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<210>  1
<211>  40
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  example target DNA sequence

<400>  1
gaacatgtcg agcaggtacg gctctcacta gggccgccgc                             40

<210>  2
<211>  100
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  desired DNA sequence

<400>  2
atggtgagca agggcgagga gctgttcacc ggggtggtgc ccatcctggt cgagctggac       60

ggcgacgtaa ggagctgttc accggggtgg tgaggagctg                            100

<210>  3
<211>  34
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  oligonucleotide s1

<400>  3



atggtgagca agggcgagga gctgttcacc gggg                                   34

<210>  4
<211>  67
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  oligonucleotide a1

<400>  4
cgtcgccgtc cagctcgacc aggatgggca ccaccccggt gaacagctcc tcgcccttgc       60

tcaccat                                                                 67

<210>  5
<211>  66
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  oligonucleotide s2

<400>  5
tggtgcccat cctggtcgag ctggacggcg acgtaaggag ctgttcaccg gggtggtgag       60

gagctg                                                                  66

<210>  6
<211>  33
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  oligonucleotide a2

<400>  6
cagctcctca ccaccccggt gaacagctcc tta                                    33

<210>  7
<211>  13
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  example error mechanism (truncation)

<400>  7
atggtgagca agg                                                          13




