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Figure 1
scFv C-9P21 Nucleotide sequence

CCATGGCCCAGGTGCAGCTGCAGGAGTCCGGGGGAGGCTTAGTTCACCCTGGGGGGTCC
NcoI  |-----e-e- V., Start (SEQ ID No.34 Start)

CTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTCAGTAGCTACTGGATGCACTGGGT
CCGCCAAGCTCCAGGGAAGGGGCTGGTGTGGGTCTCACGTATTAATAGTGATGGGAGTA
GCACAAGCTACGCGGACTCCGTGAAGGGCCGATTCACCATCTCCAGAGACAACGCCAAG
AACACGCTGTATCTGCAAATGAACAGTCTGAGAGCCGAGGACACGGCTGTGTATTACTG
TGCGAGAAAARATCTTGGGGGTGGGAGCTAGGTCTCGTCCGTTACTTTGACTACTGGGGCC

AGGGAACAATGGTCACCGTCTCTTCAAAGCTTTCAGGGAGTGCATCCGCCCCAAAACTT

Vg End----- lHindIII-—Linker Start
GAAGAAGGTGAATTTTCAGAAGCACGCGTAGARACGACACTCACGCAGTCTCCAGGCAC
Linker End ------ MluI—-| ------ V., Start

CCTGTCTTTGTCTCCAGGGGAAAGAGCCACCCTCTCCTGCAGGGCCAGTCAGAGTGTTG
TCAGCAACTATTTAGCCTGGTACCAGCAGAAGCCTGGCCAGGCTCCCAGGCTCCTCATC
TCTGGTGCATCCAACAGGGCCACTGGCATCTCAGACAGGTTCAGTGGCAGTGGGTCTGG
GGCAGACTTCACTCTCACCATCAGCAGAGTCGAGCCTGAAGACTCAGCAGTGTATTACT

GTCAACAGTTTGATAAGTCCACGTGGACGTTCGGCCAAGGGACCAAGGTGGAAATCAARA
(SEQ ID No. 34 End)V End-----
GCGGCCGCTGGATCCGAACAAAAGCTGATCTCAGAAGAAGACCTAAACTCACATCACCA
NotI cMyc-tag
TCACCATCAC
Hisg~tag

scFv C-9P21 Amino acid sequence

QOVQLOESGGGLVHPGGSLRLSCAASGFTFSSYWMHWVRQAPGKGLVWVSRINSD
P V, Start (SEQ ID No.35 Start)

GSSTSYADSVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCARKILGVGARSR

RYFDYWGQGTMVTVSSKLSGSASAPKLEEGEFSEARVETTLTQSPGTLSLSPGE
Vg End-|~=--cocceoo Linker------- E— Vv, Start
RATLSCRASQSVVSNYLAWYQQKPGQAPRLLISGASNRATGISDRFSGSGSGAD

FTLTISRVEPEDSAVYYCQQFDKSTWTFGQGTKVEIKAAAGSEQKLISEEDLNS
(SEQ ID No. 35 End)ViEnd------ |
HHHHHH o ‘
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Figure 2
scFv B-1M22 Nucleotide sequence

CCATGGCCCAGGTCCAGCTTGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGTCCTCG
NecoI |-~=-=e--- V, Start (SEQ ID No.45 Start) '

GTGAAGGTCTCCTGCAAGGCTTCTGGAGGCACCTTCAGCAGCTATGCTATCAGCTGGGT
GCGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGGAGGGATCATCCCTATCTTTGGTA
CAGCAAACTACGCACAGAAGTTCCAGGGCAGAGTCACGATTACCGCGGACGAATCCACG
AGCACAGCCTACATGGAGCTGAGGAGCCTGAGATCTGACGACACGGCCGTGTATTACTG
TGCGAGAGATCGGGAGAGATGGCTACAATCCGCGGGCGACTACTGGGGCCAGGGAACCC

TGGTCACTGTCTCCTCAAAGCTTTCAGGGAGTGCATCCGCCCCAAAACTTGAAGAAGGT

Vy End---- |HindIII--Linker Start
GAATTTTCAGAAGCACGCGTACAGCCTGTGCTGACTCAGTCACCCTCGGTGTCAGTGGC
Linker End ~-- MluI———| ------ V. Start

CCCAGGACAGACGGCCAGGATTACCTGTGGGGGAAACAACATTGGAAGTAAAAGTGTGC

ACTGGTACCAGCAGAAGCCAGGCCAGGCCCCTGTGCTGGTCGTCTATGATGATAGCGAC

CGGCCCTCAGGGATCCCTGAGCGATTCTCTGGCTCCAACTCTGGGAACACGGCCACCCT

GACCATCAGCAGGGTCGAAGCCGGGGATGAGGCCGACTATTACTGTCAGGTGTGGGATA

GTAGTAGTGATCATTGGGTGTTCGGCGGAGGGACCAAGCTGACCGTCCTAGCGGCCGCT

(SEQ ID No. 45 End)V;End ----| NotI
GGATCCGAACAAAAGCTGATCTCAGAAGAAGACCTAAACTCACATCACCATCACCATCAC
cMyc-tag Hise-tag

scFv B-1M22 Amino acid seqhence

QVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISWVRQAPGQGLEWMGGIIPT
[ mmmemmeae V4 Start (SEQ ID No.46 Start)
FGTANYAQKFQGRVTITADESTSTAYMELRSLRSDDTAVYYCARDRERWLQSAG

DYWGQGTLVTVSSKLSGSASAPKLEEGEFSEARVQPVLTQSPSVSVAPGQTARIT
Vy End- ] ----------- Linker--~ --- | ------ V. Start
TCGGNNIGSKSVHWYQQKPGQAPVLVVYDDSDRPSGIPERFSGSNSGNTATLTI

SRVEAGDEADYYCQVWDSSSDHWVFGGGTKLTVLAAAGSEQKLISEEDLNSHHH

(SEQ ID No. 46 End)V End------ |
HHH
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Figure 3
scFv C-1124 Nucleotide sequence

CCATGGCCCAGGTCCAGCTGGTACAGTCTGGGGGAGGCGTGGTCCAGCCTGGGAGGTCC
NcoI  |--===~---- Vg Start (SEQ ID No.56 Start)

CTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTCAGTAGCTATGGCATGCACTGGGT
CCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGGTGGCAGTTATATCATATGATGGAAGTA
ATAAATACTATGCAGACTCCGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAG
AACACGCTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTG
TGCGAAAGATCTTCCGATTACCCGCGGGACAGGGGCTGACTACTGGGGCCAGGGAACCC

TGGTCACTGTCTCCTCAAAGCTTTCAGGGAGTGCATCCGCCCCAAAACTTGAAGAAGGT

Vy End—---|HindIII——Linker Start
GAATTTTCAGAAGCACGCGTACAGTCTGTCCTGATTCAGCCTGCCTCCGTGTCTGGGETC
Linker End ~--- MluI—-—| ------ VvV, Start

TCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGGTGGTTATA
ACTATGTCTCCTGGTATCAACAACACCCAGGCAAAGCCCCCAGACTCATGATTTACGAT
GTCACTAGTCGGCCCTCAGGGGTTTCGAATCGCTTCTCTGGCTCCAAGTCTGGCAACAC
GGCCTCCCTGACCATCTCTGGGCTCCAGGCTGAGGACGAGGCTGATTATTACTGCAGTT

CATATGCAGGCAGCTACAGCGTGGTATTCGGCGGAGGGACCAAGGTCACCGTCCTAGCG

(SEQ ID No. 56 End)V,,End—---INotI
GCCGCTGGATCCGAACAAAAGCTGATCTCAGAAGAAGACCTAAACTCACATCACCATCA
NotI cMyc-tag Hise¢-tag

CCATCAC

scFv C-1124 Amino acid sequence

QVQLVQSGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAVISYD
. Vy Start (SEQ ID No.57 Start) ’
GSNKYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDLPITRGTGA

DYWGQGTLVTVSSKLSGSASAPKLEEGEFSEARVQSVLIQPASVSGSPGQSITI
Vy End|---=cccommo Linker-------- [—— VvV, Start
SCTGTSSDVGGYNYVSWYQOHPGKAPRLMIYDVTSRPSGVSNRFSGSKSGNTAS

LTISGLQAEDEADYYCSSYAGSYSVVFGGGTKVTVLAAAGSEQKLI SEEDLNSH
(SEQ ID No. 57 End)Vp End---~--
HHHHH
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Figure 4
scFv D-1K21 Nucleotide sequence

CCATGGCCCAGGTCCAGCTTGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGGCCTCA
NCoI |wmmme—me- Vy Start (SEQ ID No.67 Start)

GTGAAGGTCTCCTGCAAGGCTTCTGGATACACCTTCACCGGCTACTATATGCACTGGGT
GCGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGGACGGATCAACCCTAACAGTGGTG
GCACAAACTATGCACAGAAGTTTCAGGGCAGGGTCACéATGACCAGGGACAC GTCCATC
AGCACAGCCTACATGGAGCTGAGCAGGCTGAGATCTGACGACACGGCCGTGTATTACTG
CGCGAGGCG'I‘AACCTGATAGCAGCTC GTCCCCGGAATCGGGGCAGGGATGCTTTTGATA

'I‘CTGGGGCCAAGGGACAATGGTCACCGTCTCTTCAAAGCTTTCAGGGAGTGCA TCCGCC

Vy End--~--~ HindIII--Linker Start
CCAAAACTTGAAGAAGGTGAATTTTCAGAAGCACGC’GTAGACATCCAGATGACCCAGTC
Linker End ------- Mlul-- | —————— V., Start

TCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCGGGCCAGTC
AGAGTATTGGTGGCTCGTTGGCCTGGTATCAGCAGAAAC CAGGGAAAGGCCCTAACCTC
CTGA'I‘CTATGCTGCATCCAC'I;TTG(;TAAAGTGGGGTcCCATCAAGGT’I‘CAGCGGCAGTGG
ATCTGGGACAGAAT’I‘CAC'I‘CTCACAATCAGCAGCC'I‘GCAGCCTGAAGAT’I‘CTGCAACT‘I‘

ACTACTGCCAACACTATGAAAGTTATCCCCTCTCTTTCGGCGGCGGGACCAAGCTGGAG
(SEQ ID No. 67 End)V,End-----~

ATCAAAGCGGCCGCTGGATCCGAACAAAAGCTGATCTCAGAAGAAGACCTAAACTCACA
------ I NotI cMyc-tag
TCACCATCACCATCAC

Hisg¢-tag

scFv D-1K21 Amino acid sequence

QVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGRINPN
[ Vv, Start (SEQ ID No.68 Start)

SGGTNYAQKFQGRVIMTRDTSISTAYMELSRLRSDDTAVYYCARRNLIAARPRN

RGRDAFDIWGQGTMVTVSSKLS GSASAPKLEEGEF SEARVDIQMTQSPSTLSAS
Vg End~ |-m-cmommeeo Linker------~- " V. Start
VGDRVTITCRASQSIGGSLAWYQQKPGKGPNLLIYAASTLQSGVPSRFSGSGSG

TEFTLTISSLQPEDSATYYCQHYESYPLSFGGGTKLEIRAAAGSEQKLISEEDL
(SEQ ID No. 68 End)Vp End~------ |
NSHHHHHH
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Figure §
scFv 9N10 Nucleotide sequence

CCATGGCCCAGGTGCAGCTGCAGGAGTCCGGGGGAGGCTTAGTTCACCCTGGGGGGETCC
NcoI  |---==--=- Vy Start (SEQ ID No.100 Start)

CTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTCAGTAGCTACTGGATGCACTGGGT
CCGCCAAGCTCCAGGGAAGGGGCTGGTGTGGGTCTCACGTATTAATAGTGATGGGAGTA
GCACAAGCTACGCGGACTCCGTGAAGGGCCGATTCACCATCTCCAGAGACAACGCCAAG
.AACACGCTGTATCTGCAAATGAACAGTCTGAGAGCCGAGGACACGGCTGTGTATTACTG
TGCGAGAAAAATCTTGGGGGTGGGAGCTAGGTCTCGTCGTTACTTTGACTACTGGGGCC
AGGGAACAATGGTCACCGTCTCTTCAAAGCTTTCAGGGAGTGCATCCGCCCCAAAACTT
Vg End—---'HindIII——Linker Start
GAAGAAGGTGAATTTTCAGAAGCACGCGTAGATATTGTGCTGACCCAGACTCCAGACTC
Linker End ~---- MluI——l ------ V., Start
CCTGGCTGTGTCTCTGGGCGAGACGACCACCATCAACTGCAAGTCCAGCCAGAGTGTTT
TACACAGCTCCAACAATAAGAACTACTTAGCTTGGTACCAGCAGAAACCAGGACAGCCT
CCTAAGCTGCTCATITTACTGGGCATCTACCCGGGAATCCGCGGGTCCCTGACCGATTCAG

TGGCAGCGGGTCTGGGACAGATTTCACTCTCACCATCAGCAACCTGCAGCCTGAAGATG

TGGCTTTTTACTACTGTCTGCAATATTCTACTTTTCCTCGGACGTTCGGCCAAGGGACC
(SEQ ID No. 100----

AAGGTGGAGATCAAAGCGGCCGCTGGATCCGAACAAAAGCTGATCTCAGAAGAAGACCT
----- End)V.End---~| NotI cMyc-tag
éAACTCACATCACCATCACCATCAC

Hisg-tag

scFv 9N10 Amino acid sequence

QVQLOESGGGLVHPGGSLRLSCAASGFTFSSYWMHWVRQAPGKGLVWVSRINSD
T V, Start (SEQ ID No.10l Start)
GSSTSYADSVKGRFTISRDNAKNTLYLOMNSLRAEDTAVYYCARKILGVGARSR

RYFDYWGQGTMVTVSSKLSGSASAPKLEEGEFSEARVDIVLTQTPDSLAVSLGE
Vg End-|-~----cmemv Linker-~-=-=-- [—— Vv, Start
TTTINCKSSQSVLHSSNNKNYLAWYQQRKPGQPPKLLIYWASTRESGVPDRFSGS

GSGTDFTLTISNLQPEDVAFYYCLQYSTFPRTFGQGTKVEIKAAAGSEQKLISE
(SEQ ID No. 101 End)VpEnd---~-- |
EDLNSHHHHHH
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Figure 6A
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Figure 6C
Ramos
4000~ —_
- - —— 9N10 gG
oo
3 30004 CoP21 oG
; ] + FTgG
5 2000
c
0
B 1000-
2
0- —r—t
(DR ALl e AR LA LLL S AALLL BRI AL LLL BRI LLLY DL
10 102 10" 10° 10" 1072
nM
CCRF-CEM
1500+
—e— O9N10gG
/ —— (C9P21 4G
1000 . F7 gG

500+

Median (YLW-HLog)

0_. E, v w -

[t e e SUELLL R R R AL

v orrrrmmm LLALRALLL ) LIRS
10° 102 107 10° 10 102
M



8/22

Figure 7A
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Figure 7C
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Figure 10
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Calcium flux assay
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Figure 11C
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Figure 11D
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Figure 11E
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Figure 12A

Calcium flux assay with 50 ng/ml SDF-1a
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Figure 12 B
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Figure 13 |

SDF-1 induced migration of CCRF-CEM cells
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Figure 14
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Figure 15A
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Figure 16A
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