aggtacacat ttggtgegta g 531
«210> 20
<21l> 176

<212> PRT
<213> Homo saplens

400> 20
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15

Gly Ser Thr Gly Asp Ala Ala 3ln Pro Ala Arg Arg Ala Met Asp Gln
20 25 30

Trp Ser Thr Gln Asp Leu Tyr Asn Asn Pro Val Thr Ala Val Phe Asn
35 40 45

Tyr Gln Gly Leu Trp Arg Ser Cys.Val Arg Glu Ser Ser Gly Phe Thr
50 55 60

Glu Cys Arg Gly Tyr Phe Thr Leu Leu Gly Leu Pro Ala Met Leu Gln
65 70 75 80

Ala val Arg Ala Leu Met Ile Val Gly Ile Val Leu Gly Ala Ile Gly
B5 80 95

Leu Leu Val S8er Ile Phe Ala Leu Lys Cys Ile Arg Ile Gly Ser Met
1¢0 105 110

Glu asp Ser Ala Lys Ala Asn Met Thr Leu Thr Ser Gly Ile Met Phe
115 120 125

Ile val Ser Gly Leu Cys Ala Ile Ala Gly Val Ser Val Phe Alz Asn
130 138 140

Met Leu Val Thr Asn Phe Trp Met Ser Thr Ala Asn Met Tyr Thr Gly
145 150 155 160

Met Gly Gly Met Val Gln Thr Val Gin Thr Arg Tyr Thr Phe Gly Ala
) 165 170 175

«210> 21
<211l> 10
<212> PRT

<213> Homo sapiens
<400> 21

Asp Gln Trp Ser Thr Gln hgp Leu Tyr Asn
1 5 ] 10

Page 13



<210
«Z21ll>
<212>
<213>

<G00

22
11
PRT
Homo

22

Agn Asn Pro

1

<210
<21li>
<212>
<213>

400>

23
14
PRT
Homo

23

ger Thr Gln

i

<210>

«211>

<212>
213>

<400

24
12
PRT
Homo

24

Asp Met Trp

1

=210
<211l>
<212>
213>

<400>

25
12
PRT
Homo

25

Cys Arg Pro

1

<210>
«21l1>
2212>
<213>

<400

1

<230>
«211>
<212>
213>

<400>

26
13
PRT
Homo

26

" Thr Asn Phe

27

PRT
Homo

27

Sequences_342-31PCT.txt

sapiens

val Thr Ala Val Phe Asn Tyr Gln
5 10

sapliens

Asp Leu Tyr Asn Asn Pro Val Thr Ala Val Phe
5 10 :

sapiens

Sar Thry Gln Asp Leu Tyr Asp Asn Pro
5 10

sapliens

Tyr Phe Thr Iie Leu Gly Leu Pro Ala
5 19

sapiens

Trp Met Ser Thr Ala Asn Met Tyr Thr Gly
5 10

sapiens

Page 14



hsp Ser Ala
1

«210> 28
<211> 55

«212» PRT
<213> Homo

«2400> 28

Met Asp Gln
1

Val Phe Asn

Gly Phe Thr
35

Met Leu Gln

50¢
«210> 29
<211> 24
«21i2> PRT

213> Homo
<400> 29
Phe ala Leuw
1

Ala Asn Met

<210> 3¢
<211> 40
<212>» PRT

<213> Homo

<400> 30

Ala Asn Met
1

Thr Gly Met
Gly Ala Ala
35
<210 31
«211> 163
<212> PRT

Sequences_342-31PCT.txt
Lys Ala Asn Met Thr Leu Thr Ser Gly Ile
5 18

sapiens

Trp Ser Thr Gln Asp Leu Tyr Asn Asn Pro Val Thr Ala
5 10 15

Tyr Gln Gly Leu Trp Arg Ser Cys Val Arg Glu Ser Ser
20 ) 25 30

Glu Cys Arg Gly Tyr Phe Thr Leu Leu Gly Leu Pro Ala
40 i 45

Rla Val Arg Ala
55

gaplens

Lys Cys Ile Arg Ile Gly Ser Met Glu Asp Ser Ala Lys
s i0 15

Thr Leu Thr Ser Gly
20

sapiens

Leu Val Thr Asn Phe Trp Met Ser Thr Ala Asn Mef Tyr
5 10 is

Gly Gly Met Vval @lIn Thr val Gln Thr Arg Tyr Thr Phe
20 25 30

Leu Fhe Val Gly Trp
40

Page 15



Sequences_342-31PCT.txt

<213> Heome sapiens
<400> 31
Met Asp Gln Trp Ser Thr Gln Asp Leu Tyr Asn
1 5 10
Val Phe Asn Tyr Gln Gly Leu Trp Arg Ser Cys
20 28
Gly Phe Thr Glu Cys Arg Gly Tyr Phe Thr Leu
35 40
Met Leu Gln Ala Val Arg Ala Leu Met Ile val
50 55
Ala Ile Gly Leu Leu Val Ser Ile Phe Ala Leu
g5 70 75
Gly Ser Met Glu Asp Ser Ala Lys Alza Asn Met
85 80
Ile Met Phe Ile Val Ser Gly Leu Cys Ala Ile
160 105
Phe Ala Asn Met Leu Val Thr Asn Phe Trp Met
iis izo
Tyr Thr Gly Met Gly Gly Met val Gin Thr Val
138 135
Phe Gly Ala Ala Leu Phe Val Gly Trp
145 150
<210 32
«211> 3358
<212> DNA
<213> Homo sapiens
«400> 32
cacacchicg gcageaggag ggcgdcagct totogeagge
tcatgteorcac caccacatge caagtggtgg cgttectect
getgeatcge ggccaceggy atggacatgt ggagcaccoea
tcaccteegt gttecagtac gaagggectct ggaggageig
tcaccgaatg caggccctat tbcaccatco tgggacttoco
gagecctgat gatcgtagge atogtectgg gtaccattgg
ccctgaaatg catccgeatt aggactctgc

ggcagcatgg

Page 16

Asn Pro

Val Arg

30

Leu Gly

45

Gly Ile

a0

Lys Cys

Thr Leu
kRla

Gly

Thr
125

Ser

Glin
140

Thx

gg9cagggcdg
gtecatoctky
ggacctgtac
cgtgaggeag
agecatgetyg
coetectggta

caaagccaac

val

Glu

Lau

Val

Ile

Thr

val

110

Ala

Arg

Thr
15

Ala
Ser Ser
Pro Ala
Leu

Gly

Iie
BO

Arg

Ser
85

Gly

Ser vVal

Asn Met

Tyr Thr

gceggecagga
gggrrtygooy
gactaacccog
agttcagget
caggcagtge
tceatetttg

atgacactga

60

120

180

240

300

360

420



cctocgggat
ccaacatget
ggatggtgca
tegetggagg
caccagaaga
acaagectgg
tatacgatgy
atgtgtaatyg
aaaaacaagy
aaagectcga
atatteccace
atcctctatt
ctctotetea
cattgatgat
caaagatgtt
zaacacttac
tcteggtite
ggcaaccaaa
gttteoetgag
gaatgagaaa
tagtaaaakg
atgaaaaaat
caaattocat
attgtacatg
tcacgeotgt
gttogagact
aatecagocag
aggatcac:tt
ccagecaggt
gecaagtceta
attaaatgta

agttagesaat

catgttcatt

ggtgactaas

gactgttcag
cctcacacta
aaccaactac
aggettosag
aggtgceeoge
ctetaagace
agatcccate
tttoatotit
atamsacage
tettbtrtta
cattttgatg
ctattteocea
attttectget
tgaagaagaa
cttacactgt
cctttetact
cteteecactg
attattetee
atacactatc
aattgetitsg
gaaaagctca
atagtaagty
aatcetagea
agcctgggea
teatggtage
gagooecadgy
gacatagcga
ggaagtaggt
atgtttCCaa

agoacthtce

Sequences_342-31PCT. XL

gtecteaggte
ttotggatgt
accaggtaca
attgggggtyg
aaagccgitt
gccagoactyg
acagaggacy
tctcagcacyg
tagatttctt
ggagaggeca
tgagttattt
aatataactt
atttagacag
gettateoce
gtttgaattt
gcaataagag
gatcttaaaa
getgttgaca
gagtectett
ttaatttaag
tctgtgaaat
acattgtcta
ctgatectaa
taagcceatgt
ctttgggagg
acatggagaa
ctacacctgt
aggttgggge
gateetgtet
taaaactaat
gtgacaggta

rggcactgty

tttgtagcaat
ccacagetaa
catttggtgc
tgatgatgtyg
cttatcatge
gectttgggee
aggtacaatc
ggcggaagaa
cttgetittyg
aatggtetta
atgaattaga
tectactotga
actceccectce
aagaaaactt
tgtcteccea
aaagatattt
gttaccaaac
tettettatt
tetgtcacgyg
tcctaaatat
agccteacce
tatagtactt
ttetttooct
aaaaagtaaa
ctgaggagga
goootgicte
agteccagea
tacagtgage
saaazaataa
tettiaaaaa
ftecacatttg

gteggttttg

Page 17

tgctggagty
catgtacace
ggctectgtte
catcgectge
cteaggecac
caacaccaaa
tratcettee
acteceggay
actcacagct
goceteoagtct
ggctataget
tgagagaatg
ttcecteetag
ttgaaaggaa
cccccaactt
gtaatcteotce
caaagteatt
acagcaacac
gteagaaatt
agttaaaata
ctacatgtgg
tataaagtca
ttgaggtcte
taatgtctgg
aggatcactt
tacaaaatac
tteogggagy
catgatceaca
aaaataaata
aaaaaaaaag
catggttaca

ttttgttttg

tecgtgtety
ggcatgagty
gtaggcetgag
cggggeotygy
agtgttgect
aacaagaaga
aageoacgact
ageteacceca
ggaagttaga
ctgtectctaa
cacatttica
tggttttazat
tcaataaacc
agagtagace
ggetagtaat
cagececratyga
ttcagtttga
cattctagga
gtccctagdt
aataatgttr
atagaaggaa
tgettaagta
tatggctctg
goacagtgge
gagcceagaa
agagagaaaa
crgaggtggy
ccactgeact
atggaacaca
ttgagectga
agceactgec

ctttgtttag

480

540

600

660

720

780

840

8G0

S60

1020

1080

1149

12049

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1320

1280

2040

2100

2160

2220

2280

23490



agacggggtc
ctggectece
tttgttacte
tgtttgggca
cectkttgag
agccagatag
geattggtge
atagtacata
tgaacagact
aagagtcaga
ccagaggaag
caactaaaga
taagtgetet
atgagcectcte
ctcagetgyy
atatagttag
tgagtattaa
«210=>
«21%1>

<212>
<213>

33

849
DNA
Mus

<400> 33
gagaaecctgce

tgaccgcoctg
cagececacttyg
tattcaacta
geogaggeta
tgatcgtgay
gcattcgeat
tettgtecat
tggtgaccaa
geatggtygcea
ttgetggaay

'caccagatga

tcactttcca
aagtagetgg
tgagagetst
aaactgaaay
cagaaagkbet
geeoootagy
aggggaactt
tgaaagtgac
atgtcigggg
geagtgaget
tatttgtgga
aaaaagaaaa
ctggattiga
ccttotacea
tttttaatta
attgrgctct

cctgaatgtt

musgculus

ctgkctetig
ccagggottg
tatggaccag
coaagggcta
cttecaccetg
cattgttetg
tggtagcatg
catctecgge
cttotggatg
gaccgttcag
cetcacccty

cagcaactic

Sequences_342-31PCT.txt

cgctggectc
aattacaggt
tcactictet
ctctttygeaa
aaattcrctte
aaactgaggt
ggceattagg
ctccaagggy
aaagaacgga
cagaggecet
acteactgee
gcaaggagga
gttgaagage
ceagaaagtc
gogeattcete
gtaattttgt

ttattactta

tcetctecat
gggtitgtgg
tggageacce
tggegtreat
ttggggttge
ggggtcatey
gatgactetg
atctgtgceaa
tcecacagcta
accaggtaca

attgggggag

aaagctgtgt

aaactcetge
gtgeogeeakc
gaattcacct
ceacacacct
caagacagta
aagagcagtc
ttattatttyg
attggtgaat
ttatgcccca
tcﬁcactgag
tcagtttyggg
gggttgagea
atccatitga
cetggtoagy
tatccaacat
tgttgttgeot

aatattaaaa

ttgtgtggac
tgtcactgat
aggatttata
gegtocgaga
cagecatget
gtatcetogt
ccaaggccaa
teattagtgt
acatgtacag
ccetbcagtge
tgatgatotg

cttaccatge
Page 18

actcaagcaa
acaactagcet
agagtggttg
tccaotgaget
gaattccatc
tctaaaaact
agaggaaagt
actcataagy
ttaaataaca
acagcaacat
taaaggatga
atctagagea
gttgaaggee
tctcaggtay
ttaattgttt
ctatettaty

acactgttat

tetgtgeteo
cgggtetgey
caacaacceyg
gagotetygge
geaagetgta
gtecateotte
gatgactctyg
gretgtgtit
cggcatgggce
agetetgttce
catocgeetge

ctetggecaa

ttcttctace
ggtgghteagt
gaccatcaga
tacatecactg
ccagtaccaa
acccacagea
coctcacatcea
atctteagge
agttgtatte
ttaaaccaaa
gcagacaagt
tggagtttgt
acagggcaca
tgeggtgtygy
gaaagootoe
gtatatgcat

cctacagtt

atcatgtegn
ggcatcatty
gtgacegetg
tteaccgagt
cgageoctga
geeotgaagt
acttctggga
gccaacatge
ggeatgygty
gtgggetggg
cgtggectga

aaktgttocct

2400

2460

2520

2580

2640

2700

2760

28290

2889

2940

39000

3060

31290

3180

3240

330¢

3388

60

120

180

240

300

360

420

480

540

600

660

720



Sequences 342-31PCT.txEC

acaggccetygg agygctttaag gecageactyg gettbgggbe caacaccaga aacaagaaga

tetacgatygg gggtgeceys acagaagacy atgaacagrte teatcctacc aagtatgact

atgtgtagt

210>
<211l>
212>
<213>

34
3350
DNA

<4006> 34

agaattgege
tgactgcctg
ctgceacety
ttttcaacta
gceggggeta
tgatcgtagg
goeateogeat
tcatgtteat
tggtgactaa
agactgttea
gcctcacact
aaaccaacta
gaggcttcaa
gaggtgeeeyg
gctctaagac
gagatcceat
atttcatctt
cataaaacag
ctettottt
acattttgat
tctatttécc
tattttotge
ctgaagaaga
tettacactg

acctttctac

Homo sapiens

tgteocacttyg
troagggcecttg
ecatggaceayg
ccaggggetyg
cttcaccetg
catcgteocty
tageageaty
tgtetcagat
cttctggatyg
gaccaggtac
aattgggggt
caaagoogtt
ggcecageact
cacagaggac
cteteageae
ctagatttet
tggagaggcec
ctgagttatt
aaatataact
gatttagaca
agcttatece
tgtttgaatt
agcaataaga
tgatcttaza

tgctgttgac

togtgtaget
gggttegtgg
tggagecaccc
tggegetect
ctggggetge
ggtgccattg
gaggactcety
ctttgtgeaa
tccacagota
acatttggtg
gtgatgatgt
tcttatcaty
ggetttgogt
gaggtacaat
gggcggaada
toettgeottet
aaatggtett
tatgaattag
ttctactecty
gactecceet
caagaaaact
ttgtetecce
gaaagatatt
agttaccaaa

atettettat

ctgtgtegac
ttccactgat
aagacttgra
gtgteogaga
cagcecatget
gocecteotggt
ccaaagcocaa
ttgetggagt
acatgtacac
cggototgtt
gcatcgeetyg
cctcaggeca
coascaccaa
cttatcette
aactcecogga
gactcacage
agesteagte
aggctatagc
atgagagaat
ctLectocta
tttgaaagga
acceoegaact
tgteaatctct
ccaaagteat

tacagcaaca

Page 19

actgtgegeo
tgggattgcg
caacaaccce
gagctctgyge
gcaggcagtg
atccatettt
catgacacty
gtotgtgtte
cggeatggyt
cgtgggctgyg
ceggggeetg
cagtgttgece
saacaagaag
taagecacgac
gagectcacee
rggaagttag
tectgtetoeta
tcacatttte
gtggttttaa
gtcaataaac
aagagtagac
tggetagtaa
ccagecooatg
tttcagtitg

ccattcoctagg

accatggeoy
ggcatcattyg
gtaacagetyg
ttcaccegagt
cgagccoctga
geoctgaaat
acctecggga
gecaadatge
gaggatggtgce
gtegetggag
gcaccagaag
técaagcctg
atatacgaty
tatgtgtaat
aaazaacaag
aaaagecctceg
aatattecac
aateetetat
tectetetecte
ccattgatga
ccaaagatgt
taaacactta
atctoeggttl
aggcaaccas

agttteoetga

780
840

B45

E0
i20
180
240
300
360
420
480
5490
600
660
720
780
.840
800
SGd
1020
1080
1140
1200
1260
1320
1380
1440

1500



goteteocact
aattattttt
gatacactat
taattgeotit
tgaaaagcte
gatagtaagt
taatcectage
tageetggge
gtcatggtgg
toagccoagyg
tgacatagcyg
aggaagtagg
aatgttteca
tagcacttte
ctoactttoo
caagtagetyg
ctgagagetg
aaaactgaaa
gcagaaagte
ggeeecectag
caggggaact
atgaaagtga
tatgtctggy
agcagtgage
gtatttgtgg
azsaaagaas
tctggatttg
cecttetace
gtctttaatt
gattgtgett

acctgaatgt

«2i0» 35

ggagtcctet
tttaatttaa
ctetgtgaaa
gacattgtct
actgatccta
gtaageccaty
actttgagay
aacatggaga
cctacaccty
gaggttgggg
agatcetgte
ttaaaactaa
agtgacaggt
ctggeactge
aggetggect
gaatracagg
tteacttete
getorttgea
taaattecctt
gaaactgagg
tggccattag
cctcoccaagag
gaaagaacygg
tcagaggoee
aactcactge
agcaaggagyg
agttgaagag
accagaaagt
agegeatict
tgtaattttg

tttgttactt

Sequences_342-31PCT.txt

ttetgtogeyg
gtectaaata
tagectcace
atatggtact
attetotece
taasaagtaa
actgaggagyg
ageccctgtet

tagtccecage

chgecagtgayg

taaaaaaata
thettiaaaa
atccacattt
ggtoggtitt
caaacteety
tgtgecgeesat
tgaattcace
accacacacc
cecaagacagt
taagagcagt
gttattattt
gattgatgaa
attatgccce
ttetecactga
ctcagtttgg
agggttgago
catccatttyg
ceetygteag
ctatccaaca
ttgttgttge

zaatattaaa

ggtcagaaat
tagttaaaat
cctacatgtg
ttgtaaagtc
Lttgaggtcect
ataatgtety
aaggatcact
ctaczaaata
attccgggag
ceatgatcoac
aaaaataaat
aaasaaaaaa
geatggttac
gttttgtttt
cactcaagea
cacaactage
tagagtagtt
ttecctygage
agaattceat
etoctaaaaac
gagaggaaag
tactcataag
attaaataac
gacagcaaca
gtaaaggatg
aatctagage
agttgaagyge
gtctecaggta
tttaattgtt
tctatettat

sacactgtta

Page 20

tgtcectaga
aasataatgtt
gatagaagga
atgettaagt
ctatggctct
ggcacagtyg

tgagoccaga

cagagagaaa

getgaggtyy
accactgcac
aatggaacac
gttgagectyg
aagecactge
gebttgtita
attcttatac
tggtggtcag
ggaccatcag
ttacatcact
ceccagtacea
Eacccacage
toetoacate
gatcttcagy
aagttgtgtt
tttaaaccaa
agcagacaag
atggagtttg
cacagggcac
gtgeggtgtyg
tgaaagccte
tgtatatgea

ccotacagtt

tgaatgagaa
ttagtaasaat
aatgaaaaaa
acaaatteca
gattgtacat
ctcacgeetyg
agttegagac
aaatcageca
gaggatcact
tccageeagg
ageaagtcect
aattaaatgt
cagttagcag

gagacgggge

cetggecteo

ttttgttact
atgtttggge
gocottttga
aagccagata
agcattggatyg
aatagtacat
ctgaacagac
caagagtcag
accagaggaa
tcaactaaay
ttaagtgote
aatgagctct
geteagetgg
catatagtta

ttgagtatta

1560

1620

1680

1740

1800

1868

1520

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

27690

28240

2880

29440

3000

3060

3120

3180

3240

3300

3350



Seguences_342-31PCT.txt
<21l> 264
<212> PRT
<213> Mus musculus

<400> 35
Met Ser Val Thr Ala Cys Gin Gly Leu Gly Phe Val Val Ser Leu Ile
1 5 190 15

Gly Phe Ala Gly Ile Ile Ala Ala Thr Cys Met Asp @ln Trp Ser Thr
20 25 30

Gln Asp Leu Tyr Asn Asn Pro Val Thr Ala Val Phe Asn Tyr Gln Gly
35 40 45

Leu Trp Arg Ser Cys Val Arg Glu Ser Ser Gly Phe Thr Glu Cys Arg
50 55 B0

Gly Tyr Phe Thr Leu Leu Gly Leu Pro Ala Met Leu Gln Ala Val Arg
65 70 75 80

Ala Leu Met Ile Val Gly Ile Val Leu Gly Val Ile Gly Ile Leu Val
85 g0 95

Ser Ile Phe Ala Leu Lys Cys Tle Arg Ile Gly Ser Met Asp Asp Ser
100 105 110

Ala Lys Ala Lys Met Thr Leu Thr Ser Gly Ile Leu Phe Ile Ile Ser
1315 120 125

Gly Ile Cys Ala Ile Ile Qly Val Ser Val Phe Ala Asn Met Leu Val
130 138 140

Thr Asn Phe Trp Met Ser Thr Ala Asn Met Tyr Ser Gly Met Gly Gly
145 150 1558 160

Met Gly Gly Met Val Gln Thr val Gln Thr Arg Tyr Thr Phe Gly Ala
165 179 175

Ala Leu Phe Val Gly Trp Val Ala Gly Gly Leu Thr Leu Ile Gly Gly
180 185 180

Val Met Met Cys Ile Ala Cys Arg Gly Leu Thr Pro Asp Asp Ser Asn
185 200 205

Fhe Lys Ala Val Ser Tyr His Ala Ser Gly Gln Asn Val Ala Tyr Arg
2190 215 220

Prc Gly Gly Phe Lys Ala Ser Thr Gly Phe Gly Ser 2Zsn Thr Arg Asn
225 230 . 235 240

Page 21



Sequences_342-31PCT.txt

Lys Lys Ile Tyr Asp Gly Gly aAla Arg Thr Glu Asp Asp Glu Gln Ser

245

His Pro Thr Lys Tyr Asp Tyr Val

210>
<Z21ll>
212>
«213>

36
2786
DHA
Mus

<400> 386
ggocegggaac

tgaagecatkg
ggccggcotgce
cecagtoace
agggtteace
tgtacgagce
cttegoooty
tetgacttet
étttgccaac
gggcggcatg
gttegtagge
ctgccgtage
ccaaaatgtt
cagaaacaaqg
taccaagtat
ttcccococaaga
gactgacate
ggccacatgt
ttagaggeea
catctggtga
tteoccoctteocte
aaattttaaa
acccacceed

gaaagatagt

260

musculus

cttcecagea
gocaccanca
atagcoeogoca
gcegtgtteo
gagtgeogge
ctgatgateg
aagtgcattc
gggatcttgt
atgctggtga
ggtggcatay
tgaggotgoty
ctgacaceag
gectacaggce
aagatcotacg
gactatghgt
agagctcace
tgaaagttgg
gtetgooket
taacacteac
tggaatggaa
gtacttaata
aggaaaaaaa
aacttgactyg

tgtgthtoce

agagggtyggt
cgtgocoaggt
ctgggatgga
agtatgaagg
catacttgac
tgggeattgt
gcattggtag
tcatcatete
ceaacttety
tgecagacogt
gaggccteac
atgacagcaa
ctggaggoett
atgggggtac
agtgctctaa
ccaaageaac
taaagcctga
aaatatccca
tttageccaa
tttgactcac
ageetgetga
aatacattaa
ataatagtaa

cgcagecagt

250

ggttgetect
ggtagggett
catgtggage
getetggagg
catecctggge
toebgggggte
catggatgag
cggcatcetgt
gatgtccaca
teagaccaqy
cectgattggg
cttcaaaget
taaggceage
ccgeacagas
gacccgecaa
guggagtctac
tttteateca
tcacaaaaca
cectotgett
agactaatac
tggtegattt
aaggcattat
tgaacaccac

catctgagtc

Page 22

ggaageotyge
cteectgtecce
actcaagacc
agttgecgtac
cttecrageca
atoggtatce
tetgocaagy
gcaatcattyg
gctaacatgt
tacacettey
ggagtgatga
gtgtcttacc
actggettty
gacgatgaac
cctgtgtgea
cttgttcoct
tagggaggct
gctgagttat
tttaccgtag
tttaatggtt
toccagettga
ttectactea
&taaaggaag

ccectatgtg

255

grooagrage
tectgggtck
tgtatgacaa
aacagageke
tgeckgecaagce
tegtgteocat
ccaagatgac
gtgtgtetgt
acageggeat
gtgcagetot
tgtgcatege
atgcctctgg
ggtccaacac
agtctecatee
ggaggaacee
tgttgattic
agacagtott
cgtitatgag
actttorttt
tagagaaact
ccaccaadggy
attgtgeott
aatgccagag

gtgatctaga

60

120

180

240

300

360

420

480

540

600

660

720

780

840

200

560

1026

1080

1140

1200

1260

1320

1380

1440



acattactcyg
tetgetgatt
agtcagaaat
gtatagttat
agcettacat
taagatceta
gaggtctecea
agtagcttaa
cgtgtetgge
cagttttgea
gettgtagga
gctocccagga
gogetatge:
ttaatagtge
gagtatgtac
ttttocccact
Ltatctgaaa
aaggagyggegy
ggtcecaaats
cacctgecoa
tcagttagtyg
tttttcocegee
tattaaaaca
«210=
«<211>

«212>
<2135

37

264
PRT
Mus

<400 37

ceacagtgat
ccagcaagge
tecoccctaga
aataaatagt
atagaaaaag
tataaatcca
cggecttagt
aacgggttet
atagctacag
gttctgacag
cgaccegtue
aatggagata
gtaagagect
atatataagt
agaccgtcta
gagactacag
tggcataaag
aaggaggtag
gaaggteace
cocaccagaa
ggtetcoggty
attgctgtct

ctgttaacat

musculus

Sequences_342-31BCT.txt

tttcaaagaa
cottocagag
agagtaagaa
atattagcaa
ctggggaaaa
agettecaaca
actcatagat
tetttttbet
ttactgccaa
ctgegocgay
asggagaasg
gggtgektcte
ggccateocaag
ggcctetggy
zggagctgtg
tgattitaga
aatgaacaga
aaataagaat
cetttgagge
agtcecotggt
tagcacctgg
tgttetetgt

ccatte

ggcaagcgay
ctttecacta
atagattctt
aacggtttgg
agaaageatc
gaagctcact
gcagccocty
ttetttttea
tcgacaggge
catcaatatg
catgaactee
caaaacccac
ttcctatgga
gggcagggat
ttgaccaaga
ctatactgaa
ccaaacasatt
ctagggeaty
catggacacé
cggaciggag
ctgtttcaaa

gttattaacc

Met Ala Thr Thr Thr Cys Gin Val Val Gly Leu

1

5

10

Gly Leu Ala Gly Cys Ile Ala Ala Thr Gly Met
25

20

Gln Asp Leu Tyr Asp Asn Pro Val Thr Ala Val

35

40
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cctgtteget
gaagtectee
ttgggtaacc
tatctcagty
ccktgacatt
gagtctaata
tttaaaagta
aaaaatccas
cacttetttyg
cagaccacac
atcteoatgt
ctgaacctga
gaaaaaggge
gaatattcag
goeaggttaa
gaaggeccete
taaggggagy
aagattgtta
atgcacecccea
gcagtgagaa
gotteceott

tocatgtett

ctgetoagea
ttctetegga
tgagtcctag
aattagtttec
gtetatagey
gktbtctttt
agaaaattaa
tagagacetyg
gtoctgtagyg
cettetetgt
gagoetgaat
aacagctgta
agtccttgea
tggtggetcoe
tacgesagagt
tggaaaatca
gggcaggtgg
aggttcttgg
ccoctaceec
tcagotgttt
gettbgoegt

gtacgttaaa

Leu Leu Ber Leu Leu

15

Asp Met Trp Ser Thr

30

Phe Gln Tyr Glu Gly

45

1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760

2786



Leu Trp
50

Pro Tyr
65

Arg Ser Cys

Phie Thr Ile

Ala Leu Met Tle Val

Ser Ile

Ala Lys

85

Phe Ala Leu
100

Ala Lys Met
115

Gly Ile Cys Alas Ile

130

Thr Asn Phe Trp Met

145

Met Gly Gly Met Val

165

Ala Leu Phe Val gly

Val Met

Phe Lys
210

i8¢

Met Cys Ile
1585

Ala Val Ser

Pro Gly Gly Phe Lys

225

Lys Lys

Iie Tyr Asp
245

Hig Pro Thr Lys Tyr

<210>
<211>
<212>
<Z13>»

<220>

260
3i8
40
HA
Artificial

Val

Leu

70

Gly

Lys

Thr

Ile

Ser

150

Gln

Trp

Ala

Ala
230

Gly

Asp

Gln
55

Gly
Ile
Cys
Leu
Gly
138
Thr
Thr
Val
Cys
His
215

Sexr

Gly

Sequences_342-31PCT.txt

Gln Ser Ser Gly Phe Thr Glu

Leu

Val

Ile

Thr

120

val

Ala

Val

ala

Arg

200

Ala

Thr

Ala

Val

Pro

Leu

Arg

105

Ser

Ser

Asn

Gln

Gly

185

Gly

Bar

Gly

Arg

Ala

Gly

g0

Ile

Gly

Val

Met

Thr

170

Gly

Leu

Gly

Phe

Thr
250

Page 24

Met
75

Val

Ile

Phe

Tyr

155

Arg

Leu

Thr

Gln

Gly

235

Glu

60

Ley

Ile

Serx

Leu

Ala

140

Ser

Tyx

Thr

Pro

Asn

220

Ser

Asp

Gln
Gly
Met
Phe
125
Asn
Cly
Thx
Leu
Asp
205
Val

Agn

Asp

Ala

ile

Bap

110

Ile

Met

Met

Phe

Ile

190

Asp

ala

Thr

Glu

Cys

Val

Leu

85

Asp

Ile

Leu

Gly

Gly

175

Gly

Ser

Tyr

Rryg

Gln
2585

Arg

Arg

80

Val

Ser

Ser

Val

Gly

160

Ala

Gly

Asn

Arg

Asn

240

Ser



<223>» Description of

<400> 38
gagaggatcc cgtacggtgy

<210> 38
<211s 37
«<212> DNA

<213» Artificial

«220>
<223> Descripticn of

<400> 39
gagagecggcee gectaacact

«210> 40
«211> 324
<212> DNA

<213> Artificial

<220>
223> Description of

<400> 40
cgtacggtgyg ctgcaccatc

ggaactgceet ctgttgrgty
tggaagatgy ataacgecect
agcaaggaca gracctacag

aaacacaaag tctacgcectg

agctteaaca ggggagaghg
<210> 41
«211> 107
<212> PRT

<213» Artificial

<220>
<223> Description of

<400> 41

Seguences_342-31PCT. {xt
arvificial sequence: Oligonuclectide

ctgcaccate tgtctteate

artificial sequence: Oligonuclieotide

cteocectogtt gaagete

artificial seguence: BPCR product

tgtetteocate ttocogeeat ctgatgagea gttgaaatcet
cetgetgaat aacttetate ccagagagge caaagtacag
craatcgggt aactoccadgg agagtgtcac agagcaggac
cctecageage acectgacge tgagcasage agactacgag
cgaagtcaco catcagggece tgagotogoo cgtcacaaay

ctag

artificial seguence: Translation of PCR product

Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu

1 5

10 15

Gln Leu Lys Ser Gly Thr ala Ser val val Cys Leu Leu Asn Asn Phe

20

25 30

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln

35

40 45

Ser Gly Asn Ser Gln Glu Ser Vval Thr CGlu Gin Asp Ser Lys Asp Ser

50

55 60
Page 25

40

37

&0

120

1840

240

300

324



Sequences_342-31PCT.txt

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu

63

70

75 80

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Glm @ly Leu Ser Ser

85

a0 95

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

<210>
<211>
<212>
<213

«220>
<223>

<4005

100
42
34
DNA
Artificial

Description of

42

gagaaagett tccaccaagg

<210>
211>
<212
213>

<2205
<223>

<400>

43

36

DNA,
Arvificial

Description of

43

gagageggee geotcatttac

<210>
<2il>
<2i2>
<213>

<220>
«223>

<4 00>

44

21

DNA
Artificial

Description of

44

taccagttga acttgacctce

<210
<Z1ix>
<212>
<213>

<220>
<223>

<400

45

581

DNA
Artificial

Description of

45

ggceccateygyg tetteccecoct

ctgggetgre tggtraagga

geoctgacca goggegtgea

artificial

gccoceateggt

artificial

ccggagacag

artificial

artificial

ggcacectcce
ctacttoces

cacctteceyg

105

sequence: Oligonucleotide

ctte

sequence: Oligonucleotide

ggagay

sequence: Cligonuclecotide

sequence: PCR product

tccaagagea ccotetgggygg cacagoggoo
gaaccggtga eggatgtegta gaactcagge

gctgtectac agtectcagy actctactcee
Page 26

34

36

21

&80
120

180



ctcageageyg
gtgaatcaca
zaaactcaca
ctettceeoe
gtggtggtag
gtggaggtge
gtggtcageyg
aaggteteca
cagcoooogag
caggtcagec
gagagcaatg
ggctecttel
gtetteoteat
tooetgtote
<210>
<211>

<212>
<213>

46
326
PRT

<220
<2235
<4Q0> 46

Gly Pro Ser
1

Gly Thr Ala

Val Thr Vval

35

Phe Pro
590

Ala

Val Thr
65

Val

Val Asn His

Vval

Ala
20

Ser

val

Pro

Lys

tggtgacegt
agcccagcaa
catgcccace
caaaacccaa
acgtgagcca
ataatgcecaa
tectcaceogt
acaaagcoct
aaccacaggt
tgacctgoct
ggcagecgga
toctcotatag

gocteecgtgat

Artificial

Description of

Phe

Leu

Trp

Leu

Ser

Pro
85

cgggtaaaty a

Pro

Gly

Asn

Gln

‘Ser

70

Ser

Leu

Cys

Ser

Ser

55

Ser

Asn

Sequences_342-31PCT.tXt

goootecage
caccaaggtg
gtgcocccagea
ggacacocte
cgaagaccct
gacaaageey
coctgcaccay
coccageecoe
gtacaccctyg
ggtcaaagge
gaacaactac
caagctoace

gcatgaggct

Ala

Leu

Gly

40

Ser

Leu

Thr

agettgagea
gacaagaaad
cctgaactcco
atgatétccc
gaggtcaagt
cgggaggagc
gactggetga
atcgagasaa
cececececatoce
tretateocea
sagaccacge
gtggacaaga

ctgcacaace

Pro Ser Ser

10

val
25

Lys Asp

Ala Leu Thr

Gly Leu Tyr

Thr Gln

75

Gly

Val
80

Lys Asp

cccagaccta
ttgageocaa
tggggggacc
ggacoccctga
teaactgata
agtacaacag
atggcaagga
cocatctecaa
gggatgagct
gcgacatcge
ctoceatget
goaggtggea

actacacgoea

Lys Ser Thr

Tyr Phe Pro

w g

Ser Gly Val

45

Ser Leu
&0

Ser
Thr Tyr Ile

Lys Lys Val

Page 27

catctgcaac
atcttgtgac
gtcagtctte
ggtcacatgce
cgtagacgge
cacgtacegt
gtacaagtygc
agccaaaggg
gaccaagaac
cgtggagtgg
ggactocgac

gcaggggaac

gaagagccte

artificial sequence: Translation of PCR product

Ser
15

Gly

Glu Pro

His Thr

Ser Val

Asn
80

Glu
95

Pro

249

300

360

420

480

540

&00

560

7240

780

640

a0

960

981



Sequences_ 342-31PCT.txt
Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Prc Glu
160 105 110

Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp
115 1290 125

Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys val val Val Asp
130 135 140

Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly
145 150 155 150

val Glu Val His Agn aAla Lys Thr Lys Pro Arg Glu Giu Gln Tyr Asn
165 170 175

Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp
180 183 190

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Sexr asn Lys Ala Leu Pro
195 200 205

Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu
210 215 220

Pro ¢ln Val Tyr Thr Leu Pro Pro S5er Arg Asp Glu Leu Thr Lys Asn
225 230 2358 240

Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile
245 250 ) - 288

Ala Val Glu Trp Glu Ser Asn Gly Gin- Pro Glu Asn Asn Tyr Lys Thr
260 265 270

Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys
275 2840 285

Leu Thr Val Asp Lys Ser Arg Trp Gln Gln @ly Agn Val Phe Ser Cys
29¢ 2588 300

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu
305 310 3156 320

Ser Leu Ser Pro Gly Lys

335
<210> 47
<211> 32
<212> DNA

«213> Artificial
Page 28 .



<220
<223> Description of

<220> )
<221> misc_feature
<222> (31})..(32}

Sequences_342-31PCT.txt

artificial seguence: Oligonucleotide

«223> n is a, ¢, g, or t

<400> 47
ctttttettt thbbettitt

«210> 48
<21i> 20
<212> DNA

<213> Artificial

<220
<223> Desceription of

<400> 48
aagcagtygt atcaacgrag

<210> 489
<211> 26
212> DNA

<213> Artificial.

«220>
<2235 Description of

<400> 49
ctgetecactg gatggtggga

«<210> B0
<211> 25
<212> DNA

«213> Artificial

<220>
<223> Description of

<4Q00> 50
gggacagtea ctgagetgcet

<210>» 51
<211l> 25
<212> DNA

«213> Artificial

«220>
<223> Description of

<400> 51
acaggggcca gtggatagac

210> 52
<211l> 27

Ettttttttt nn

artificial sequence: Oligonucleotids

agraftgeggyg

artificial seguence: Oligonucleotide

agatgg

artificial seguence: Oligonucleotide

cagag

artificial sequence: Qligonuclectide

cgatg

Page 29

32

30

26

25

25



<212> DNA

«213> Artificial
<220>

<223> Description of
<400> 52

agceaggygac caagggatag

«210> 53

<21l>» 45

<212> DNA

«213> Artificial
<220>

<223> Descripticn of
<400> 53

gtaatacgac tcactatagg
210> 54

«231> 22

<212> DNA

«213> Artificial
«220>

<223> Description of
<400> 54

gtaatacgac tcactatagg
<218= 55

<211> 3581

<212> DNA

«213> Artificial
<220>

«223» Description of
<400 5§

caggtteage tgeagcagte
t.ecctgraagg ctactgageta
cotggacatg gecettgagty
aatgagaagt tcaagggcaa
atgcaactca gcagectgac
tagcecetgot ttgettactyg
<210 5§

<211> 354

212> DNA

<213> Artificial
220>

<223»> Description of

Sequences_342-31PCT.txt

artificial sequence: Oligonucleotide

acagatg

artificial sequence: Oligonucleotide

goaagoagtyg

gtatcaacge agagt

artificial sequence: Oligonucleotide

gc

artificial

tggagctgag
cacakttcagt
gattggagag
ggecacattce

atctgaggac

gggecaaggg

artificial

sequence: PCR product

ctgatgaagc ctggggccte

agctactgga tagagtgggh
atttraccty gaagtggtag
actgragata catcctcraa
tctgocogect attactgbge

actctggtea ctatetetge

sequence: PCR product

Page 30

agtgaagata

aaageagagg

tactaactac

cacagectac

aagatatgat

a

27

45

22

60

120

i8¢0

240

300

351



<400> 56
cagatccagt

tcctgeaagg
¢caggaaagqg
gctgaagagt
ttgcagatca
tttggtaaty
«210>
<«21ll>

<212Z>
<213

57
148
DNA

<220
«223>

<400> 57
caggttcage

tcetgeaagg
actggacagy
aatgagaagt
atgcagetca
ggtgcetttyg
58

354
DNA

<210>
<21i>
<212>
<213>

<220>
<223>

<400> 58
caggtcocaac

tecetgoaagg
cotggacaag
aatcaaaagt

atgeagetea

aggggtaact

<Z20>
<211>
<2l2>
<213>

53
354
DNA

<2203

tgytgeagte
cttectgggta
gtttaaagtg
tcaagggacyg
acaacctcaa

ctatggacta

Artificial

Description of

tgcagcagte
cttctggeta
gecttgaghy
tcaagggeaa
geageekbgac

actactgggg

Artificial

Description of

tgcagecagee
cttctggeta
gecttgagtg
tcaaggacaa
geageccgac

cetttgacta

Artificial

Sequences_342-31PCT.txt

tggacctgag
taccticaca
gatgggctgg
gtttgectte

aaatgaggac

ctggggtcaa

artificial

tagagotgagy
cacctteact
gattggagag
ggccacactg
atetgaggac

coaaggrace

arctificial

tggggctgag
cacctteace
gatcggaaat
ggecacattg
atctgaggac

ctggggcecaa

ctgaagaage
aactatggaa
ataaacacca
tettbggaaa
acggetacat

ggaacctcag

ctggagagac
tgaactgggt
acactggaga
cctetgecag
atttetgtge

tcacegtete

sequence: PCR product

ctggegaggc
gactactata
atttatcctg
actgcagaca
tctgoagtet

actcteacag

ccggggettco
taaactgggt
géagtggtaa
aatcetoeag
atttectgtge

tctectea

sequence: PCR product

ctggtgagge
agetactgga
atttatcectt
actgtagaca
tetgeggtet

ggcaccacte

Page 31

ctgaggettce
taaactgggt
ctgatagtta
aatcctccag
attactgtac

tcacagtete

agtcaagatc
gaageoagget
gecaacatat
cactgectat
aagactggagt

ctca

agtgaagctyg
gaagcagagy
tacttactac
cacagcetac

aagatcgtat

agtgaagctg
gaagcagagg
tactaactac
cacagcctac
aagatcgtgg

ctea

60

120

180

240

3C0

354

60

120

180

240

30¢

348

60

120

180

240

aco

354



<223>

<400> 59
caggtteage

tcctgeaagg
actggacagy
aatgagaagt
atgcagctea
ttactacgyy
<210>
<211>

«212>
<213>

60
18l
DNA

<220>
<223>

«<400> 60
caggtteacce

tcatgeaagy
aagectggge
tatggagaga
tacttggage

gagggcetacy

<210>
<21l

61
339

Description of

tgeageagte
cttctggata
grettgagtg
tcaagggcaa
gcagectgac

ctatggacta

Artificial

Description of

tacaacagtc
attttgattc
atggatttya
agtttgagga
tcaacagtct

gtgooctggtt

<212>
<213>

DNA
Arvificial

<220>

<223> Description of

<400> 61
gacattgtga tgacacagtc

atgagctgea
tggtaccage
gaatctgggg
atcageagtg
cegetcacgt
«210>
<21i>

<21Z>
<213>

62
3ie
DNA

agtcragtca
agaaaccagg
tcecectgateg
tgcaggotga

tecggotgetgg

Artificial

‘Bequences_342-31PCT.txt
artificial seguence: PCR product

tggaccigay
cacattcact
gattggagag
ggccacactyg
atctgaggac

ctgggotcaa

arcvificial

tggttctgaa
agaagtcttc
atggattgga
caaagccacta
gacatctgag

tgcttactgy

artificial

tccatcctee
gagtotgtta
gcagectcct
cticacagge
agacctggca

gaccaageoty

ctggbgaage
gactatgrta
atttatectg
actgragaca
tctgeggtet

ggaacctcag

ctggggctte
taagctaggt
gaagtggtag
aatcctocaa
atttctgtge

tcaccgteteo

gequence: PCR product

ctgaggagatc
cettttgott
gacatactee
ctggatgeag

gactcogota

qgecaaggoa

ctgggtettc
atatgagttg
caagtattag
acacagtgte
tetactactyg

ctotggtoae

sequence: PCR product

ctgactgtga cageaggaga

aacagtggaa atcaaaagaa

aaactgttga
agtggatctg
gtttattact

gagetgaaa

Page 32

tetactggge
gaacagattt

gteagaatga

agtcaagatg
gaagcagaga
tacttactac
cacagcctac
aagaggggta

ctca

agtaaagett
gattaggcag
tagaacaatc
caacacagoo

Ltgcaagyguy

tgtetetgea

gaaggtcact
ctacttgace
atccactagyg
cactectcacce

ttatagttat

&0

120

180

240

390

354

60

120

i8¢0

240

300

360

60

120

180

240

300

339



«220>

<223> Description of
<400> 62

caaattgtte tcacccagte
ataacctgra gtgecagete
acttctocca aactctggat
ttcagtggca gtggatcetgg
gatgctgecoa cttattactg
accaagetgg saataaaa
«210> 63

<211> 321

<212> DNA

<213> Artificial
<220>

<223> Description of
<400> 63

gacattgtga tgacccagtc
atcacctgoa aggccagtea
gggcagtecte ctaaageact
cgcttcacag geagtggatc
gaagaccetyg cagattattt
ggcaccaage tggaaatcaa
<210> 64

<211> 339

<212> DNA

«213> Artificial
<220>

«223> Description of
<400> 64

gacattgtga tgtcacagtc
atgagetgea agtccagtca
tggtaccage agaaaccagg
gaatctgggyg tecctgateg
atcagceagty tgaaggetga
cegeteacgt teggtgetgy

<210> 68
<21l> 339

‘Sequences_342-31PCT. txt

artificial

tccagcaatce
aagtgtaage
ttatagcaca
gacctettac

ccagcaaagyg

arcificial

tcaaaaatte
gaatgttege
gatttacttg
tgggacagat
ctgtectgeaa

=3

artvificial

tecatecteoe
gagcctttta
gecagtctect
cttcacagyce
agacetgygea

gaccaagetg

sequence: PCR product

atgtctgecat ctoecagggga
tacatgcact ggtteocagea
tecaacctgg cttotagagt
tctctcacaa tcageoegaat

agtagttace cacccacgtt

sequence: PCR product

atgteccacat cagtaggaga

actgctgtay cctggtatca
gcatccaace ggoacactgy
ttcactctca coattagcaa

cattggaatt atcctetgac

sequence: PCR product

ctagetgtgt cagttggaga
tatagtagca atcaaaagaa
aaactgetga tttactgggo
agtggatctg ggacagattt
gtttattact gtcagcaata

gagctgaaa

Page 33

gaaggtcacc
gaagccagge
cc¢tgctcgc
ggaggctgaa

cggagggygsg

cagggtcage
acagaaacca
agbtccctgat
tgtgcaatct

gttcggtgga

gaaggttact
ctacttggce
atccactagy
cacteteace

ttatagctat

&0

120

180

240

300

318

&0

120

180

240

3oQ

321

64

120

180

240

300

339



Sequences_342-31PCT.txt
«212> DNA
«213> Artificial

<220>
<223> Description of artificial seguence: PCR product

<400>» €5
gacattgtga tgacacagtc tccatccteoe ctgactgtga cageaggaga gaaggtcact &0

atgagetgca agtocagtca gagtctgtta aacagtggaa atcaaaagaa ctacttgacce 120
tggtaccage agaaaccagg gcagecteoct aaactgitga tcotactggge atccactagy i80
gaarctgggg tecctgatceg cttcacagge agtggatctg gaacagatit cactctcacce 240

atcagecagig tgcaggctga agacctdgca gtttattact gtcagaatga ttatagtﬁat 300

ccattcacgt teggoteggg gacaaagttg gaaataaaa 339
«210> 66

«211i> 338

<212> DNA

<213»> Artificial

<220>
«223> Description of artificial sequence: PCR procduct

;:gg;tggga tgtcacagbte tcocatectoe ctggetgtgt cageaggaga gaaggtcact 60
atgagetgea aatcocagtea gagtotgote zacagtagas cccgaaagaa ctacktgget 1290
tggtaccagc agaasaccagyg gcagtctcoot aaactgctge tctactggge atccactagg 180
gaatctgogg tocctgatcg cttcacaggqe aghbggatcetg ggacagatit cacteteaco 240

atcagcagtg tgraggetga agacctggea gtttattact graagcaate ttataatcty 300

tacacgttcg gaggggggac caagctggaa ataaaa 336
«210> &7

«211l> 33%

<212> DNA

«213> Artificial

<220>
<223>» Description of artificial seguence: PCR product

<400> &7
gacatcgtga tgtcacagtc tcecatcctcoe ctagetgtgt cagttggaga gaaggttact &0
atgagetgca agtccagtca gagcctttta tatagtagca atcaaaagaa ctacttggec 120

tggtaccage agaaaccagg gceagtctcocct aaactgetga tttacfggge atccactagg 186

gaatctyggyyg tecctgateg cttcacagge agtggatctg caacagattt cactctgace 240
atcagcagtg tgcaggeoiga agaccttgea gattatcact gtggacaggg ttacagotat 300
cegtacacgt teggagdggy gaccaagctg gaaataaaa ’ 338

Page 34



<210> 68

<211l> 338

<212> DNA

<213> Artificial
«220>

<223> Description of
<480> 68

gacattgtga tgtcacagtc
atgagctgeca agtccagtea
tggtaccage agaaaccagg
gaatctgggg teectgateyg
atcagcagtg tgaaggeotga
cegeteacgt teggtgctaq
<210> 69

«211» 321

<212> DNA

«213> ALrtificial
<220

«2231» Description of
<430> 69

aacattgtaa tgacccaaktce
ttgacctygca aggccagtya
gageagtcte ctaaactget
cgctteacag geagtggate
gaagacctgg cagtttatta
gggaccaage tggagetgaa
<210> 70

<d1l> 43

<212> DNA

<213> Artificial
<220

«223> Description of

«<&00> 70
gagaaagcett goccgccacca

210> 71

«211l> 43

<212> DNA

«213> Artificial
<220>

<223> Description of

Bequences_342-31PCT. txt

artificial

tccatectee
gagcctttta
gcagtctect
cticacagge
agacctggca

gaccaagety

grtificial

tceccaaateeo
gaatgtggtt
gatatacgayg
tgeaacagat
ctgtcagcaa

a

artificial

tggaatggac

artificial

sequence: PCR product

ctagetgtgt
tatagtageca
aaactgetga
agtggatotg
gtttattact

gagctgaza

cagttggaga
atcaaaagaa
tttactggge
ggacagattt

gtcagcaata

seguence: PCR product

atgtccatgt
acttatgttt
geatooaace
tteactetea

tattatagct

cagtaggaga
cetggtatca
ggtacactyg
ccatcageag

atecgetcac

gaaggttact
ctacttggec
atcractagg
cactcteacc

ttatageotat

gagggteace

acagaaacca
ggtccocgat
tgtgaagget

gtteoggtget

sequence: Oligonuclieotide

ckgggtcttt cte

sequence: Oligonucleotide

Page 35

60

120

1480

240

360

338

60
120
180
2490
300

321

43



<&G0>

71

gagagggece ttygtggagy

<210>
«211>»
<212>
213>

220>
<2235

<400

72

47

DNA
Artificial

Description of

72

gagaaageott gocgocacca

<210>
<211l>
<212>
<213>

<220>
<2235

<4 Q0>

73

44

PNA
Artifiecial

Description of

73

gagagggecee ttagtggagg

<210>
<21l>
212>
<213>

<220
<223 >

<400

74

46

DA
Arvificial

Description of

74

gagaaagett geoogecaces

<210
211>
«212>
<213>

220>
<223>

<400

75

44

DA
Artificial

Description of

75

gagagggccc ttggtggagyg

<210>
<21l>
<212>
<213

<220>
<223>

<4 00>

76

46

DHA
Areificial

Degeription of

76

gagaaagett gocgeoeacca

Sequences_342-33PCT.txt

ctgeagagac

artificial

tggattgget

artificial

ctgaggagac

artificial

tggaatggat

artificial

ctgaggagac

artificial

tgggalggag

agtgaccaga gtc

sequence: Oligonucleotide

gtggaacttyg ctattee

sequence: Oligonucleotide

ggtgactgag gtte

seguence: Oligonucleotide

ctggatettt ctette

sequence: Cligonuclectide

tgtgagagtyg gtge

sequence: Oligenucleotide

ctgtatcate ctetic

Page 136

43

47

14

46

44

46



Sequences_342-31PCT.txt

«210> F7
<213i> 43
<212> DHA

<213> Artificial

220>
223> Description of artificial sequence: Oligonucleotide

<4 00> 77
gagagggoece ttggtggagg ctgaggagac tgtgagagtg gtg

<210> 78
<211l> 47
«<212> DNA

2213> Artificial

<220>
«223> Description of artificial sequence: Oligonucleotide

<400> 78
gagaaagett geocgocacca tggaatggag gatctticte tteateo

<210> 79
<21l> 44
<212> DNA

«213> Artificial

<220>
223> Description of artificial sequence: Oligonucleotide

<400> 79
gagagggccoe ttggtggagg ctgaggagac ggtgactgag gtto

«<210»> 80
<211l> 51
«212> DNA

<213> Artificial

<220>
<223> Description of artificial seguence: Oligonuclectide

<400> 80
gagaggtcote aagcttagoo accatggact ggatttggat catgoctecat c

«<210> 81
«21l> 44
<212> DNA

<213> Artificial

<220>
<223> Desgcription of artificial sequence: QOligenucleotide

<400> 81
gagagggecoe ttggtggagg ctgcagagac agtgaccaga gteoe

<210> 82
<211l> 43
<212> DXNA

<213> Artificial
Page 37



220>
<223> Description of
<400> B2

gagaaagett googeoacea

«210> B3

<211l> 34

<212> DNA

«213> Artificial
220>

<223> Description of

<400> 83
cacacgtacg tttcagcectce

<210> B4

<211> 46

<212> DNA

«213> Artificial
<220>

<223> Description of

<4£00> B4
gagaaagctt gccgecacea

<210> 85

<21i» 30

«212> DNA

«213> Artificial
<220>

«223> Description of

<400> B85
cacacgtacg ttttatttec

<210> 85

<211> 44

«212> DNA

<213» Artificial
<220>

<223> Description of
<400> 86

gagaaagctt gccgocacca

<210> 87

<21l> 33

«212> DNA

<213> Artificial
<220>

<223> Descripticn .of

Sequences_342-31PCT.txt

artificial seguence: Oligonuclectide

tggaatcaca

artificial

agettggtce

artificial

tgcattttca

artificial

agcottggtoe

artificial

gactcaggte cLea

sequence

cagc

sequenge :

0ligonuclectide

Oligonucleatide

agtgcagatt ttcage

seqguence:

Oligonuclectide

sequence: O0ligonuclegtide

tggagtttca gacccaggte Ettg

artificial

sequence:

Oligonucleotide

Page 38

43

34

46

30

44



<400

B7

cacacgtacg tttgattteeo

<210>
«211>
¢212>
<213

«220>
<223

<400>

88

46

DA
Artificial

Description of

88

gagaaagett gcogocacca

<210
211>
212>
<213

220>
<223

<4 00>

Description of

838

cacacgtacg tttcagetec

<218
211>
<212>
<2135

<220>
<223>

<400>

50

48

DNA
Arcificial

Description of

¢

gagaaagctt googeocacca

<210>
211>
<212>
<213>

<220>
«223>

<400>

21

30

DNA
Artifieial

Description of

21

cacacgtacg ttttattteo

<210>
<211>
<212>
<213

<220>
<223

<400>

92

49

DL
Areificial

bDescription of

92

gagasagett googocacca

Sequences 342-31PCT.txt

agettggtge

artificial

tggattcaca

artificial

agettggtoo

artificial

tggaatcaca

artificial

aactttgtee

artificial

tggattcaca

cte

sequence: Oligonuclectide

ggoccaggtt cttatg

sequence: Oligonucleotide
sequence: Oligonuclectide
gactcaggtc ctecatyg

sequence: Oligonuclectide

sequence: Oligonuclectide

ggeccaggtt cttatrattg

Page 39

33

48

3¢

46

39

43



<210>
<211>
<212>
«213>

<220>
«223>

<400

Sequences 342-31PCT.Lxt

93

30

DA
artificial

Description of artificial

83

cacacghacg ttttatttce agecttggtece

<210
211>
<212>
213>

<220>
<223>

«400>

94

46

NS
Artificial

Description of artificial

94

gagaaagett geegooacca tggattcaca

210>
<Z1l>
«212>
<213

<220>
<223

<400>

a5

30

DNA
Artificial

Description of artificial

95

cacacgtacg ttttatttee agcecttggtoeco

<210>
cZ21ix
«212>
<213>

<220>
<223>»

<4 00>

86

46

DRA
Artificial

Description of artificial

96

gagaaagett geccgccacca tggattcaca

<210>
z211>
<212>
<213>

<220
<223>

«<400>

97

33

DNA
Artificial

Description of artificial

a7

cacacgtacg tttcagetoe agettggteco

<210>
«211l>
<212>
<213>

98

41

DHA
Artificial

gequence: Oligonuclectide

seguence: Oligonuclectide

ggocecaggtt cttatg

sequence: Oligonuclectide

sequence: 0ligonucleotide

ggctcoaggtt cttatg

sequence: Oligonuclectide

cag

Page 40

30

123

30

48

33



«220>
<223>

<400> 98
gagaaagett

210>
211>
<212>
213>

9%
3¢
DNA

<220>
<223>

<400> 99
cacacgtacg

«210> 108
<211>
<212>

2213

DNA
220>
223>

«<400> 100
atggaatygyga

gttcagctge
tgcaaggeta
ggacatagec
gagaagttcé
caactcagea
cectggtttyg
ggcccategg
ctggactgoe
gcoctgacca
ctcageageg
glgaatcaca
aaaactcaca
ctcttoccecce
gtggtggtsy
grggaggtge
gtygtcageg

aaggtetoea

Description of

ageraceatg

Artificial

Description of

ttecagetoe

1401

Artificial

Description of

cotgggtott
agcagtetgg
ctggctacac
ttgagtggat
agggraaggac
gectgacate
cttackgggg
tetkceooect
bggtcaagygsa
gcggcgtgea
cggtgacegt
agcccagcaa
catgeccace
caaadcocaa
acgtgagcoa
ataatgecaa
tectoacegt

acaaageocet

Sequences_342-21PCT.txt

artificial

gaatcacaga

artificial

agcttggtee

artificial

cgtetteocoe
agetgagoety
attcagtage
tggagagatt
cacattcact
tgaggactet
ccaagggact
ggcaccctoc
ctacttecce
caccttocog
geecoteeage
caccaaggty
gtgcccagea
ggacacccte
cgaagacect
gacaaagoeyg
corgeaccay

cagageeces

sequence: Oligonucleotide

ctotggbott

C

sequence: Oligomnucleotide

41

30

seguence: chimeric monoclonal antibody

ctgtecagtaa
atgaagocty
tactggatag
ttacctggas
gcagatacat
geccegtetatt
ctggtoactg
tecaagagea
gaacaoggbga
getgtectac
agetbgggea
gacaagaaayg
cctgaactco
atgatcteocece
gaggtcaagt
cgggaggage

gactggeotga

ctgecaggtgt
gggcctéagt
agtgggtaaa
gtggtagtac
gutecaacas
actgtgeaag
tetetgeage
cctetgageg
cggtgtegtg
agtcctcagg
cocagaccta
ttgageoeaa
tggggggacc
ggacccetga
tcaactggta
agtacaacayg

atggcaagga

atcgagaasa ccatctceaa

Page 41

ccactoecag
gaagatatcce
geagaggect
taactacaat
ageetacatg
atatgattac
ctccaccaag
cacagcggec
gaactcagge
actctactece
catctgcaac
atecttgtaac
gtecagtettc
ggtcacatgc
cgtggacggc
cacgtacogh
gtacaagtgc

ageeaaaggg

60

120

180

240

290

360

420

480

540

600

660

720

780

840

500

260

1020

1080



cagccccgag
caggtcagec.
gagagcaatg
ggcteeLtet
gtetteteoat
tcectgtete
«210>
<211>

<212
«213>

101
DNA
<220
<223

«400> 101
atggattggce

atccagttgg
tgcaaggett
ggazagggtt
gaagagttca
cagatecaaca
ggtaatgeta
aagggcceat
geoccectgggot
ggegeceetga
tcecteagea
aacgtgaatc
gacaaaacte
ttoctettee
tgegtggtag
ggegtyggagy
cgtgtggtca
tgcaaggtcet
gggcagosec
aaccaggtca

tgggagagca

1404

aaccacaggt
tgacctgeet
ggeagecgga
tcetctatag
getocecgtgat

cgggtaaatyg

Artificial

Description of

tgtggaactt
tgcagtctgg
ctgggtatac
taaagtggat
agggacggtt
acctcaaaas
tggactactg
cggtottooe
geoctggteaa
ccageggegt
gecgtggtgac
acaagoccayg
acacatgcoo
ccccaaaacq
tggacgtgay
tgeataatge
gegtoctezao
ccaacaaage
gagaaccaca
gcctgacctg

atgggcagce

Sequences_342-31PCT.txt

gtacaccctg cgcccatcec gggatgasct gaccaagaacg

ggtcaaaggc
gaacaactac
caageteacc
gecatgagget

a

artificial

getatteooty
acctgagetyg
cttcacaaac
gggctggata
tgeccttetet
tgaggacacyg
gggtcaagga
cctggoacco
ggactacttc
gcacaccttc
cgtgeectoo
caacaccaag
accgtgeoca
caaggacace
ceacgaagac
caagacaaag
cgtectgeac
cotoegcaged
ggtgtacace
ccragtcaaa

ggagaacaac

ttctatecca gegacatege cgbggagtgg

aagaccacge cteocgtget ggacteocogac

gtggacaaga gcaggtggea goaggggaac

ctgeacaace actacacgra gaagageetc

1140

1200

1260

1320

1380

1401

sequence: chimeric menoclonal antibody

atggeagetyg
aagaagectg
tatggaatga
aacaccaaca
ttggaaacct
getacatatt
acctcagtca
Ecctccaaga
ccogaacogy
ccggetgtee
ageagcttgg
gtggacaaga
goacctgaac
ctcatgatet
cotgaggtea
cegeggdgagy
caggactgge
cececatcgaga
ctgececcecat
ggettotate

tacaagacca
Page 42

cccaaagtat
gagagacagt
actggatgaa
ctggagagee
ctgecageac
tctgtgecaag
ccgtetecte
goacctetgy
tgacggtgte
tacagtcctce
gcagccagac
aagttgagco
tcoctgggogg
cocggacece
agttoaactg
agcagtacaa
tgaatggeaa
aaaccatete
cococgggataga
ccagcgacat

vgeeteoogt

ccaagcacag
caagatctce
geaggoeteda
gacabatgct
tgeoctatttg
actgggtttt
agccteocace
gggcacagceg
gtggaactca
aggactctac
ctacatcoctge
caaatcttgt
accgheagte
tgaggtcaca
gtacgtggac
cagcaggrac
ggagtacaag
caaagccaaa
gctgaccaag
cgoogtagay

gctggactceo

60

126

180

2440

300

360

420

480

540

600

660

720

780

840

900

360

1020

1080

1140

1200

1260



gacggetect
aacgtottet

ctetecetat

<210> 102
=211
<212>

<213

DNA
<220>
<223>

<400> 102
atggaatgga

gttecagetge
tgeaaggeLt
ggacagggee
gagaagttca
cagetcagea
goottigact
ccatecgghkct
ggctgeectgg
ctgaccagcyg
agoagegegy
aatcacaagc
acteacacat
ttececeocceaa
gtggtagacy
gaggtygcata
gtcagegioc
gtotooaaca
ccecgagaac
gtragcctga
agcaatgggc
tcottotteo
ttetcatget

cegtctecgg

1398

tcttecteta

catgeteegt

ctecgggtaa

Artificial

Degeription of

tetgoatott
agcagtctgg
ctggotacac
ttgagtggat
agggcaaggce
goctgacateo
actggggccea
tceeeoctgge
tcaaggacta
geogtgcacac
tgacecgtgoo
ccagcaacac
geooeacegty
aacccaagga
tgagoccacga
atgecaagac
traccgtoct
aagccctoca
cacaggtgta
cctgectggt
agccggagaa
toctatageaa
cogbgatgea

gtaaatga

Sequences 342-31PCT.Lxt

tagcaagctc accgtggaca agagecaggtg gecagcaggygy

gatgeatgag getctgeaca accactacad goagaagago

atga

arcificial

totctteate
agctgagety
cttcactgac
tggagagatt
cacactgact
tgaggactct
aggecaccact
acccteatee
ctteocecegaa
ctteoecgget
ctececageage
caaggtggac
cceageacet
caccoteatyg
agaccctgag
aaagecgogg
gcaccaggac
agcoeccate
caccctgeceo
caaaggette
caactacaag
gctecacegty

tgaggetotyg

1320

1380

1404

sequence: chimeric monoclonal antibody

ctctcaggaa
959§9§CCC9
tactatataa
tatcctggaa
geagacaaat
gcagtetatt
ctcacagtet
aagagcacct
ceggtgacgy
gtocectacagt
ttgggeacco
aagaaagttg
gaacteootgy
ateteceogaa
gtcaagttea
gaggagcagt
tggctgaaty
gagaaaacca
cecatcocggy
tatcecageg
accacgecte
gacaagagca

cacaaccact

Page 43

ctgeaggtat
gggettoagt
actgggtgaa
gtggtaatac
cotecageac
tctgtgcaag
cctecagocte
cLygygyyCac
tgtegtggaa
cctcaggact
agacctacat
agccoaaate
ggggacogte
cocctgagat
actggtacgt
aCaacaAgrac
graaggagta
tcktcocaaage
atgagectgac
acategeoogt
cogtgetyga
ggtggcagea

acacgcagada

ceactgecay
gaagctgtee
gcagaggact
ttactacaat
agectacaty
atogtatggt
caccaaggac
ageggeecty
ctcaggegee
ctactceccte
ctgcaacgtyg
ttgtgacaaa
agtcttecte
cacabtgegtg
ggacggegtg
gtaceogtgtyg
caagtgcaag
caaagggeayg
caagaaccag
ggagtgagay
cteocgacgye
ggggaacgtc

gagcocteteo

&0

120

180

240

300

360

420

480

540

600

660

720

780

840

a0

260

1020

1080

1140

1200

1260

1320

1380

1388



103
1404
DNA
Arti

<210
<21l>
<212>
<213>

<220>

<223> Desc

<4006> 1£3
atgggatgga

gtecaactge
tgcaaggett
ggacaaggcc
caaaagttca
cagctecagea
gotaactect
dagggcccat
geectggget
ggcgoeetga
teceoctcocagea
aacgtgaatc
gacaaaactc
ttectektec
tgcgtgatygy
ggcgtggagg
cgtgtggtca
tgcaaggtet
gggcageaec
aageaggtea
taggagagca
gacggebect
aacgkcttet
ctetocotgt
<210>
<211>

<212>
<213>

104
1401
DNA
Arti

ficial

ription of

gctgtatecat
agcagcctgy
ctggctacac
ttgagtagat
aggacaagygc
goeggacatc
ttgactactg
cggtettece
gcctggtoaa
ccagoggegt
gegtggigac
acaagcecag
acacatgccec
ceocaaaace
tggacgtgag
tgcataatgeo
gcytecocteac
ccaacaaage
gagaaccaca
geeotgacotg
atgggcagec
tctteocteta
catgeteogt

cteoocgggtaa

ficial

Segquences_342-31PCT.txt

artificial

cctettettg
agotgagety
ctteaccage
cggaaatatt
cacattgact
tgaggactet
gggccaagge
cetggeaco
ggactacttc
geacacctte
cgtgeoeted
caacaccaagy
accgtgecca
caaggacace.
ccacgaagac
caagacaaag
cgtootgeac
coteccageo
ggtgtacace
cetggtecaaa
ggagaacaac
tagcaagete
gatgcatgag

atga

gtagcaacay
gtgaggcctg
tactggataa
tatccttotg
gtagacaaat
goggtoetatt
accactectea
tectegaaga
ccocgaaccgy
ceggetgtcee
agoaget gy
gtggacsaga
gecacctgaac
ctcatgatcet
cctgaggtea
ccgegggagyq
caggactggce
cecatcgaga
ctgeocecat
ggctictate
tacaagacca
accgtggaca

gctetgeaca

Page 44

ctacaggtgt
gggcttcagt
actyggtgaa
atagttatac
cctcecageac
actatacaag
cagtctecte
gecacctectgy
tgacgatgte
tacagtectc
goacccagac
aagtitgagec
tcctagagag
ceceggaceog
agttcaactyg
agcagtacaa
tgaatggcaa
aaaccatcte
cocgggatga
cragegacat
cgeetoceat
agagcaggtg

accactacac

ceacteoecag
gaagctgteoe
geagaggecet
taactacaat
agcetacatyg
atcgtggagy
agcctecace
gggcacagcy
gtggaactea
aggactctac
ctacatctge
caaatcotigt
accgicagte
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagcraaa
gekgaccaay
cgeogtggag
getggacteo
gcageagggg

gcagaagage

sequence: chimeric moncclonal antibody

&0

126

1890

240

300

360

420

480

5440

600

660

72¢

780

840

200

260

1020

1a80

1140

1200

1260

1320

138¢

1404



<2280>
<223>

<400> 104
atggaatgga

cagctgeage
aaggcttetyg
cagggecttg
aagtiCaayg
cteagecagece
cgggetatgg
ggcccatogg
ctgggetgeoc
geoetgacca
cteagoageyg
gtgaatcaca
aaaactcaca
ctettcceece
gtggtggtgg
gtggaggtge
gtggtcagcg
aaggtctcca
cageeoegag
caggtcageco
gagagcaatg
ggcteettct
gtectteteat
toccetgtete
<2105
<211>

<21i2>
<213>

145
DNA
<220>
w223

<400> 105
atggactgga

Description of

gagatetttet
agtetggace
gatacacatt
agtggattay
graaggcooac
tgacatctga
actactgggyg
tocticceeet
tggtcaagga
geggogigea
tggtgaccgt
ageccageaa
catgececace
caaaacccaa
acgtgageca
ataatgecaa
teeteacegt
acaaagcect
aaccacaggt
tgacctgoect
ggcageagga
tcctetatag
getocegtgat

cgggtaaaty

1410

Artificial

Descyiption of

tttggatcat

Sequences_342-31PCT. txt

artificial sequence: chimeric monoclonal antibody

ctteatcetyg
tgagcrggtyg
cactgactat
agagatttat
actgactgcea
ggacteotgeyg
tcaaggaace
ggcaccctcc
ctactoooee
cacctteoeey
gccétccagc
caccaaggtg
gtgecoccagoa
ggacaceete
cgaagaccck
gacaaagccg
cetgoaccag
corageegsce
gtacaccctyg
ggtoaaaggc
gaacaactac
caagcteace
gratgagget

a

tcaggaactg
aageetagysg
gttataaget
coctggaagtyg
gacaaatcct
gtetatttet
tcagtcaccyg
tecaagagea
gaaccggtga
goetgtoctac
agertgggea
gacaagaaag
coctgaactee
atgatctecc
gaggtcaagt
cgggaggagc
gactggetga
atcgagaaaa
ceeccatece
ttctatecca
aagaccacge
gtggacaaga

ctgcacaace

caggtgtcca
cttcagtgas
gggtgaagea
gtagtactta
ceaacacago
gtgcaagagyg
tetectcage
cctetgygay
cggtgtegty
agtccteagg
cccagacecta
ttgageccaa
togggggace
ggacccciga
tcaactggta
agtacaacag
atggeaagga
ceatctecaa
gggatgagct
gegacatoge
ctecogtgot
gcaggtgygcea

actacacgca

ctecccaggtt
gatgtectge
gagaactgga
ctacaatgag
ctacatgcag
aggtattacta
ctooaccaag
cacagoggea
gaactcagge
actctactco
catctgcaac
atcttgtgac
gtocagtette
ggtecacatge
cgtggacgge
cacgtaccgt
gtacaagtgce
agccaaaggg
gaccaagaac
cgtggagtad
ggactccgac
gcaggggaac

gaagagcotc

50
120
180
240
300
360
420
480
540"
500
660
720
780
840
500
360

102¢
1080
1140
1200
1260
1320
1380

1401

artificial sequence: chimeric monoclonal antibody

gctocatetyg ctggeageag ctacaggtat ccaatcecag

Page 45
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gttcacctac
tgcaaggatt
coetgggeatg
ggagagaagt
ctggagetca
ggctacagtyg
tecaccaagg
acagcggecoco
aactcaggcy
ctectactcce
atctgeaacy
tcttgtgaca
tcagtectteco
gtcacatgeg
grtggacggey
acgtaccgtg
tacaagtgca
gocaaaggge
accaagaace
gtggagtggy
gagtoegacy
caggggaacg

aagagectct

<210> 108
<211> 723
<212> DNA
<213>

<220>
<223>

<400> 106
atggaatcac

gacattgtga
atgagetgea

tggtaccage

aacagtetgy
ttgattcaga
gatttgaaktg
ttgaggacaa
acagtctgac
cotggtttge
goocatoggt
tgggctgect
ccetgaceag
tcagcagegt
tgaatcacaa
zaactracac
tetteccace
tggtggtgga
tggaggtgea
t.ggtcagecgt
aggtctccoaa
agccocgaga
aggteagect
agagcaatgg
goteocttete
tctteteatg

coctgtctor

Artificial

Descripticn of

agactcaggt
tgacacagte
agtccagtes

agaaaccagyg

Seguences_342-31PCT.txXt

ttetgaactyg
agtcttecet
gattggagac
ageccacacty
atctgaggac
ttactgggac
ctteoccecty
ggtcaaggac

cagegtacac

ggtgaccgtyg

geocageaac

atgcccaceg

aaaacccaayg

cgtgagccac

taatgccaag

ccteacegte
caaagcccte

accacaggtyg

gacctgecty

gcagecggag
cetetatage
cteccgigatg

gagtaaatga

artificial

ccteatgioo
tccatectcee
gagtctgtta

gcagectect

aggagtectg ggtcoctteagt

tctgecttata
atacteccaa
gatgcagaca
tctgetatet
caagggacte
goaccetoct
tacttcoecyg
accttecogg
ccctccagcé
accaaggtgy
tgecccageac
gacacoctea
gaagaccctyg
acasagecoge
ctgeaccagg
ccagccceca
tacaccetge
gtcaaéggct
aacaactaca
aagcrcaceg

catgaggctc

tgagttggat
gtattggtag
cagtgtacaa
actactgtgc
tggtcactgt
ccaagageac
aaccggtgac
ctgteotaca
gcttgggeac
acaagaaagt
ctgaactect
tgatctcoog
aggtcaagtt
gggaggagca
actggctgaa
tcgagaaaac
cocoateaey
tetateccag
agaccacgcce
tggacaagag

tgcacaacca

aaagctttea
taggcagaay
aacaatctat
cacagecotac
aagaggggag
ctotgrageo
ctetggggge
ggtgtegtygg
gteectcagga
ccagacctac
tgagecocaaa
ggggggaccyg
gaccecctgayg
caactogtac
gtacaacagc
tggcaaggag
catctccaaa
ggatgagety
cgacatcgee
tcecgtgety
caggtggeay

ctacacgeayg

120

180

240

480

549

600

660

720

780

840

- 800

960

1020

1080

1140

i200

1260

1320

1380

1410

sequence: chimeric monoclonal antibody

etgetgtiet
ctgactgtga

aacagtggaa

gggtatctgg tacctgtggyg
cageaggaga gaaggtecact

atcasazgaa ctacttgace

aaactgttga tctactggge atccactagg

Page 46
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gaatctggeg
atcagcagty
ccgctcacgt
gtotteatet
ctgectgaata
caatcgggta
cteageagea
gaagtcaccoe
tag

107
708

<210>
<211>
<212>
213>

<220>
223>

<4£00> 107
atgcattttc

agaggacaaa
gteaccataa
ccaggeactt
gctecgotica
gctgaagaty
gagggggacca
ceatetgatg
tatccecagag
caggagagty
acgetgagea
ggcctgaget
<210>
<2%1l>

<2i2>
<213>

108
705
DRA

<220>
223>

<400> 108
atggagtttce

DNA
Artificial

tcecetgateg
tgecaggetga
tcggtgetgg
tcceogocate
gcttetatec
actcccagga
ceotgacget

atcagggoct

Description of

aagtgcagat
ttgttoteac
cetgeagtye
ctccecaaact
gtggcagtgyg
ctagccactta
agctggaaat
agcagttgasa
aggccaaagt
teacagagea
aagcagacta

cgeoegtoac

Artificial

Description of

agaccecaggt

Sequences_342-31PCT. txt

cttoacague
agacctggea
gaccaagctg
tgatgageag
cagagaggcec
gagtgtcaca
gageasagea

gagotogoee

artificial

tttcagettce
coagteteca
cageteaagt
ctggatittat
atectgggacco
ttactgeocay
aaaacgtacg
atctggaact
acagtggaaqg
ggacagcaag
cgagaaacac

adagagctte

artificial

cttogtatte

agtggatctyg
gtttattact
gagoetgaaac
ttgaaatctyg
aaagtacagt
gagoaggaca
gactacgaga

gtcacaaaga

gaacagattt
gtcagaatga
gtacggtggc
gaactgoctc
ggaaggtgga
gcaaggacag
aacacaaagt

gcttecaacag

caétctcacc
ttatagttat
tgeaccatot
tgttgtgtge
taacgceote
cacctacagc

ctacgcctgce

gggagagtgt

300

360

420

480

540

600

660

720

723

sequence: chimeric monoclonal antibody

ctgctaatca
gecaatcatgt
gtaagttsaca
ageacatcca
tecttactetc
caaaggagta
gtygetgeac
gecltctgtig
gtggataacg
gacagcacch
aaagtctacg

aacaggggag

gtgceteagt
ctgeatctee
tgeactggtt
acctggette
tcacaateag
gttacoeace
catcotgtott
tgtgeeoctbget
coccteoaate
acageetoag
cctgogaagt

agtgttag

cataatgtcce
aggggagaag
ccagcagaag
tggagtecct
ccgaatggag
cacgttogga
catetteeceg
gaataactte
gggtaactce
cagcacechyg

caccgatcag

60

120C

18¢

240

300

ig0

4290

480

549

600

660

708

sequence: chimeric monocleonal antibody

gtgttgetct ggttghbotgg tgttgatgga

Page 47
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gacattgtya
atcacctgca
gggecagtetc
cgettcacag
gaagacctgg
ggeaccaage
tetgatgage
coccagagagg
gagagtgteoa
ctgagcaaag
ctgagcikoge
«210>
<2Ll>

<2125
<213>

108
723
DNA

<Z2Z2{>
<223>

<400> 109
atggattcac

gacattgtga
atgagetgea
tggtaccage
gaatetgggg
atcagcagtyg
ccgetcacgt
gtctteatet
ctgctgaata
caateggota
ctcagcagca
gaagtcacce
tag

<210>
«2il>

<212
<213>

110
723
DHA

tgaccgagte
aggecagtca
ctaaagcact
geagtggate
cagattattt
tggaaatcas
agttgaaatc
ccaaagtaca
cagagoagga
cagactacga

cegbeacaas

Artificial

Description of

aggecoccaggt
tgtcacagtc
agtccagtca
agaaaccagy
tecetgateg
tgaaggetga
teggtgetgg
teocecegeocate
acttetatee
actoecagga
cecctgacget

atcagggect

Artificial

Bequences_342-31PCT. txt

tcaaaaattc
gaatgttegt
gatttacttg
tgggacagat
ctgtctgcaa
acgtacggty
tggaactgee
gtggaaggtg
cagcaaggac
gaaacacaaa

gagocttcaac

arcificial

tcttatgtta
teeateetec
gagectttta
goagteteet
ctteacagge
agacctggea
gaccaagctg
tgatgagcag
cagagaggcc
gagtgtcaca
gagcaaagca

gagcectecgeeo

atgitccacat
actgctgtag
geatocaace
tteactotea
cattggaatt
gctgeaceat
totgttgtgt
gataacgccce
agecacctaca

gtetacgeet

aggggagagt

cagtaggaga
cctggtatcea
ggcacactgg
ccattageaz
atcetcectgac
ctgtctteat
gcctgetgaa
tccaateggy
goccteageagy
gcgaagtceac

gttag

caggatcage
acagaaacca
agtecctgat
tgtgeaatcet
gttecggtgga
ctteocgeca
taacttetat
taactcccag
caccctgacy

ccatcaggyge

120

180

240

300

380

420

480

540

600

660

7085

sequence: chimeric moncclonal antibody

ctgctgotat
ctagetgtgt
tatagtages
aaactgotga
agtggatetg
gtttattact
gagctgaaac
ttgaaatety
azagtacagt
gagcaggaca
gactacgagsa

gtcacaaaga

Page 48

gggtatctgg
cagttggaga
atcaaaagaa
tttactgggce
ggacagattt
gtcageaata
gtacggtgge
gaactgeote
ggaaggtgga
gcaagyacay
aacacaaagt

gcttoaacag

tacctgtggg
gaaggttact
ctacttggee
atccactagg
cactcteacce
ttatagctat
tgcaccatct
tgttgtgtge
taacgeecete
cacctacagce
¢tacgeetge

gggagagtgt

&0

120

1890

240

300

360

420

480

540

s00

660

720

723



<220>
<223>

<400> 110
atggaatcac

gacattgtga
atgagcetgea
tggtaccage
gaatctgggy
atcageagtyg
ccattcacgt
geetteoatet
ctgetgaata
caatcgggta
ctcagcagca
gaagtoaceo
tag

<210>
«211>

<212>
213>

111
720
DA

<220>
<223>

«400> 111
atggatteac

gacattgtga
atgagctgca
tggtaccage
gaatotgggg
atcageagty
tacacgttcg
ttecatcttco
ctgaataact
tegggtaact
agcagcacce

gtcacccate

Degcription of

agactcaggt
tgacacagte
agtccagtea
agaaaccagg
tceoctgateyg
tacaggcetga
tecggeteggg
tecegecate
actteotatee
actcccagga
coctgacget

ateagggecet

Artificial

Description of

aggoccaggt
tgtcacagte
aabtccagtca
agasaccagg
tccotgateg
tgeaggetga
gaggggggac
cgccateotga
tctatcceag
cccaggagag
tgacgctgag

agggcctgag

Sequences_342-31PCT.Lxt

artificial sequence: chimeric wmeonoclonal antibody

ccteatgtoc
tecatectec
gagtctgtta
gcagecteet
ctteacagge
agacctggea
gacaaagttg
tgatgageag
cagagaggee
gagtgtoaca
gagcaaagca

gagetegooe

artificial

tcttatatty
tecatecteoe
gagtctgete
gcagtctect
cttcacagge
agacetggra
caagctggaa
tgagcagttg
agaggcecasa
tgtcacagag
caaagcagac

ctegeoegto

ctgetgttct
ctgactgtyga
aacagtggaa
gaactgttga
agtggatetyg
gtttattact
gaaataaaac
ttgaaatetyg
aaagtacagt
gagcaggaca
gactacgaga

gteacaaaga

gggtatatgg
cagoaggaga
atcaasagaa
tctactgogge
gaacagattt
gtcagaatga
gtacggtgac
gaactgccte
ggaaggtgga
goaaggacag
aacacaaagt

getteaacay

tacctgtggy
gaaggtcact
ctacttgace
atccactagy
cactcteace
ttatagttat
tgcaccatct
tgttgtgtge
taacgcectce
cacctacage
ctacgeetge

gggagagtgt

60

120

180

240

308

350

420

480

540

600

660

720

seguence: chimeric monoclonal antibedy

ctgeotgotat
ctggetatgt
aacagtagaa
azactgctga
agtggatctg
gtttattact
ataaaacgta
zaatctggaa
gtacagtgga
caggacagca
tacgagaaac

acaaagagct

gggtatetygy
cageaggaga
¢ccgaaagaa
totactggge
ggacagattt
goaagcaatc
cggtggetge
ctgecctotgt
aggtagataa
aggacageac
acéaagtcta

tcaacaggag

Page 45

tacctgtyggy
gaaggtcact
ctacttggct
atccactagg
cagtercace
ttataatctg
accatctgte
tgtgtgeoty
cgecetcecan
ctacagectc
cgcctgegaa

agagtgttag

&0

120

180

240

3Qo0

360

420

4880

540

500

€60

720



«210> 112
<21l 723
<21l2> DNA
«213>

<220>
223>

<400> 112

Artificial

Description of

atggattcac aggcccagot

gacatecgtga
atgagctgca
tggtaccagc
gaatctgggg
atcagecagtyg
cegtacacgt
gtcttocatet
ctgctgaéta
caatcggata
ctcagcagea
gaagtcacoceo
tag

«210> 113
<21il> 723
<212> DNA

213>

<220>
223>

<400> 113
atggattcac

gacattgtga
atgagctgcea
tggtaccage
gaatctyggay
atcagcagtg
ccgctoacgt
gtcttoatet

ctgctgaata

tgtcacagte
agtecagtea
agaaaccagqg
tcoetgateg
tgcaggetga
teggagggay
teecegecate
acttetatec
actcocagga
coctgacyget

atcagggect

Artificial

Description of

aggctoaggt
tgtcacagtc
agtccagtea
agaaaccagg
tocetgateg
tgaaggctga
teggtgetygy
tceocegeecate

actictatece

Sequences_342-31FCT.txt

artificial

tcttatgtea
cocatecteoe
gageetttta
gcagtctcect
ctteacagac
agaccttgea
gaccaagckg
tgatgagcag
cagagaggcc
gagtgtcaca
gagcaaagea

gagctocgeoo

artificial

tettatgita
teoeateoice
gagectttta
gragtecteet
ctteoacagge
agacctggcea
gaceaagety
tgatgagcag

cagagaggec

gequence: chimeric monoclonal antibody

ctgctgctat gggtatotgg

ctagetgtgt
tatagtagcea
aaactgctga
agtggatctg
gattatcact
gaaataaaac
ttgaaatctg
aaagtacagt
gagcaggaca
gactacgaga

gtcacaaaga

cagttggaga
atcasaagaa
tttactgguc
caacagattt
grggacaggg
gtacggtgge
gaactgeccote
ggaaggtgga
gcaaggacagq
aacacaaagt

getteaacag

tacctgtggg

gaaggttact
ctacttggee
atccactagg
cactotgace
ttacagetat
tgcaccatct
tgttgtgtge
taacgecete
cacctacage

ctacgcctgce

gggagagtygt

60

120

180

240

300

360

420

480

540

E0C

660

720

723

sequence: chimeric monoclonal antibody

gtgctgetat gggtatctgy tacctgtggg

ctageotgtgt
tatagtageca
aaactgetga
agtggatcty
gtttattact
gagctgaaac
ttgasatetyg

aaagtacagt
Page 50

cagttggaga
atcaaaagaa
tttactagge
ggacagattt
gtcagoaata
gtacggtage
gaactgectce

ggaaggtoga

gaaggttact
ctacttggec
atccactagg
cactcteace
ttatagctat
tgcaccatcet
tattgtgtge

taacgcocte

&0

120

180

240

300

380

420

480

540



Sequences 342-31PCT.txt

caatcgggta actcceagga gagtgtcaca gageaggaca gocaaggacay cacctacagce 600
ctcageagea ceooctgacget gageaaagca gactacgaga aacacaaagt ctacgectge 660
gaagtcaccc atcagggecdt gagcetcgooco gtcacaaaga gottcaacag gggagagtgt 720
tag 723
«210> 114

<21l> 708

<212> DNA

<213> Artificial

<220>

<223> Description of artificial sequence: chimeric monoclonal antibody

<400

1i4

atggaatcac agactctggt

aacattgtaa tgacccaate

ttgacctgra aggccagtga

gagcagtctc ctaaactgcet

cgctteacag geagtggate

gaagacetgy cagtttatta

gyggaccaagce tggagctgaa

tctgatgage agttgaaatc

ccragagagyg ccaaagtaca

gagagtgtca cagagcagga

ctgagraaag cagactacga

ctgagetege cegtcacaaa

<210>
<21l>
<212>
<213>

220>
<223>

<400>

115
466
PRT
Artificial

Description of

11sg

ctfcatatec
tcecaaatee
gaatgtggatt
gatatacggy
tgcaacagat
ctgteageaa
acgtacggtg
tggaactgeoe
gtggaagygty
vagoaaggac
gaaacacaaa

gagctitcaac

artificial

atactgetet ggttatatgg agetgatggy 60
atgtecatgt cagtaggaga gaggghcace 120
acttatgttt ceotggtatca acagaaacca i8¢0
gcatccaace ggtacactgyg ggtcccocegat 240
tteoactcectea ccatcageayg tgtgaagget 360
tattatagect atecgeteac gtteggtget 380
getgeaccat ctgtetteat cttecocgeea 420

tetgttgtgt geetgetgaa taacttctat 480

gataacqoee tcgaatcggg taactcccag 540
agcacctaca gcctcageag cacceotgacy 6006
gtetacgoet gogaagtcac coatgadgge 660
aggggagagt gttag 705
sequence: chimerie monoclonal antibody

Met Glu Trp Thr Trp Val Phe Leu Phe Leu Leu Ser Val Thr Ala Gly

1

5

10 15

Val His Sex Gln Val Gin Leu Gln Glr Ser Gly Ala Glu Leu Met Lys

30

25 39

Pro Gly Ala Ser Val Lys Ile Ser Cys Lys Ala Thr Gly Tyr Thr Phe

35

40

45
Page 51



Secuences_342-31PCT.txt

Ser Ser Tyr Trp Ile Glu Trp Val Lys Gln Arg Pro Gly His Gly Leu
50 55 &0

@lu Trp Ile Gly Glu Ile Leu Pro Gly Ser Gly Ser Thr Asn Tyr Asn
65 70 75 - 80

Glu Lys Phe Lys G8ly Lys Ala Thr Phe Thr Ala Asp Thr Ser Sexr Asn
. 85 3¢ 85

Thr Ala Tyr Met @ln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val
100 105 110

Tyr Tyr Cys Ala Arg Tyr Asp Tyr Pro Trp Phe Ala Tyr Trp Gly Gln
115 120 125

Gly Thr Leu Val Thr val Ser Ala Ala Ber Thr Lys Gly Pro Ser Val
130 135 140

Phe Pro Leu Ala Pro Ser Ser Lyg Ser Thr Ser Gly Gly Thr Ala Ala
145 158 155 160

Leu Gly Cys Leu Val Lys Asp Tyr Fhe Pro Glu Pro Val Thr val Ser
165 17¢ 175

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val
180 185 180

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pre
155 200 205

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys
210 215 220

Pro Ser Asnm Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp
225 230 235 240

Lys Thr His Thr Cys Pro Pro Cys Pro hla Pro Glu Leu Leu Gly €Gly
245 2590 255

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
2860 265 27¢

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu
275 280 28%

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Aep Gly Val Glu val His
280 <295 300
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Sequences_342-31PCT.Ext

Asn ARla Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg
305 310 315 320

val val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
325 _ 330 335

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro 2la Pro Ile Glu
340 345 350

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro GIn Val Tyr
358 360 365

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu
370 375 ine

Thr Cys Leuw Val Lys Gly Phe Tyr Pro Ser Resp Ile Ala Val Glu Trp
385 380 3es 400

Glu Ser Asn Gly Glo Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
405 410 415

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
420 428 430

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
435 440 445

Glu Ala Leu His Asn His Tyr Thr 8In Lys Ser Leu Ser Leu Ser Pro
450 455 460

Gly Lys
465

«210>» 1ll&
<21l> 467
<212> PRT
<213> Artificial

«220>
«223» Description of artificial seguence: chimeric monoclonal antibody

<400> 116
Met Asp Trp Leu Trp Asn Leu Leu Phe Leu Met Ala Ala Ala Gln Ser

1 5 10 15

Ile Gin Ala Gln Ile Gln Leu Val Gln Ser Gly Pro Glu Leu Lys Lys
20 25 30
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Sequences_342-31PCT.txL
Pro Gly Glu Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyxr Thr Phe
3s 40 45

Thr Asn Tyr Gly Met Asn Trp Val Lys Gln aAla Pro Gly Lys Gly Leu
50 55 &0

Lys Trp Met Gly Trp Ile Asn Thr Asn Thr Gly Glu Pre Thr Tyr Ala
€5 70 ) 75 80

Glu Glu Phe Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser
a5 50 95

Thr 2la Tyr Leu Gln Ile Asn Asn Leu Lys Asn Glu Asp Thr Alz Thr
1060 105 110

Tyr Phe Cys Ala Arg Leu Gly Phe Gly Asn Ala Met Asp Tyr Trp Gly
115 120 125

Gln Gly Thr Ser Vval Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
130 135 140

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr 8sr Gly Gly Thr Ala
145 150 155 1606

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val
165 1740 175

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Rla
180 185 1940

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr val
185 200 205

Pro Ser Ser Ser Leu Gly Thr Glo Thr Tyr Ile Cys Asn Val Asn His
210 215 220

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys.
225 23¢ 235 240

Asp Lys Thr His Thr Cys Pro Pro Cys Fro Alz Pro Glu Leu Leu Gly
245 250 2558

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys aAsp Thr Leu Met
260 265 270

Ile Ser Arg Thr Pro Glu Val 'Thr Cys val val val Asp Val Ser His
275 : 280 : 285 :
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Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly val Glu val
280 295 300

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr
305 310 315 320

Arg val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly
325 330 335

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile
340 345 50

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
355 360 365

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Glr Val Ser
370 375 380

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
385 380 385 400

Trp Glu Ser Asn Gly Gln Pro Glu Asm Asn Tyr Lys Thr Thr Pro Pro
405 410 415

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val
4240 425 430

Asp Lys Ser Arg Trp Gln Gln Gly asn vVal Phe Ser Cys Ser Val Met
435 440 445

His Glu Ala Leuw His Asn His Tyr Thr ¢Gln Lys Ser Leu Ser Leu Ser
4590 455 460

Pro Gly Lys

465
<«210> 117
<21i> 465

<212> PRT
<213> Artificial

<220>
<223> Description of artificial sequence: chimeric¢ monoclonal antibody

<400> 117
Met Glu Trp Ile Trp Ile Phe Leu Phe Ile Leu Ser Gly Thr Ala Gly
1 5 10 15

Val Hig Ser Gln Val Gln Leu Gln Gln Ser Gly ala Glu Leu Ala arg
20 . 25 ) 30 -
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Pro

Thr

Glu

65

Glu

Thr

Thr

Pro

145

Gly

Asn

Gln

Ser

Ser

225

Thr

Ser

Aryg

Gly

Asp

50

Trp

Lys

Ala

Phe

Thr

130

Leu

Cys

Ser

Ser

Ser

210

Asn

Hig

Val

Thr

Ala

35

Iie

Phe

Ty

Cys

115

Leu

Ala

Leu

Gly

Ser

195

Leu

Thy

Thr

Phe

Pro
2158

Ser

Tyr

Gly

Lys

Met

100

Ala

Thr

Pro

val

Ala

180

Giy

Gly

Lys

Cyves

Leu

val

Ile

Glu

Gly

g5

Gin

Arg

Val

Ser

Lys

165

Ley

Leu

Thr

Val

Pro

245

Phe

260

Glu

val

Lys

Agn

Ile

70

Lys

Leu

Ser

Ser

Ser
150

Rap

Thr

Gln

Agp

230

Pro

Pro

Thr

Leu

Trp

55

T™yr

Ala

Sexr

Tyr

Ser

135

Lys

TYY

Ser

Ser

Thr

215

Lys

Cys

Bro

Cys

Sequences_342-31PCT.txt

Ser Cys Lys Ala Ser Gly Tyr

40

Val

Pro

Thr

Ser

Gly

120

ala

Ser

Phe

Gly

Leu
200

YT

Lys

Pro

Lys

val
280

Lys

Gly

Leu

Leu

105

Ala

Ser

Thr

Pro

val

185

Ser

Ile

Val

Ala

Pro

265

Val

Gln

Ser

Thr

g0

Thr

-Phe

Thr
Ber
Glu
170
Hisg
Se§
Cys
Glu
Pro

250

Lys

Arg

Gly

75

Ale

Ser

Asp

Lys

Gly

155

Pro

Thr

Val

Asn

Pro

235

Glu

Asp

Thr

60

Asn

Asp

Glua

Tyr °

Gly

140

Gly

Val

Phe

val

val

220

Lys

Leu

Thr

Val Asp Val

Page 56

45

Gly

Thr

Lys 8

4sp

125

PYo

Thr

Thr

Pro

Thr

205

Asn

Ser

Leu

Leu

Ser
2858

Gln

Tyr

Sexr
110
Gly
Ser
Ala
Val
Rla
1990
Val
His
Cys
Gly
Met
270

Hig

Thr

Gly

Ser

a5

Ala

Gln

Val

Ala

Ser

175

Val

Pro

Lys

Asp

Gly

255

Ile

Glu

Phe

Len

Agn

80

Sey

Val

Gly

Phe

Leu

160

Trp

Leu

Ser

Pro

Lys

240

Pro

Ser

Asp



Sequenceg 342-31PCT.txt

Pro Glu Val Lys Phe Asn Trp Tyr val Asp Gly val GIu Vval Hig Asn
230 295 300

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val
208 310 315 320

Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu
325 330 335

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
340 345 350

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
- 388 360 368

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr
370 375 igo

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile aAla val Glu Trp Glu
385 380 395 400

Ser hsn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leun
405 410 415

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
420 425 : 430

Ser Arg Trp Gin Gln Gly Asn Val Phe Ser Cys Ser Vsl Met His Glu
435 440 445

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly

450 455 460
Lysg
465
<210> 118
«211> 467
<212> PRT

«213> Artificial

<220>
<223>» Description of artificial sequence: chimeric wecnoclenal antibody

«400> 118

Met Gly Trp Ser Cys Ile Ile Leu Phe Len Val Ala Thr Ala Thr Gly
1 . 5 i¢ 15
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val Kis Ser Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Arg
20 25 30

Pro Gly Ala Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe
35 49 458

Thr Ser Tvr Trp Ile Asn Trp Val Lys Glin Arg Pro Gly Gln Gly Leu
50 55 €0

Glu Trp Ile Gly Asn Ile Tyr Pro Ser Asp Ser Tyr Thr Asn Tyr Asn
65 70 75 80

Gln Lys Phe Lys Asp Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser
85 g0 95

Thr Ala Tyr Met Gla Leu Ser Ser Pro Thr Ser Glu Asp Ser Ala Val
100 105 110

Tyr Tyr Cys Thr Arg Ser Trp Arg Gly Asn Ser Phe Asp Tyr Trp Uly
115 120 125

Gln Gly Thr Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
130 135 140

Val Phe Pro Leu Ala Pro Ser Ser Lys 8Ser Thr Ser Gly Gly Thr Ala
145 150 155 160

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val
165 170 175

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
180 188 1590

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Vval
185 200 205

Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His
210 215 220

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys
225 230 235 240

Asp Lys Thr Eis Thr Cys Proe Pro Cys Pro Ala Pro Glu Leu Leu Gly
245 280 255

@Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
' 260 . 265 270
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Ile Ser Arg Thr Pro Glu Val Thr Cys Val val vVal Asp Val Ser His
278 280 288

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
290 295 00

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln yr Asn Ser Thr Tyr
305 310 315 320

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly
328 330 135

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pre ITle
340 345 350

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Fro Gln Val
358 360 385

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Serx
370 375 380

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala vVal Glu
385 399 395 400

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
408 410 415

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyxr Ser Lys Leu Thr val
420 425 430

Asp Lys Ser Arg Trp Gln Glmn Gly Asn Val Phe Ser Cys Ser Val Met
435 440 445

His Glu Ala Leu His Asn His Tyr Thr @ln Lys Ser Leu Ser Leu Ser
450 4558 450

Pro Gly Lys
465

<210> 119
<211 466
<212> PRT
<213> Artificial

«220>
<223> Description of artificial sequence: chimeric monociconal antibody

<400> 118

Met Glu Trp Arg Ile Phe Leu Phe Ile Leu Ser Gly Thr Ala Gly Val
1 5 - 10 15
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His Ser Gln Val Gln Leu Glin Gln Ser Gly Pro Glu Leu Val Lys Pro
29 25 30

Gly Ala Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr
35 40 45

Asp Tyr Val Ile Ser Trp Val Lys Gln Arg Thr Gly Gln Gly Leu Glu
50 55 &0

Trp Ile Gly Glu Ile Tyr Pro Gly Ser Gly Ser Thr Tyr Tyr Asn Glu
65 . 70 75 80

Lys Phe Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Asn Thr
85 90 95

Ala Tyr Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr
1406 105 110

Phe Cys Ala Arg Gly Val Leu Leu Arg Ala Met Asp Tyr Trp Gly Gln
11k 12¢ 125

Gly Thr Ser Val Thr Val Ser 3Zer Ala Ser Thr Lys Gly Pro Ser Val
13¢ 135 140

Phe Pro Leu Ala Pro Ser Ser Lys Sexr Thr Ser Gly Gly Thr Ala Ala
145 150 ‘ 155 160

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
165 170 175

Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro Ala Val
lao0 185 150

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr val Pro
195 200 205

Ser Ber Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys
210 215 220

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Proc Lys Ser Cys Asp
225 230 235 240

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
248 250 285

Pro Sexr Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
260 . 265 270 '

Page 60



Sequences_342-31PCT.txt

Ser Arg Thr Pro Giu Val Thr Cys Val Val val Asp Val Ser His Glu
275 280 285

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
290 295 3co

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg
305 310 315 20

Val val Ser Val Leu Thr val Leu His Gln Agp Trp Leu Asn Gly Lys
325 330 338

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro 2la Pro Ile Glu
340 345 350

Lys Thr Ile Ber Lys Ala Lys Gly Gln Pro Arg Glu Pre Gln Val Tyr
355 360 365

Thr Leuw Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu
370 375 380

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
385 380 385 400

Glu Ser aAsn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
405 410 415

Leuw hsp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
420 425 430

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
435 440 445

Glu Ala Leu His Asn His Tyr Thxr Gln Lys Ser Leu Ser Leu Ser Pro
450 455 460

Gly Lys
465

<210> 120
<21l> 465
<212> PRT
¢213> Artificial

<2205
<223»> Description of artificial sequence: chimeric¢ monoclonal antibody

<400> 120
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Sequences_342-31PCT. txt
Met Asp Trp Ile Trp Ile Met Leu His Leu Leu Ala Ala Ala Thr Gly
1 5 10 15

Ile Gin Ser Gln Val His Leu Gln Gln Ser Gly Ser Glu Leu Arg Ser
20 25 30

Pro Gly Ser Ser Val Lys Leu Ser Cys Lys Asp Phe Asp Ser Glu Val
35 40 45

Phe Pro Phe Ala Tyr Met Ser Trp Ile Arg Gla Lys Pro Gly His Gly
50 5% &0

Phe Glu Trp Ile Gly Asp Ile Leu Pro Ser Ile Gly Arg Thr Ile Tvr
85 70 75 80

Gly Glu Lys Phe Glu Asp Lys Ala Thr Leu Asp Ala Asp Thr Val Ser
as 20 85

ARgn Thr Ala Tyr Lew Glu Leu Asn Ser Leu Thr Ser @Qlu Asp Sex Ala
100 105 110

Ile Tyr Tyr Cys Ala Arg Gly Glu Gly Tyr Gly Rla Trp Phe Ala Tyr
115 120 125

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala Ala Ser Thr Lys Gly
130 135 140

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
145 150 158 160

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pre Val
165 1790 178

Thr Val Ser Trp Asn Sexr Gly Ala Leu Thr Ser Gly vVal His Thr FPhe
180 185 150

Pro Ala val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
195 200 205

Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr Ile Cys Aesn Val
210 215 220

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys
228 230 235 240

Ser Cys Asp Lys Thr His Thr Cys Pre Pro Cys Pro Ala Pro Glu Leu
245 250 _ 258
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Leu Gly Gly Pro Ser Val Phe Leu Phe Pre¢ Pro Lys Pro Lys Asp Thr
260 . 265 270

Leu Met Ile Ser Arg Thr Pro Glu Vval Thr Cys Val val val Asp Val
275 280 285

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val
290 295 agae

Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser
308 310 3158 320

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
325 330 338

Asn Gly Lys Glu Tyr Lys Cyvs Lys Val Ser Asn Lys Ala Leu Pro Ala
340 345 350

Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
355 360 365

Gln Val Tyr Thr Leu Pro Pro Ser RArg Asp Glu Leu Thr Lys Asn Gln
370 375 380

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile 2ala
385 350 398 400

Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
405 4L0 415

Pro Pre Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu
4290 425 430

Thr Val Asp Lys Ser Arg Trp CGln Gln Gly Asn Val Phe Ser Cys Ser
435 440 445

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser
450 455 460

Leu Ser Pro Gly Lys

465

<210> 121
<21li> 240
<212»> PRT

«213> Artificial

«220> .
<323> Description of artificial sequence: chimeric monoclonal antibody
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<400>

121

Met Glu Ser

1

Gly

Val

Leu

Lys

65

Glu

Phe

Lys

Pro

145

Leu

Asp

Asp

Lys

Gln
225

Thr

Thr

Leu

50

bro

Ser

Thx

Cys

Leu

130

Pro

Leu

Asn

Ser

Ala

210

Gly

<210>
<211>

Cys

Ala

35

Asn

Gly

Gly

eu

Gln

115

Glu

Ser

Asn

ala

Lys

193

Asp

Leu

1z2
235

Gln

Gly

20

Gly

Ser

Gln

Val

Thr

ico

Asn

Leu

Agp

Asn

Leu

18¢

Asp

TYr

Ser

Thr

Asp

Glu

Gly

Pro

Pro

85

Iie

Asp

Lvs

Glu

Phe

165

Gln

Ser

Glu

Ser

Gin

Ile

Lys

Asn

Pro

T0

Asp

Ser

Tyr

Arg

Gln
150

Tyr

Ser

Thr

Lys

Pro
230

Val

val

Val

Gln

55

Lys

Arg

Sexr

Ser

Thr

135

Leu

Pro

Gly

Tyr

His

215

val

Sequences 342-31PCT.Lxt

Leu

Met

Thr

40

Lys

Leu

Phe

Val

Tyvr

120

val

Lys

Arg

ASn

Ser

200

Lys

Thr

Met

Thr

25

Met

Asn

Leu

Thr

Gln

108

Pro

Ala

Ser

Glu

Ser

185

Leu

val

Lvs

Ser

G

Gin

Ser

Tyr

Ile

Gly

90

Ala

Leu

Ala

Gly

Ala

170

Gln

Ser

Tyr

Ser

Leu

Ser

Cys

Leu

Tyr
75

Ser

Glu

Thr

Pro

Thr

155

Lys

Glu

Ser

Rla

Phe
235

Leu

Pro

Lys

Thrx
&0

Trp

Gly

Asp

Phe

Ser

140

Ala

Val

Ser

Thr

Cys
22¢

Asn

Page 64 .

Phe

Ser

Ser
45

“Trp

Ala

Sey

Leu

Gly

125

val

Ser

Gin

Val

Leu

205

Glu

Arg

Trp
Ser

30

Ser

Ser

Ala

110

Ala

Fhe

Val

Trp

Thr

190

Thr

Val

Gly

Val

15.

Leu

Gln

Gln

Thr

Thr

85

Val

Gly

Ile

Val

Lys

175

Glu

Leu

Thr

Glu

Ser.

Thr

Ser

Gln

Arg

80

RAEp

Tyr

Thr

Phe

Cys

160

Val

Gln

Ser

His

Cys
240



Sequences_342-31PCT.txt
«212> BRT
«213> Artificial

<220>
<223> Description of artificial gequence: chimeric wmonoclonal antibeody

<400> 122
Met His Phe Gln Val Gln Ile Phe Ser Phe Leu Leu Ile Ser Ala Ser
1 5 ' 10 15-

val Ile Met Ser Arg Gly Gla Ile Val Leu Thr Gln Ser Pro Ala Ile
20 25 30

Met Ser Ala Ser Prc Gly Glu Lys Val Thr Ile Thr Cys Ser Ala Ser
35 40 £5

Ser Ser Val Ser Tyr Met His Trp Phe CGln Gln Lys Fro Gly Thr Ser
50 58 80

Pro Lys Leu Trp Ile Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro
&5 70 75 8¢

Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile
a5 80 95

Ser Arg Met Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gin Gln Aryg
108 105 110

Ser Ser Tyr Pro Pro Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
115 120 125

Arg Thr Val Ala Bla Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu
130 135 140

@ln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe
145 150 155 160

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln
165 170 175

Ser Gly Asn Ser Gln Glu Ser val Thr Gilu Gln Asp Ser Lys Asp Ser
180 185 180

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu
185 200 205

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser
210 215 220
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Sequences_342-31PCT.txt
Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

225 230 235
<210> 123
<21l 234
«212> PRT

<213> Artificial

«220>
«223> Description of artificial sequence: chimeric monocleonal antibedy

<400> 123

Met Glu Phe Gln Thr Gln Val Phe Val Phe Val Leu Leu Trp Leu Ser
1 5 10 15

Gly val Asp Gly Asp Ile Val Met Thr Gln Ser Gln Lys Phe Met Ser
20 25 30

Thr Ser Val Gly Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn
35 40 45

Val Arg Thr Ala Val Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro
50 55 60

Lys Ala Leu Ile Tyr Leu Ala Ser Asn Arg His Thr Gly Val Pro Asp
65 70 75 80

Rryg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
85 20 95

Asn Val Gln Ser Glu Asp Leu Bla Asp Tyr Phe Cys Leu Gln His Trp
: 100 105 1140

Asn Tyr Pro Leu Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
118 120 125

Thy Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
130 135 140

Leu Lys Ser Cly Thr Ala Ser Val Val Cys Leu Leu Asn Asn FPhe Tyr
145 150 155 160

Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser
165 170 175

Gly Asn Ser Glin Glu Ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr
180 185 190

Tyr Ser Leu Ssr Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
185 . 200 2058
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His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
210 215 220

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

225 230
<210> 124
<211i> 2490
<212» PRT

<213» Artifieial

<220>
<223> Description of artificial seguence: chimeric monoclonal antibody

<400> 124
Met Asp Ser Gln Ala Gln Val Leu Met Leu Leu Leu Leu Trp Val Ser
1 5 10 15

Gly Thr Cys Gly Asp Ile Val Met Ser Cln Ser Pro Sexr Ser Leu Ala
20 25 3¢

val Ser Val Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser
35 40 45

Leu Leu Tyr Ser Ser Asn (ln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln
50 55 60

Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg
65 70 75 80

Glu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp
85 90 95

Phe Thr Leu Thr Ile Ser Ser Val Lys Ala Glu Asp Leu Ala Val Tyr
100 105 110

Tyr Cys Gln Gln Tyr Tyr Ser Tyr Pro Leu Thr Phe Gly Ala Gly Thr
115 120 125

Lys Leuw Glu Leu Lys Arg Thr Val Ala Ala Pre Ser Val Phe Ile Phe
130 1358 140

Pro Dro Ser Ahsp Glu Gln lLeu Lys Ser Gly Thr Ala Sexr Val Val Cys
145 150 155 160

Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val
165 170 175
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Sequences_342-31PCT.txt
Asp Asn Rla Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln
189 185 190

Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser
195 200 205

Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His
2140 218 220

Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

228 230 235 240
<210> 125
«<211l> 240
«212> PRT

<213> Artificial

<2205
«223> Description of artificial seguence: chimeric monoclonal antibody

<400> 125
Met Glu Ser Gln Thr Gin Val Leu Met Ser Leu Leu Phe Trp Val Ser
1 5 10 15

Gly Thr Cys Gly Asp Ile val Met Thr Gln Ser Pro Ser Ser Leu Thr
20 25 3¢

Val Thr Ala Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser
' 35 40 45

Leu Leu Asn Ser Gly Asn Gln Lys Asn Tyr Leu Thr Trp Tyr Gln Gin
50 55 60

Lys Pro Gly Gln Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg
65 70 73 80

Glu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Rsp
85 90 95

Phe Thr Leu Thr Ile Ser Ser Val Glm Ala Glu Asp Leu Ala Val Tyr
1c0 ips 110

Tyr Cys Gln Asn Asp Tyr Ser Tyr Pro Phe Thr Phe Gly Ser Gly Thr
118 120 125

Lys Leu Glu Ile Lys Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe
130 135 140

Pro Pro Ser Asp Glu @Gln Leu Lys $er Gly Thr Ala Ser Val Val Qye
145 150 - 155 160
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Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Glan Trp Lys Val
165 170 175

basp Asn Ala Leu Gln Ser Gly Asn Ser Glmn Glu Ser val Thr Glu Gln
180 185 iz

Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser
195 200 205

Lys Ala Bsp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His
210 218 220

Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

225 230 235 240
«210= 128
2211 239
<212> PRT

«213> Artificial

<2205
«223» Descripticon of artificial sequence: chimeric monoclonal antibody

<400> 128
Met Asp Ser Gln Ala Gln Val Leu Ile Leu Leu Leu Leu Trp Val Ser
1 5 10 15

Gly Thr Cys Gly Asp Ile Val Met Ser Gln Ser Pro Ser Ser Leu Ala
20 ' 25 30

val Ser Ala Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser
35 49 45

Leu Leu Asn Ser Arg Thr Arg Lys Asn Tyr Leu Ala Trp Tyr Gln Gln
50 55 60

Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg
85 7¢ 75 BO

@lu Ser Gly Val Prc Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp
85 e $b

Phe Thr Leu Thr Ile Ser Ser Val Gln Ala Glu Asp Leu Ala Val Tyr
100 105 11

Tyr Cys lys Gln Ser Tyr Asn Leu Tyr Thr Phe Gly Gly Gly Thr Lys
115 1290 125
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Sequences_342-31PCT. txt
Lew Glu Ile Lys Arg Thr Val Ala Ala Pro Ser val Phe Ile Phe Pro
130 135 140

Pro Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu
1435 156 155 160

Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp
163 170 175

Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp
180 185 190

Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Sexr Lys
195 200 205

Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu val Thr His Gln
210 218 220

@ly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

225 230 235
<210> 127
<211> 2440
«212» PRT

«213> Artificial

<220
<223> bescription of artificial sequence: chimeric monoclonal antibody

<400> 127
Met Asp Ser Glm Ala Gln Val Leu Met Leu Len Leu Leu Trp Val Ser
1 5 19 15

Gly Thr Cys Gly Asp Ile Val Met Ser Gln Ser Pro Ser Ser Leu Ala
20 25 30

val Ser val Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gim Ser
35 40 45

Leu Leu Tyr Ser Ser Asn Gln Lys Asn Tyr Leu Ala Trp TyT Gln Gln
50 55 80

Lys Pre Gly Gln Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg
&5 70 75 8¢

@lu Ser Gly Val Pro Asp arg Phe Thr Gly Ser Gly Ser Ala Thr Asp
85 20 g5

Phe Thr Leu Thr Ile Ser Ser val G1ln Ala G8lu Asp Leu Ala Asp Tyr
100 - 105 110
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Hig Cys Gly Gln Gly Tyr Ser Tyr Pro Tyr Thr Phe Gly Gly Gly Thr
115 i20 128

Lys Leu Glu Ile Lys Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe
130 135 140

Pro Pro Ser Agp Glu Gln Leu Lys Ser Gly Thr &la Ser Val Val Cys
145 150 155 160

Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Glan Trp Lys Val
165 170 175

nsp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln
180 1865 150

Asp Sexr Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser
185 2090 205

Lys Ala Rsp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His
210 215 220

Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

225 230 235 240
<210> 128
211> 240
«212> PRT

<213> Artificial

«220>
223> Desecription of artificial sequence: chimeric monoclonal antibody

<400> 128
Met Asp Ser Gln Ala Gln Val Leu Met Leu Leu Leu Leu Trp Val Ser
1 5 1G 15

Gly Thr Cys Gly Asp Ile Val Met Ser Gln Ser Pro Ser Ser Leu Ala
20 25 30

val Ser val Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gin Ser
35 40 45

Leu Leu Tyr Ser Ser Asw Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln
50 Eh 6b

Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg
65 70 75 80
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4lu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser @ly Thr Asp

85

Phe Thr Leu Thr Ile Ser Ser Val
100

Tyr Cys Gin Gln Tyr Tyr Ser Tyr
115 120

Lys Leu Glu Leu Lys Arg Thr Val
130 ’ 135

Pro Pro Ser Asp Glu Gln Leu Lys
145 150

Leu Leu Asn Asn Phe Tyr Pro Arg
165

Asp Asn Ala Leu Gln Ser Gly Asn
180

Aep Ser Lys Asp Ser Thr Tyr Ser
195 2400

Lys Ala Asp Tyr Glu Lys His Lys
210 215

Gin Gly Leu Ser Ser Pro Val Thr

225 239
<210> 129
<211> 234
«212> PBRT

<213> Artificial

<220>

20

Lys Ala Glu Asp Leu
105

Pro Leu Thr Phe Gly
1zs

Ala Ala Pro Sexr Val
140

Ser Gly Thr Ala Ser
1585

Glu Ala Lys Val Gln
170

Ser Gln Glu Ser Val
185

iLeu Ser Ser Thr Lsu
208

Val Tyr Ala Cys Glu
220

Lys Ser:Phe Asn Arg
235

<223> Description of artificial sequence: chimeric

<400> 129
Met Glu Ser Gln Thr Leu Val Phe
1 5

Gly Ala Asp Gly Asn Ile Val Met
20

Met Ser Val Gly Glu Arg Val Thr
35 40

Val Val Thr Tyr Val SBer Trp Tyr
50 55

Ile Ser Ile Leu Leu
10

Thr Gln Ser Pro Lys
25

Leu Thr Cys Lys Ala
45

Gln Gln Lys Pro Glu
60

Page 72

95

Ala val Tyr
110

ala Gly Thr

Phe Ile Fhe

Val vVal Cys
150

Trp Lys Val
175

Thr Gilu Gln
190

Thr Leu Ser

Val Thr His

Gly Glu Cys
240

monoclonal antibody

Trp Leu Tyr
15

Ser Met Ser
30

Ser Glu Asn

Gln Ser Pro



Sequences_342-31PCT.txt

Lys Leu Leu Ile Tyr Gly Ala Ser Asn Arg Tyr Thr Gly Val Pro Asp
&5 70 - 75 80

Arg Phe Thr Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr Ile Ser
85 34 95

Ser Val Lys Ala Glu Asp Leu Ala Val Tyr Tyr Cys Gln Gln Tyr Tyr
100 105 1190

Ser Tyr Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg
115 12¢ 125

Thr Val Als Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln
130 135 14¢

Leu Lys Ser Gly Thr ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
145 150 155 160

Proc Arg Glu Ala Lys Val Glm Trp Lys Val 2sp Asn Ala Leu Gln Ser
165 170 178

Gly Asn Ser Glan Glu 8Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr
180 i85 19¢

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu lys
195 200 208

Hig Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
S 210 218 220

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

225 230
<210> 130

<211> 1B

«2312> DNA

«213> Artificial

«220>
<223» Description of artificial sequence: Qligonucleotide

<400> 130
ccaagggeta tggcgtte

<210> 131
«<211l> 18
<212> DNA

«213» Artificial

<220
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<223> Description of artificial segquence: Cligonuclectide

<400> 131
cegaaggtgt acctggte 18
<210> 132
<21i> 117
<212> PFRT

<213> Artificial

<220>
«223> Description of artificial sequence: Translation of PCR product

«<400> 132
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Leu Met Lys Pro 8ly Ala
1 5 10 15

Ser Val Lys Ile Ber Cys Lys Ala Thr Gly Tyr Thr Phe Ser Ser Tyr
20 25 30

Trp Ile Glu Trp Val Lys Gln Arg Pro Gly His Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Leu Pro Gly Ser Gly Ser Thr Asn Tyr Asn Glu Lys Phe
50 35 60

Lys @ly Lys Ala Thr Phe Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr
65 70 75 80

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 0 95

ala Arg Tyr Asp Tyr Pro Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu
100 105 110

val Thr val Ser Ala

115
<23i0> 133
<21l> 118
<212> PRT

<213> Artificial

«220>
<223> Description of artificial seguence: Translation of PCR product

<400> 133
Gln Ile Gln Leu Val ¢ln Ser Gly Pro Glu Leu Lys Lys Prc Gly Glu
1 5 i¢ 15

Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 . 25 30
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Gly Met Asn Trp val Lys Gln Ala Pro Gly Lys Gly Leu Lys Trp Met
35 40 45

Gly Trp Ile Asn Thr Asn Thr Gly Glu Pro Thr Tvyvr Ala Glu Glu Phe
EQ 85 60

Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser Thr aAla Tyr
65 70 75 80

Leu Gln Ile Asn Asn Leu Lys Asn Glu Asp Thr Ala Thr Tyr Phe Cys
85 80 95

Ala Arg Leu Gly Phe Gly Asn Ala Met Asp Tyr Trp Gly Gla Gly Thr
100 105 11¢

Ser Val Thr vVal Ser Ser

115
<210> 134
<211> 116
<212> PRT

<213» Artificial

<220>
<223> Description of artificial sequence: Translation of PCR product

<400> 134
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Ala Arg Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Tyr Ile Asn Trp Val Lys Gln Arg Thr Gly Gla Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Gly Ser Gly Asn Thr Tyr Tyr Asn Glu Lys Phe
20 55 60

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr
65 76 75 80

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys
85 30 95

Ala Arg Ser Tyr Gly Ala Phe Asp Tyr Trp CGiy Gln Gly Thr Thr Leu
100 105 110
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Thr Val Ser Ser

<210>
<2LlLl>
<212>
<213>

«220=>
<2235

<400>

118

i35
118
PRT
Artificial

Description of artificial segquence: Translatiomn of PCR product

135

Gin val @Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Arg Pro Gly Ala

1

Ser Val

Trp Ile

3 10 15

Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Asn Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 490 45

Gly Asn Ile Tyr Pro Ser Asp Ser Tyr Thr Asan Tyr Asn Gln Lys Phe

50

55 8C

Lys Asp Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr

85

70 75 80

Met Gln Leu Ser Ser Pro Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys

85 90 95

Thr Arg Ser Trp Arg Gly Asn Ser Phe Asp Tyr Trp Gly Gln Gly Thr

106G 105 110

Thr Leu Thr Val Ser Ser

<210>
<211>
212>
213>

«220>
<2235

<400>

115

136
118
PRT
Artificial

Description of artificial seguence: Translation of PCR product

136

Gln Val Gln Leu Gln €Gln Ser Gly Pro Glu Leu Val Lys Pro Gly Ala

1

g 10 15

Ser Val Lys Met Ser Cys Lys Ala Ser (Gly Tyr Thr Phe Thr Asp Tyr
2

20 5 30
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val Ile Ser Trp val Lys Gin Arg Thr 6ly Gln Gly Leu Glu Trp Ile
3B 40 45

Gly Glu Ile Tyr Pro Gly Ser Gly Ser Thr Tyr Tyr &Asn Glu Lys Fhe
50 55 &0

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Asn Thr Ala Tyr
65 7C 75 80

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys
85 30 &8

Bla Arg Gly val Leu Leu Arg Ala Met Asp Tyr Trp Gly Gln CGly Thr
180 105 110

Ser Val Thr Val Ser Ser

115
«210> 137
<211 120
«212> PRT

«213> Artificial

«220>
223> Description of artificial sequence: Translation of PCR product

<400> 137
Gln Val His Leu Gln Gln Ser Gly Ser Glu Leu Arg Ser Pro Gly Ser
1 = 10 15

Ser Val Lys Leu Ser Cys Lys Asp Phe Asp Ser Glu Val Phe Pro Phe
20 25 30

Ala Tyr Met Ser Trp Ile Arg Gln Lys Pro Gly His Gly Phe Glu Trp
a5 40 45

Ile Gly Asp Ile Leu Pro Ser Ile Gly Arg Thr Ile Tyr Gly Glu Lys
50 55 60

Phe Glu Asp Lys Ala Thr Leu Asp Ala Asp Thr Val Ser Asn Thr Ala
65 70 75 BO

Tyr Leu Glu Leu Asn Ser Leu Thr Ser Glu Asp Ser Ala Ile Tyr Tyr
85 30 85

Cys Ala Arg Gly Glu Gly Tyr Gily Ala Trp Phe Ala Tyr Trp Gly Gin
100 105 110

Gly Thr Leu Val Thr Val Ser Ala
115 . 120
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<210= 138
<211> 113
<212> PRT

<213> Artificial

<220~
<223> Description of artificial sequence: Translation of PCR product

<400> 138
Asp Ile Vval Met Thr Gln Ser Pro Ser Ser Leu Thr val Thr Ala Gly
1 5 10 15

Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser Leu Leu Asn Ser
20 25 30

Gly Asn Gln Lys Asn Tyr Leu Thr Trp Tyr Gla Gln Lys Pro Gly Gln
35 40 45

Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 &0

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 74 75 80

Ile Ser Ser Val Gln Ala Glu Asp Leu Ala Val Tyr Tyr Cys Gln Asn
85 20 S5

Asp Tyr Ser Tyr Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu CGlu Leu

100 105 110
Lys
<210> 139
<21l> 106
<212» PRT

<213> Artificial

<220>
<223» Description of artificial sequence: Translation of PCR product

<400> 139
Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys Val Thr Ile Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met
20 25 30

Hig Trp Phe Gln Gln Lys Pro Gly Thr Ser Pro Lys Leu Trp Ile Tyr
35 . 40 45 '
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Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ala Arg Phe Ser Gly Ser
590 55 60

Gly Ser Gly Thr Sexr Tyr Ser Leu Thr Ile Ser Arg Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys Glm Gln Arg Ser Ser Tyr Pro Pro Thr
85 80 85

Phe Gly @ly Gly Thr Lys Leu Glu Ile Lys
1060 108

«210> 140
<211> 107
<212> PRT

<213> Artificial

<220>
<223 Description of artificial sequence: Translation of PCR product

<400> 140
Asp Ile Val Met Thr ¢ln Ser Gln Lys Phe Met Ser Thr Ser Val Gly
1 5 10 15

Bsp Arg Val Ser Iie Thr Cys Lys Ala Ser Gin Asn Val Arg Thr Rla
20 25 3o

val Ala Trp Tyr Gln Gln Lys Pro Gly CGln Ser Pro Lys Ala Leu Ile
35 40 45

Tyr Leu Ala Ser Asn Arg His Thr Gly Val Pro Asp Arg Phe Thr Gly
50 55 60

ger Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Asn Val Gln Ser
65 70 75 B8O

Glu Asp Leu Ala Asp Tyr Phe Cys Leu Gln Eis Trp Asn Tyr Pro Leu
85 50 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 108

<210> 141
<211> 113
<212> PRT

<213> Artificial

«220>
<223> Description of artificial sequence: Translation of PCR product
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<400> 141

Lsp Ile Val Met Ser Gln Ser Pro Ser Ser Leu Ala Val Ser val Gly
1 5 10 15

Glu Lys Val Thr Met Ser Cye Lyeg Ser Ser Gln Ser Leu Leu Tyr Ser
20 25 30

Ser Asn Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Glin Lys Pro Gly Gln
35 40 45

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu 8Ser Gly Val
50 55 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 78 80

Ile Ser Ser Val Lys Ala Glu Asp Leun Ala Val Tyr Tyr Cys Gln Gln
85 20 985

Tyr Tyr Ser Tyr Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu

100 105 110
Lys
<210> 142
<211s 113
<21l2> PRT

«213> Artificial

<220%
<223> Description of artificial seqguence: Translation of PCR product

<400> 142
Asp Ile Val Met Thr Gln Ser Pro Ser Ser Leu Thr vVal Thr Ala Gly
b3 5 10 15

Glu Lys val Thr Met Ser Cys Lys Ser Ser Gln Ser Leu Leu Asn Ser
20 25 390

Gly Asn Gln Lys Asn Tyr Leu Thr Trp Tyr Gln Gln Lys Pro Gly Gln
35 40 45

Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Vval
50 58 60

Pro Bsp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 78 75 80O
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Tle Ser Ser Val'ln Ala Glu Asp Leu Ala val Tyr Tyr Cys Gln Asn
BS5 S0 g5

hmsp Tyr Ser Tyr Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Iie
100 105 11¢.

Lys

<210> 143
<211> 112
<2125 PRT

<213> Artificial

<Z20>
«<223»> Description of artificial seguence: Translation of PCR product

<400> 143

Asp Ile val Met Ser Gln Ser Pro Ser Ser Leu Ala Val Ser Ala Gly
1

Glu Lys Val Thr Met Ser Cys Lys Ser Ser Glp Ser Leu Leu Asn Ser
20 25 3¢

Arg Thr Arg Lys Asn Tyr Leu Ala Trp Tyr Gln Gin Lys Pro Gly Gin
35 40 45

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Ulu Ser Gly val

Pro BAsp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
85 10 75 89

ITie Ser Ser Val Gln Ala Glu Asp Leu Als Val Tyr Tyr Cys Lys Gln
BS 50 85

Ser Tyr Asn Leu Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105 110

«210> 144
211> 113
<z2lz2> PRT

«213> Artificial

«220>
«223> Description of artificial sequence: Translation of PCR product

<400> 144

Asp Ile val Met Ser Gln Ser Pro Ser Ser Leu Ala Val ser val Gly
1 5 10 15
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Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser Leu Leu Tyr Ser
20 25 30

Ser Asn Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln
35 40 45

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
5¢ 58 50

Pro Asp Arg Phe Thr Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr
&858 70 75 80

Ile Ser Ser Val Gln Ala Glu Asp Leu Ala Asp Tyr His Cys Gly Gln
85 50 g5

Gly Tyr Sex Tyr Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile
100 1058 110

Lys

«210> 145
<211l> 113
<212» PRT

<213> Artificial

<220>
<223> Descripticn of artificial sequence: Translation of PCR product

<400> 145
asp Ile val Met Ser Gln Ser Pro Ser Ser Leu Ala Val Ser Val Gly
i 5 10 15

Glu Lys Vval Thr Met Ser Cys Lys Ser Ser Gln Ser Leu Leu Tyr Ser
20 25 30

Ser Asn Gln Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln
35 40 45

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 &0

Prc Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 ] 75 BQ

Ile Ser Ser Val Lys Ala Glu Asp Leu Ala Val Tyx Tyr Cys Gln Gin
85 S0 85

Tyr Tyr Ser Tyr Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu
100 . 105 1190
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Lys

<210> 146

<211> 107

<212> PERT

<213> Arti
<220>

223>

<400> 146

Asn Tle Val
1

Glu Arg Val

Val Ser Trp

35

Gly Ala

50

TyT

Ser Ser

65

Gly

Glu Asp Leu

Thr Phe Gly

<210>
<21ll>
<212>
<213

147
324
DNA
Arti

<220>

<223 Desc

<400> 147
cgtacggtygyg

ggcaccgeca
tagaaggtyy
agcaaggact
aaécacaagg

agettoaaca

ficial

Met
5

Thr
20

Leu

Tyr Gln Gl

Ser Asn

Ala Thr

70

Val
85

Ala

Ala
100

Gly

ficial

ription of

ccgetoeccag
gcgtggtatg
acaacgccct
ccacctacag
tgtacgecety

ggggcgagtg

Thr Gln

Thr

Aryg

Asp

TyY

Thr

Sequences_342-31PCT.txt

Ser Pro

Cys

Lys

Pro
40

n Liys

Tyr Thr

5B

Phe Thr

Cys

Tyr

Lys Leu

Ser Met

10

Lys

Ala
25

Ser Glu

@lu @ln Ser

Gly val Pro

Thr Ile

75

Leu

Gln Gin

a0

Tyr

Glu Leu Lys

108

artificial

cgtgttecatc
cotagctgaac
gcagagegyc
cctgageagc
cgaggtgace

clbag

Ser Met

Asn Val

30

Pro Lys

45

hsp
£0

Arg
Ser

Ser

Tyr Ser

Ser

Val

Leu

Phe

Val

Tyr

Description of artificial sequence: Translation of PCR product

val
15

Gly
Thr

Tyr

Leu Ile

Thr

Gly

Ala
B8O

Lys

Pro Leun

g5

sequence: codon optimized nucleic acid

tteceoeccea
aacttctacc
aacagccagg
accotgacceco

caccagggec

Page E83

gcgacgagea
ccegggagyge
agagegtceac
tgagcaaggce

tgtccageece

gctgaagtoo
caaggtgcag
cgageaggac
cgactacygay

cgtgaccaad

60

120

180

240

300

324



148
i07
PRT
Arti

<210>
211>
<2i2>
<213>

<220>
<223>
<400> 148

Arg Thr Val
1

Gln Leu Lys

Tyr Pro Arg

35

Ser Gly Bsn

50

Thr
63

Ser

Tyr

Lys His Lys

Preo Val Thr

<210>
<211>
<212>
<213

149
961
DNA
Arti

<220>

<223> Desc¢

<400> 149
ggcccaageg

ctgggetgec
gecotgaccet
ctgagcagey
gtgaaccaca
sagaccoceaca

ctgttccoeoe

gtggtagtyg

Ficial

Ala Ala Pr

Ser
20

Gly

Glu Ala

Ser Gln Gl

Leu Ser

70

Val Al

Tyr
85

&yg Ser
100

ficial
ription of

tgttaecceceo
tggtgaagga
ccggegtgea
tagtgacegt
agccéagéaa
cetgecccee
ccaagoccaa

acgtgagcca

Thr

Lys

Sex

Phe Agn

Sequences_342-31PCT.Lxt

o Ser Val

Ala Ser

Val Glin

40

Ser val

25

u

Thr Leu

a Cys Glu

Arg

artificial

ggcceccage
ctacttecoc
cacctteece
gcoccageage
caccaaggtg

ghgoccagec

ggacacccetg

cgaggaccca

Phe Ile

19

Phe

val
25

vVal Cys

Lys Val

Thr Glu Gln

Thr Ser

75

Leu

Val Thr His

g0

Gly Glu

105

Cys

Pro Pro Ser

Asn
Y]

Leu Leu

Asn Ala

45

Asp

Asp Ser

60

Lys

Lys Ala Asp

Gin Gly Leu

Description of artificial seguence: codon optimized protein

Asp Glu
15

Asn Phe

Leu Gln

Asp Ser

Glu
80

Sar Ser

95

sequence: codon optimized nucleic acid

agcaagagca
gagececgtga
geegtgetge
agcctgggea
gacaagagaqg
cocagagetge
atgatcagea

gaggtgaagt
Page B4

ceageggcdg
ccgtgagety
agagcagegg
cececagaccta
tggagcocaa
tgggcggacc
ggaccocecga

tcaactggta

cacagcogcec
gaacagogga
cctgtacage
catctgecaac
gagetgcogac
cagegtgtte
ggtgaccige

cgtggacggce

&0

120

180

240

300

360

420

480



gtygaggtgc
gtagtgtecg
aaggtcteca
cagacacygay
caggtgtcce
gagagcaacyg
ggcagcttet
gtgttcaget
agcctgagee
<210>
<21l>

«212>
<213

150
326
FRT
Arti

<220>
<223> Desc

<4006> 150
Gly Pro Ser
1

Gly Thr Ala

Val
35

val Thr

Phe Pro Ala

50

Val
&5

Thr Val

Val Asn

Lys Ser Cys

Leu Leu Gly

115

Thr Leu Met

130

acaacgccaa
tgctgacegt
acaaggccct
agccccagat
tgacetgtet
gorageecga
tocctgtacag
gcagegtgat

cecggcaagta

fieial

ription of

Val Phe
g

Ala
20

Leu
“Ser Trp
val Leu
Ser

Pro

Pro
85

Lys

Asp
100

Lys
Pro

Gly

Ile ser

Pro

Gly

Asn

Gln

ser

70

Ser

Thr

Ser

AYg

Sequences_342-31PCT.Lxt

gaccaagccce
getgcaccay
gccageoooe
gtacaccctg
ggtgaagggc
gaacaactac
caagetgaco
gracgaggece

g

artificial sequence: codon optimized protein

Leu hla

Leu

Cys

Ser Gly

40

Ser Ser

55

Ser Leu

Asn Thr

His Thr

Val Phe

120

Thx
135

Pro

agagaggage
gactggctga
atcegaaaaga
cecoeceeagee
ttctaccceca
aagaccacec
gtggacaagt

ctgcacaace

Zer Ser

10

Pro

vVal
25

Lys Asp

Alas Leu Thr

Gly Leu Tyr

Thr Gin

75

Cly

Val
a0

Lys Asp

Cys Pro Pro

1405

Leu Phe Pro

glu val Thr

Page B85

agtacaacag
aeggcaagga
ceatcageaa
gggaggagat
gogacatoge
ceccagtget

ccaggtggea

actacacccea

Lys Ser Thr

Phe Pro

30

Tyr

Ser Gly Val

45

Ser Leu Ser

60

Thr Ile

Tyr

Lys Arg Val

Ala
110

Cys Pro

Pro Lys Pro

125

Cys Val Val

140

cacctacagy
atacaagtge
ggecaagygac
gaccaagaac
cgtggagtgg
ggacagcgac
geagggeaac

gaagtccctg

Sexr
15

Gly
¢lu Pro
His Thr
Val

Ser

hsn
80

Cys

Glu
a5

Pro

Pro Glu

iys Asp

Val Asp

5440

600

660

720

780

840

300

960

981



Val

145

Val

Ser

Leu

Ala

Prao

225

Gln

Ala

Thr

Ser
308

Ser

Ser

Glu

Thr

Asn

Pro

210

Gln

Val

Val

Pro

Thr

290

Val

Leu

Val

Tyr

Gly

185

Ile

Val

Ser

Glu

Pro

275

Val

Met

Ser

Glu

His

AXg

180

Lys

Glu

Tyr

Leu

Trp

260

val

Asp

His

Pro

Aep

Asn

165

Val

Glu

Lys

Thr

Thr

245

Glu

Leu

Lys

Glu

Gly
325

Pro
150

Alz

Val

Tyr

Thr

Leu
230

cys

Ser

Asp

Ser

Ala

310

Lys

Giu

Lys

Ser

Lys

Tle

215

Pro

Leu

Asn

Ser

Arg

285

Leu

Sequences_342-31P(CT.txt

Val Lys Phe
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