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Supplementary Figures and Tables
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Supplementary Table 1

Constructs A and Protein Sequences
' His Tag

ATCatcatcatcactoacageagoggoctggtgccgegoggoagecal
H B H# BE #H B 8§ s 6 L Vv P 21 G S H#
Thrombin Cleavage Site

atggctagctccggcctgaacgacatcttCgaggctcagaaaatcgaatggcacgaaggc

M A S5 5 & L N D ¥ F E A @ K I E W H E &
ggcgatgacgacgacaagage
G B D L D Xy 5

Enterokinase Cleavage Site - Signal Peptide

atgaataaccaacgaaaaaaggcgagaaatacgectitic

M N N ¢ R X K A R N T P F
aatatgc‘-.:gaaacgcgagagaaaccgcgtgtcgactgtacaacagctgacaaagagattc
N M L X X E R ¥ R ¥V S T V ¢ ¢ L T X R F
tcacttggaatgctgcagggacgaggaccattaaaactgttcatggccctggtggcgttc
s L 6 M L § 6 R 6 P L X L F M A L ¥V A F
cttcgtttcctaacaatcccaccaacagcagggatactgaagagatggggaacaattaaa
L R F L I 2 P T A &€ I & K R W 6 T I K
aaatcaaaagccattaatgtitttgagagggttcaggaaagagattggaaggatgcotgaac
XK 8§ K A I N VvV L R € F ® X E I 6 R M L K
atcttgaacaggagacgcagaactgcaggcatgatcattatgctgattecadcagtgatg
I L. ¥ R R R R T AR G M I I M L I P T V ¥
gcgtaa . ) X
A - - DENV C Protein

Leu (C rA)
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Supplementary Table 3

Accession Number

T T

Competent Cells Features

. e - 1gast: 2
BIL.-21-CodonPlus CP0O01665 Bifunctional BirA, biotin operon
repressor/ biotin--acetyl-C oA-carboxylase ligase
Supplementary Table 4
Identity | Fragment Peptide Sequence Calcﬁlated (Da) Measure (Da) Ervor (Da)

T

104-116 LTIPPTAGILKR 1425.87 14258 -0.07




