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Arg Leu Lys Leu Gly Lys Pro Leu Gly Arg Gly Ala phe Gly GIn val
835 840 845

Ite Glu Ala Asp Ala Phe Gly Ile Asp Lys Thr Ala Thr Cys Arg Thr
850 855 860

val Ala val Lys Met Leu Lys Glu Gly Ala Thr His Ser Glu His Arg
865 870 875 880

Ala Leu Met Ser Glu Leu Lys Ile Leu Ile His Ile Gly His His Leu
885 890 895
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