
SEQUENCE LISTING 

<110> 	SBI BIOTECH CO., LTD. 

<120> 	MEDICAMENT COMPRISING ANTI PHOSPHOLIPASE D4 ANTIBODY 

<130> 	W7064-00 

<150> 	JP 2013-158258 
<151> 	2013-07-30 

<160> 	132 

<170> 	Patentln version 3.4 

<210> 	1 
<211> 	506 
<212> 	PRT 
<213> 	Homo sapiens 

<220> 
<221> 	PEPTIDE 
<222> 	(1).. (506) 

<400> 	1 

Met Leu Lys Pro Leu Trp Lys Ala Ala Val Ala Pro Thr Trp Pro Cys 
1 	 5 10 15 

Ser Met Pro Pro Arg Arg Pro Trp Asp Arg Glu Ala Gly Thr Leu Gln 
20 25 30 

Val 	Leu Gly Ala Leu Ala Val Leu Trp Leu Gly Ser Val Ala Leu Ile 
35 40 45 

Cys Leu Leu Trp Gin Val Pro Arg Pro Pro Thr Trp Gly Gln Val Gln 
50 55 60 

Pro Lys Asp Val Pro Arg Ser Trp Glu His Gly Ser Ser Pro Ala Trp 
65 	 70 75 80 

Glu Pro Leu Glu Ala Glu Ala Arg Gin Gln Arg Asp Ser Cys Gin Leu 
85 90 95 

Val 	Leu Vai 	Glu Ser 	Ile Pro Gln Asp Leu Pro Ser Ala Ala Gly Ser 
100 105 110 

Pro Ser Ala Gin Pro Leu Gly Gin Ala Trp Leu Gin Leu Leu Asp Thr 
115 120 125 
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Ala Gin Glu Ser Val His Val Ala Ser Tyr Tyr Trp Ser Leu Thr Gly 
130 135 140 

Pro Asp Ile Gly Val Asn Asp Ser Ser Ser Gin Leu Gly Glu Ala Leu 
145 150 155 160 

Leu Gln Lys Leu Gln Gln Leu Leu Gly Arg Asn Ile Ser Leu Ala Val 
165 170 175 

Ala Thr Ser Ser Pro Thr Leu Ala Arg Thr Ser Thr Asp Leu Gln Val 
180 185 190 

Leu Ala Ala Arg Gly Ala His Val Arg Gln Val Pro Met Gly Arg Leu 
195 200 205 

Thr Arg Gly Val Leu His Ser Lys Phe Trp Val Val Asp Gly Arg His 
210 215 220 

Ile Tyr Met Gly Ser Ala Asn Met Asp Trp Arg Ser Leu Thr Gin Val 
225 230 235 240 

Lys Glu Leu Gly Ala Val Ile Tyr Asn Cys Ser His Leu Ala Gln Asp 
245 250 255 

Leu Glu Lys Thr Phe Gln Thr Tyr Trp Val Leu Gly Val Pro Lys Ala 
260 265 270 

Val Leu Pro Lys Thr Trp Pro Gin Asn Phe Ser Ser His Phe Asn Arg 
275 280 285 

Phe Gln Pro Phe His Gly Leu Phe Asp Gly Val Pro Thr Thr Ala Tyr 
290 295 300 

Phe Ser Ala Ser Pro Pro Ala Leu Cys Pro Gin Gly Arg Thr Arg Asp 
305 310 315 320 

Leu Glu Ala Leu Leu Ala Val Met Gly Ser Ala Gln Glu Phe Ile Tyr 
325 330 335 

Ala Ser Val Met Glu Tyr Phe Pro Thr Thr Arg Phe Ser His Pro Pro 
340 345 350 

Arg Tyr Trp Pro Val Leu Asp Asn Ala Leu Arg Ala Ala Ala Phe Gly 
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355 360 365 

Lys Gly Val 	Arg Val Arg Leu Leu Val 	Gly Cys Gly Leu Asn Thr Asp 
370 375 380 

Pro Thr Met Phe Pro Tyr Leu Arg Ser Leu Gln Ala Leu Ser Asn Pro 
385 390 395 400 

Ala Ala Asn Val 	Ser Val Asp Val 	Lys Val Phe Ile Val Pro Val Gly 
405 410 415 

Asn His Ser Asn. Ile Pro Phe Ser Arg Val Asn His Ser Lys Phe Met 
420 425 430 

Val 	Thr Glu Lys Ala Ala Tyr Ile Gly Thr Ser Asn Trp Ser Glu Asp 
435 440 445 

Tyr Phe Ser Ser Thr Ala Gly Val 	Gly Leu Val Val Thr Gin. Ser Pro 
450 455 460 

Gly Ala Gln Pro Ala Gly Ala Thr Val 	Gln Glu Gln Leu Arg Gln Leu 
465 470 475 480 

Phe Glu Arg Asp Trp Ser Ser Arg Tyr Ala Val Gly Leu Asp Gly Gin 
485 490 495 

Ala Pro Gly Gln Asp Cys Val Trp Gln Gly 
500 505 

<210> 2 
<211> 5 
<212> PRT 
<213> Homo sapiens 

<400> 2 

Ser Tyr Trp Met His 
1 5 

<210>, 3 
<211> 17 
<212> PRT 
<213> Homo sapiens 

<400> 3 

Asp 	Ile Tyr Pro Gly Ser Asp Ser Thr Asn Tyr Asn Glu Lys Phe Lys 
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1 5 10 	 15 

Ser 

<210> 	4 
<211> 	9 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	4 

Gly Gly Trp Leu Asp Ala Met Asp Tyr 
1 5 

<210> 	5 
<211> 	11 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	5 

Arg Ala Ser Gin Asp Ile Ser Asn Tyr Leu Asn 
1 5 10 

<210> 	6 
<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	6 

Tyr Thr Ser Arg Leu His Ser 
1 	 5 

<210> 	7 
<211> 	8 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	7 

GIn Gin Gly Asn Thr Leu Pro Trp 
1 5 

<210> 	8 
<211> 	5 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	8 
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Thr Tyr Trp Met His 
1 5 

<210> 	9 
<211> 	17 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	9 

Ala 	Ile Tyr Pro Gly Asn Ser Glu Thr Ser Tyr Asn Gin Lys Phe Lys 
1 5 10 15 

Gly 

<210> 	10 
<211> 	7 
<212> 	,PRT 
<213> 	Homo sapiens 

<400> 	10 

Gly Tyr Ser Asp Phe Asp Tyr 
1 5 

<210> 	11 
<211> 	11 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	11 

His Ala Ser Gin Gly Ile Arg Ser Asn Ile 	Gly 
1 5 10 

<210> 	12 
<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<400> ' 12 

His Gly Thr Asn Leu Glu Asp 
1 5 

<210> 	13 
<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	13 
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Val Gln Tyr Val 	Gin Phe Pro 
1 5 

<210> 	14 
<211> 	5 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	14 

Asp Tyr Asn Leu His 
1 	' 5 

<210> 	15 
<211> 	17 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	15 

Tyr 	Ile Tyr Pro Tyr Asn Gly Ash Thr Gly Tyr Ash Gin Lys Phe Lys 
1 ' 	5 H 10 15 

Arg 

<210> 	16 
<211> 	14 
<212> 	PRT 
<213> 	Homo Sapiens_ 

<400> 	16 

Gly Gly 	Ile Tyr Asp Asp Tyr Tyr' APID Tyr. Ala Ile Asp Tyr 
1 5 	' ' : 	' 10 

<210> 	17 
<211> 	11 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	17 

Arg Ala Ser Glu Ash 	Ile Tyr see His Ile Ala 
1 5 10 

<210> 	18 
<211> 	7 
<212> 	PRT 
<213> 	Homo Sapiens:. 
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<400> 	18 

Gly Ala Thr Asn Leu Ala His 
1 5 

<210> 	19 
.<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	19 

Gln His Phe Trp Gly Thr Pro 
1 5 

<210> 	20 
<211> 	5 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	20 

Ser Tyr Tyr Leu Tyr 
1 5 

<210> 	21 
<211> 	17 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	21 

Leu Ile Asn Pro Thr Asn. Ser Asp Thr Ile Phe Asn Glu Lys Phe Lys 
1 . 5 10 15 

Ser 

<210> 	22 
<211> 	11 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	22 

Glu Gly GIY TYr Gly Tyr Gly Pro Phe Ala Tyr 
1 5 10 

<210> 	23 
<211> 	16 
<212> 	PRT 
<213> 	Homo sapiens 
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<400> 23 

Thr.  Ser Ser Gln Thr Leu Val His Ser Asn Gly Asn Thr Tyr Leu His 
1 5 10 15 

<210> 24 
<211> 7 
<212> PRT 
<213> Homo -sapiens 

<400> 24 

Lys Val Ser Asn Arg Phe Ser 
1 5 

<210> 25 
<211> 6 
<212> PRT 
<213> Homo sapiens 

<400> 25 

His Ser Thr His Val Pro 
1 5 

<210> 26 
<211> 5 
<212> PRT 
<213> Homo sapiens 

.<400> 26 

Ser Tyr Gly Met Ser 
1 5 

<210> 27 
<211> 17 
<212> PRT 
<213> Homo sapiens 

<400> 27 

Thr 	Ile Ser Ser Gly Gly Ser Tyr Ile Tyr Tyr Pro Glu Ser Val Lys 	•  
1 5 ' 10 15 

Gly 

<210> 28 
<211> 12 
<212> PRT 
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<213> 	Homo sapiens 

<400> 	28 

Leu Tyr Gly Gly Arg Arg Gly Tyr Gly Leu Asp Tyr 
1 5 10 

<210> 	29 
<211> 	16 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	29 

Arg Ser Ser Lys Ser.Leu Leu His Ser Asp Gly Ile Thr Tyr Leu Tyr 
1 5 10 15 

<210> 	30 
<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	30 

Gin Met Ser Asn Leu AlaSer 
1 5 

<210> 	31 
<211> 	6 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	31 

Ala Gln Asn Leu Glu Leu 
1 5 

<210> 	32 
<211> 	6 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	32 

Ser His Tyr Tyr Trp Thr 
1 

5 

<210> 	33 
<211> 	16 
<212> 	PRT. 
<213> 	Homo sapiens 

<400> 	33 
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Tyr 	Ile Ser Tyr Asp Gly Ser Asn Asn Tyr Asn Pro Ser Leu Lys Asn 
1 5 10 15 

<210> 	34 
<211> 	15 
<212> 	PRT 
'<213> 	Homo sapiens 

<400> 	34 

Glu Gly Pro Leu Tyr Tyr Gly Asn Pro Tyr Trp Tyr Phe Asp Val 
1 5 10 15 

<210> 	35 
<211> 	11 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	35 

Arg Ala Ser Gin Asp Ile Asp Asn Tyr Leu Asn 
1 5 10 

<210> 	36 
<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	36 

Tyr Thr Ser Arg Leu His Ser 
1 , 	5 

<210> 	37 
<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	37 

Gln Gln Phe Asn Thr Leu Pro 
1 5 

<210> 	38 
<211> 	6 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	38 

Ser His Tyr Tyr Trp Ser 
1 5 
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<210> 	39 
<211> 	16 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	39, 

Tyr 	Ile Ser Tyr Asp Gly Ser Asn Asn Tyr Asn Pro Ser Leu Lys Asn 
1 5 10 15 

<210> 	40 
<211> 	15 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	40  

Glu Gly Pro Leu Tyr Tyr Gly Asn Pro Tyr Trp Tyr Phe Asp Val 
1 5 10 15 

'<210> 	41 
<211> 	11 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	41 

Arg Ala Ser Gln Asp Ile Asp Asn Tyr Leu Asn 
1 5 10 

<210> 	42 
<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	42 

Tyr Thr.Ser Arg Leu.  His Ser 
1 5 

<210> 	43 
<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	43 

Gln Gln Phe Asn Thr Leu Pro 
1 5 

<210> 	44 
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<211> 	1521 
<212> 	DNA 
<213> 	Homo sapiens 

<400> 	44 
atgctgaagc ctctttggaa agcagcagtg gcccccacat ggccatgctc catgccgccc 60 

cgccgcccgt gggacagaga ggctggcacg ttgcaggtcc tgggagcgct ggctgtgctg 120 

tggctgggct ccgtggctct tatctgcctc ctgtggcaag tgccccgtcc tcccacctgg 180 

ggccaggtgc agcccaagga cgtgcccagg tcctgggagc atggctccag cccagcttgg 240 

gagcccctgg aagcagaggc caggcagcag agggactcct gccagcttgt ccttgtggaa 300 

agcatccccc aggacctgcc atctgcagcc ggcagcccct ctgcccagcc tctgggccag 360 

gcctggctgc agctgctgga cactgcccag gagagcgtcc acgtggcttc atactactgg 420 

tccctcacag ggcctgacat cggggtcaac gactcgtctt cccagctggg agaggctctt 480 

ctgcagaagc tgcagcagct gctgggcagg aacatttccc tggctgtggc caccagcagc 540 

ccgacactgg ccaggacatc caccgacctg caggttctgg ctgcccgagg tgcccatgta 600 

cgacaggtgc ccatggggcg gctcaccagg ggtgttttgc actccaaatt ctgggttgtg 660 

gatggacggc acatatacat gggcagtgcc aacatggact ggcggtact gacgcaggtg 720 

aaggagcttg gcgctgtcat ctataactgc agccacctgg cccaagacct ggagaagacc 780 

ttccagacct actgggtact gggggtgccc aaggctgtcc tccccaaaac ctggcctcag 840 

aacttctcat ctcacttcaa ccgtttccag cccttccacg gcctctttga tggggtgccc 900 

accactgcct acttctcagc gtcgccacca gcactctgtc cccagggccg cacccgggac 960 

ctggaggcgc tgctggcggt gatggggagc gcccaggagt tcatctatgc ctccgtgatg 1020 

gagtatttcc ccaccacgcg cttcagccac cccccgaggt actggccggt gctggacaac 1080 

gcgctgcggg cggcagcctt cggcaagggc gtgcgcgtgc gcctgctggt cggctgcgga 1140 

ctcaacacgg accccaccat gttcccctac ctgcggtccc tgcaggcgct cagcaacccc 1200 

gcggccaacg tctctgtgga cgtgaaagtc ttcatcgtgc cggtggggaa ccattccaac 1260 

atcccattca gcagggtgaa ccacagcaag ttcatggtca cggagaaggc agcctacata 1320 

ggcacctcca actggtcgga ggattacttc agcagcacgg cgggggtggg cttggtggtc 1380 

acccagagcc ctggcgcgca gcccgcgggg gccacggtgc aggagcagct gcggcagctc 1440 

tttgagcggg actggagttc gcgctacgcc gtcggcctgg acggacaggc tccgggccag 1500 

gactgcgttt ggcagggctg a 1521 
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<210>' 	45 
<211> 	18 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	forward primer 

<400> 	45 
atggactggc ggtctctg 18 

<210> 	46 
<211> 	20 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	reverse primer 

<400> 	46 
tggaaggtct tctccaggtc 20 

<210> 	47 
<211> 	19 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	forward primer 

<400> 	47 
agccaoatcg ctcagacac 19 

<210> 	48 
<211> 	19 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	reverse primer 

<400> 	48 
gcccaatacg accaaatcc 19  

<210> 	49 
<211> 	18 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	forward primer 

<400> 	49 
atggactggc ggtctctg 18 
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<210> 	50 
<211> 	20 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	reverse primer • 

<400> 	50 
tggaaggtct tctccaggtc 20 

<210> 	51 
<211> 	19 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	forward primer 

<400> 	51 
agccacatcg ctcagacac 19,  

<210> 	52 
<211> 	19 
<212> 	DNA 
<213> 	Artificial. 

<220> 
<223> 	reverse primer 

<400> 	52 
gcccaatacg accaaatcc 19 

<210> 	53 
<211> 	30 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	forward primer 

<400> 	53 
tttgaattcg ccgccacCat gctgaagcct 30 

<210> 	54 
<211>. 	34 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	reverse primer 
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<400> 	54 
aaagcggccg ctcagccctg ccaaacgcag tcct 34 

<210> 	55 
<211> 	1473 
<212> 	DNA 
<213> 	Homo sapiens 

<220> 
<221> 	gene 
<222> 	(1).. (1473) 

<400> 	55 
atgaagccta aactgatgta ccaggagctg aaggtgcctg cagaggagcc cgccaatgag 60 

ctgcccatga atgagattga ggcgtggaag gctgcggaaa agaaagcccg ctgggtcctg 120 

ctggtcctca ttctggcggt tgtgggcttc ggagccctga tgactcagct gtttctatgg 180 

gaatacggcg acttgcatct ctttgggccc aaccagcgcc cagccccctg ctatgaccct 240 

tgcgaagcag tgctggtgga aagcattcct gagggcctgg acttccccaa tgcctccacg 300 

gggaaccctt ccaccagcca ggcctggctg ggcctgctcg ccggtgcgca cagcagcctg 360 

gacatcgcct ccttctactg gaccctcacc aacaatgaca cccacacgca ggagccctct 420 

gcccagcagg gtgaggaggt cctccggcag ctgcagaccc tggcaccaaa gggcgtgaac 480 

gtccgcatcg ctgtgagcaa gcccagcggg ccccagccac aggcggacct gcaggctctg 540 

ctgcagagcg gtgcccaggt ccgcatggtg gacatgcaga agctgaccca tggcgtcctg 600 

cataccaagt tctgggtggt ggaccagacc cacttctacc tgggcagtgc caacatggac 660 

tggcgttcac tgacccaggt caaggagctg ggcgtggtca tgtacaactg cagctgcctg 720 

gctcgagacc tgaccaagat ctttgaggcc tactggttcc tgggccaggc aggcagctcc 780 

atcccatcaa cttggccccg gttctatgac acccgctaca accaagagac accaatggag 840 

atctgcctca atggaacccc tgctctggcc tacctggcga gtgcgccccc acccctgtgt 900 

ccaagtggcc gcactccaga cctgaaggct ctactcaacg tggtggacaa tgcccggagt 960 

ttcatctacg tcgctgtcat gaactacctg cccactctgg agttctccca ccctcacagg 1020 

ttctggcctg ccattgacga tgggctgcgg cgggccacct acgagcgtgg cgtcaaggtg 1080 

cgcctgctca tcagctgctg gggacactcg gagccatcca tgcgggcctt cctgctctct 1140 

ctggctgccc tgcgtgacaa ccatacccac tctgacatcc aggtgaaact ctttgtggtc 1200 

cccgcggatg aggcccaggc tcgaatccca tatgcccgtg tcaaccacaa caagtacatg 1260 

gtgactgaac gcgccaccta catcggaacc tccaactggt ctggcaacta cttcacggag 1320 
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acggcgggca cctcgctgct ggtgacgcag aatgggaggg gcggcctgcg gagccagctg 1380 

gaggccattt tcctgaggga ctgggactcc ccttacagcc atgaccttga cacctcagct 1440 

gacagcgtgg gcaacgcctg ccgcctgctc tga 1473 

<210> 	56 
<211> 	1338 
<212> 	DNA 
<213> 	Homo sapiens 

<220> 
<221> 	gene 
<222> 	(1).. (1338) 

<400> 	56 
atgggagagg atgaggatgg actctcagaa aaaaattgcc aaaataaatg tcgaattgcc 60 

ctggtggaaa atattcctga aggccttaac tattcagaaa atgcaccatt tcacttatca 120 

cttttccaag gctggatgaa tttactcaac atggccaaaa agtctgttga catagtgtct 180 

tcccattggg atctcaacca cactcatcca tcagcatgtc agggtcaacg tctttttgaa 240 

aagttgctcc agctgacttc gcaaaatatt gaaatcaagc tagtgagtga tgtaacagct 300 

gattcaaagg tattagaagc cttgaaatta aagggagccg aggtgacgta catgaacatg 360 

accgcttaca acaagggccg gctgcagtcc tccttctgga tcgtggacaa acagcacgtg 420 

tatatcggca gtgccggttt ggactggcaa tccctgggac agatgaaaga actcggtgtc 480 

atcttctaca actgcagctg cctggtccta gatttacaaa ggatatttgc tctatatagt 540 

tcattaaaat tcaaaagcag agtgcctcaa acctggtcca aaagactcta tggagtctat 600 

gacaatgaaa agaaattgca acttcagttg aatgaaacca aatctcaagc atttgtatcg 660 

aattctccaa aactcttttg ccctaaaaac agaagttttg acatagatgc catctacagt 720 

gtgatagatg atgccaagca gtatgtgtac atcgctgtca tggactacct gcctatctcc 780 

agcacaagca ccaaaaggac ttactggcca gacttggatg caaaaataag agaagcatta 840 

gttttacgaa gcgttagagt tcgactcctt ttaagcttct ggaaggaaac tgatcccctt 900 

acgtttaact ttatttcatc tcttaaagcg atttgcactg aaatagccaa ctgcagtttg 960 

aaagttaaat tttttgatct ggaaagagag aatgcttgtg ctacaaaaga acaaaagaat 1020 

cacacctttc ctaggttaaa tcgcaacaag tacatggtga cagatggagc agcttatatt 1080 

ggaaattttg attgggtagg gaatgatttc actcagaatg ctggcacggg ccttgttatc 1140 

aaccaggcag atgtgaggaa caacagaagc atcattaagc aacttaaaga tgtgtttgaa 1200 
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agggactggt attcaccgta tgccaaaacc ttacagccaa ccaaacagcc gaactgctca 1260 

agcctgttca aactcaaacc cctctccaac aaaactgcca cagacgacac aggcggaaag 1320 

gatccccgga acgtatga 1338 

<210> 	57 
<211> 	39 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	forward primer 

<400> 	57 
tttaagcttg ccgccaccat gaagcctaaa ctgatgtac 39 

<210> 	58 
<211> 	57 ,  
<212> 	DNA 
<213> 	Artificial, 

<220> 
<223> 	reverse primer 

<400> 	58 
tttgaattct cacttatcgt cgtcatcctt gtaatcgagc aggcggcagg cgttgcc 57 

<210> 	59 
<211> 	39 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	forward.primer 

<400> 	59 
tttaagcttg ccgccaccat gggagaggat gaggatgga 39 

<210> 	60, 
<211> 	57 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	reverse primer • 

<400> . 	60 
tttgaattct cacttatcgt cgtcatcctt gtaatctacg ttccggggat cctttcc 57 

<210> 	61 
<211>, 	26 
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<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	forward primer 

<400> 	61 
agctgctgga gcctcttcgg agagcg 26 

<210> 	62 
<211> 	25 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	reverse primer 

<400> 	62 
tcagccctgc caaacgcagt cctgg 25 

<210> 	63 
<211> 	1521 
<212> 	DNA 
<213> 	Macaca fascicularis 

<220> 
<221> 	gene 
<222> 	(1).. (1521) 

<400> 	63 
atgctgaagc ctcttcggag agcggcagtg acccccatgt ggccgtgctc catgctgccc 60 

cgccgcctgt gggacagaga ggctggcacg ttgcaggtcc tgggagtgct ggctatgctg 120 

tggctgggct ccatggctct tacctacctc ctgtggcaag tgcgccgtcc tcccacctgg 180 

ggccaggtgc agcccaagga cgtgcccagg tcctgggggc atggttccag cccagctctg 240 

gagcccctgg aagcggaggt caggaagcag agggactcct gccagcttgt ccttgtggaa 300 

agcatccccc aggacctgcc atttgcagcc ggcagcctct ccgcccagcc tctgggccag 360 

gcctggctgc agctgctgga cactgcccag gagagcgtcc acgtggcttc atactactgg 420 

tccctcacag ggcccgacat tggggtcaac gactcatctt cccagctggg agaggccctt 480 

ctgcagaagc tgcagcagct gctgggcagg aacatttcct tggctgtggc caccagcagt 540 

ccaacactgg ccaggaagtc caccgacctg caggtcctgg ctgcccgagg tgcccaggta 600 

cgacgggtgc ccatggggcg gctcaccagg ggcgttttgc actccaaatt ctgggttgtg 660 

gatggacggc acatatacat gggcagtgcc aacatggact ggcggtccct gacgcaggtg 720 

aaggagcttg gcgctgtcat ctataactgc agccacctgg cccaagacct ggagaagacc 780 
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ttccagacct actgggtgct gggggtgccc aaggctgtcc tccccaaaac ctggcctcag 840 

aacttctcat ctcacatcaa ccgtttccag cccttccagg gcctctttga tggggtgccc 900 

accactgcct acttctcagc atcgccaccc gcactctgtc cccagggccg cacccctgac 960 

ctggaggcgc tgttggcggt gatggggagc gcccaggagt tcatctatgc ctccgtgatg 1020 

gagtatttcc ctaccacgcg cttcagccac ccccgcaggt actggccggt gctggacaac 1080 

gcgctgcggg cggcagcctt cagcaagggt gtgcgcgtgc gcctgctggt cagctgcgga 1140 

ctcaacacgg accccaccat gttcccctat ctgcggtccc tgcaggcgct cagcaacccc 1200 

gcggccaacg tctctgtgga cgtgaaagtc ttcatcgtgc cggtggggaa tcattccaac 1260 

atcccgttca gcagggtgaa ccacagcaag ttcatggtca cggagaaggc agcctacata 1320 

ggcacctcca actggtcgga ggattacttc agcagcacga cgggggtggg cctggtggtc 1380 

acccagagcc ccggcgcgca gcccgcgggg gccacggtac aggagcagct gcggcagctc 1440 

tttgagcggg actggagttc gcgctacgcc gtcggcctgg acggacaggc tccgggccag 1500 

gactgcgttt ggcagggctg a 1521 

<210> 	64 
<211> 	36 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	primer 

<400> 	64 
ccaggagagt gggagaggct cttctcagta tggtgg 36 

<210> 	65 
<211> 	32 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	primer 

<400> 	65 
ggctcaggga aatagccctt gaccaggcat cc 32 

<210> 	66 
<211> 	24 
<212> 	DNA 
<213> 	Artificial 

<220> 
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<223> primer 

<400> 66 
tccagagttc caggtcactg tcac  24 

<210> 	67 
<211> 	24 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	primer 

<400> 	67 
aggggccagt ggatagacag atgg 24 

<210> 	68 
<211> 	24 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	primer 

<400> 	68 
tccagagttc caagtcacag tcac 24 

<210> 	69 
<211> 	24 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	primer 

<400> 	69  
aggggccagt ggatagactg atgg 24 

<210> 	70 
<211> 	36 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	anchor primer 

<220> 
<221> 	misc_feature 
<222> 	(24).. (25) 
<223> 	n 	is deoxyisosine. 

<220> 
<221> 	mLsc feature 
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<222> 	(29).. (30) 
<223> 	n 	is deoxyisosine. 

<220> 
<221> 	misc_feature 
<222> 	(34).. (35) 
<223> 	n 	is deoxyisosine. 

<400> 	70 
ggccacgcgt cgactagtac gggnngggnn gggnng 36 

<210> 	71 
<211> 	20 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	AUAP primer 

<400> 	71 
ggccacgcgt cgactagtac 20 

<210> 	72 
<211> 	31 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	primer 

<400> 	72 
cactacttcc tgttgaagct cttgacgatg g 31, 

<210> 	73 
<211> 	23 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	primer 

<400> 	73 
gtgagtggcc tcacaggtat agc 23. 

<210> 	74 
<211> 	504 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	74 
atgagatcac agttctctat acagttactg agcacacaga acctcadat gggatggagc 60 

tgtatcatcc tcttcttggt agcaacagct acaggtgtcc actcccaggt ccaactgcag 120 
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cagcctgggg ctgaactggt gaagcctggg acttcagtga aaatgtcctg caaggcttct 180 

ggctacacct tcaccagcta ctggatgcac tgggtgaagc agaggccggg acaaggcctt 240 

gagtggattg gagatattta tcctggtagt gatagtacta actacaatga gaagttcaag 300 

agcaaggcca cactgactgt agacacatcc tccagcacag cctacatgca actcagcagc 360 

ctgacatctg aggactctgc ggtctattac tgtgcaagag gagggtggtt ggatgctatg 420 

gactactggg gtcaaggaac ctcagtcacc gtctcctcag ccaaaacaac acccccatca 480 

gtctatccac tggcccctaa gggc 504 

<210> 	75 
<211> 	168 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	75 

Met Arg Ser Gln Phe Ser 	Ile Gln Leu Leu Ser Thr Gin Asn Leu Thr 
1 	 5 10 15 

Leu Gly Trp Ser Cys 	Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 
20 25 30 

Val 	His Ser Gln Val 	Gln Leu Gln Gln Pro Gly Ala Glu Leu Val 	Lys 
35 	 40 45 

Pro Gly Thr Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
50 	 55 60 

Thr Ser Tyr Trp. Met His Trp Val. Lys Gin Arg Pro Gly Gln Gly Leu 
65 	 70 75 80 

Glu Trp 	Ile Gly Asp 	Ile Tyr Pro Gly Ser Asp Ser Thr Asn Tyr Asn 
85 90 95 

Glu Lys Phe Lys Ser Lys Ala Thr Leu Thr Val Asp Thr Ser Ser. Ser 
100 105 110 

Thr Ala Tyr Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val 
115 	 120 125 

Tyr Tyr Cys Ala Arg Gly Gly Trp Leu Asp Ala Met Asp Tyr Trp Gly 
130 	 135 140 
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Gln Gly Thr Ser Val 	Thr Val 	Ser Ser Ala Lys Thr Thr Pro Pro Ser 
145 	 150 155 160 

Val 	Tyr Pro Leu Ala Pro Lys Gly 
165 

<210> 	76 
<211> 	437 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	76 
atggaatgta actggatact tccttttatt ctgtcggtaa tttcaggggt ctcctcagag 60 

gttcagctcc agcagtctgg gactgtgctg tcaaggcctg gggcttccgt gacgatgtcc 120 

tgcaaggctt ctggcgacag ctttaccacc tactggatgc actgggtaaa acagaggcct 180 

ggacagggtc tagaatggat tggtgctatc tatcctggaa atagtgaaac tagctacaac 240 

cagaagttca agggcaaggc caaactgact gcagtcacat ccgccagcac tgcctatatg 300 

gagttcacta gcctgacaaa tgaggactct gcggtctatt actgtacggg gggttattcc 360 

gactttgact actggggcca aggcaccact ctcacagtct cctcagccaa aacgacaccc 420 

ccatctgtct atccact 437 

<210> 	77 
<211> 	145 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	77 

Met Glu Cys Asn Trp Ile Leu Pro Phe 	Ile Leu Ser Val 	Ile Ser Gly 
1 	 5 10 15 

Val 	Ser Ser Glu Val 	Gin Leu Gln Gin Ser Gly Thr Val 	Leu. Ser Arg 
20 25 30 

Pro Gly Ala Ser Val Thr Met Ser Cys Lys Ala Ser Gly Asp Ser Phe 
35 	 40 45 

Thr Thr Tyr Trp Met His Trp Val Lys Gln Arg Pro Gly Gln Gly Leu 
50 	 55 60 

Glu Trp 	Ile Gly Ala 	Ile Tyr Pro Gly Asn Ser Glu Thr Ser Tyr Asn 
65 	 70 75 80 
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Gln Lys Phe Lys Gly Lys Ala Lys Leu Thr Ala Val Thr Ser Ala Ser 
85 	 90 	 95 

Thr Ala Tyr Met Glu Phe Thr Ser Leu Thr Asn Glu Asp Ser Ala Val 
100 	 105 	 110 

Tyr Tyr Cys Thr Gly Gly Tyr Ser Asp Phe Asp Tyr Trp Gly Gln Gly 
115 	 120 	 125 

Thr Thr Leu Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr 
130 	 135 	 140 

Pro 
145 

<210> 	78 
<211> 	475 
<212> 	DNA 
<213> 	Mus 

<400> 	78 
atgggatgga 

musculus 

gctggatctt tctcttcctc ctgtcaggaa ctgcaggcgt ccactctgag 60 

gtccagcttc agcagtcagg acctgaactg gtgaaacctg gggcctcagt gaagatatcc 120 

tgcaaggctt ctggatacac attcactgac tacaacttgc actgggtgaa gcagagccat 180 

ggaaagagcc ttgagtggat tggatatatt tatccttaca atggtaatac tggctacaac 240 

cagaagttca agaggaaggc cacattgact gtagacaatt cctccggcac agtctacatg 300 

gagctccgca gcctgacatc tgaggactct gcagtctatt actgtgcaag aggagggatc 360 

tatgatgatt actacgacta tgctatcgac tattggggtc aaggaacctc agtcaccgtc 420 

tcctcagcca 

<210> 	79 
<211> 	158 
<212> 	PRT 
<213> 	Mus 

<400> 	79 

Met Gly Trp 
1 

Val 	His Ser 

aaacaacacc cccatcagtc 

musculus 

Ser Trp Ile Phe Leu 
5 

Glu Val 	Gln Leu Gln 
20 

tatccactgg 

Phe Leu Leu 
10 

Gln Ser Gly 
25 

cccctaaggg 

Ser Gly Thr 

Pro Glu Leu 
30 

cgaat 

Ala Gly 
15 

Val Lys 

475 
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Pro Gly Ala Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr Asp Tyr Asn Leu His Trp Val 	Lys Gln Ser His Gly Lys Ser Leu 
50 55 60 

Glu Trp 	Ile Gly Tyr 	Ile Tyr Pro Tyr Asn Gly Asn Thr Gly Tyr Asn 
65 70 	 75 80 

Gln Lys Phe Lys Arg Lys Ala Thr Leu Thr Val Asp Asn Ser Ser Gly 
85 	 90 95 

Thr Val 	Tyr Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val 
100 	 105 110 

Tyr Tyr Cys Ala Arg Gly Gly Ile Tyr Asp Asp Tyr Tyr Asp Tyr Ala 
115 120 125 

Ile Asp Tyr Trp Gly Gln Gly Thr Ser Val 	Thr Val 	Ser Ser Ala Lys 
130 135 140 

Thr Thr Pro Pro Ser Val Tyr Pro Leu Ala Pro Lys Gly Glu 
145 150 	 155 

<210> 	80 
<211> 	470 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	80 
atgggatgga gctggatctt tctcttcctc ctgtcaggaa ctgcaggcgt ccactctgag 	60 

gtccagcttc agcagtcagg acctgaactg gtgaaacctg gggcctcagt gaagatatcc 	120 

tgcaaggctt ctggatacac attcactgac tacaacttgc actgggtgaa gcagagccat 	180 

ggaaagagcc ttgagtggat tggatatatt tatccttaca atggtaatac tggctacaac 	240 

cagaagttca agaggaaggc cacattgact gtagacaatt cctccggcac agtctacatg 	300 

gagctccgca gcctgacatc tgaggactct gcagtctatt actgtgcaag aggagggatc 	360 

tatgatgatt actacgacta tgctatcgac tattggggtc aaggaacctc agtcaccgtc 	420 

tcctcagcca aaacaacacc cccatcagtc tatccactgg cccctaaggg 470 

<210> 	81 
<211> 	156 
<212> 	PRT 
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<213> Mus musculus 

<400> 	81 

Met Gly Trp Ser Trp Ile Phe Leu Phe Leu Leu Ser Gly Thr Ala Gly 
1 5 	 10 15 

Val 	His Ser Glu Val 	Gln Leu Gln Gln Ser Gly Pro Glu Leu Val 	Lys 
20 	 25 30 

Pro Gly Ala Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr Asp Tyr Asn Leu His Trp Val 	Lys GIn Ser His Gly Lys Ser Leu 
50 55 60 

Glu Trp 	Ile Gly Tyr Ile Tyr Pro Tyr Asn Gly Asn Thr Gly Tyr Asn 
65 70 	 75 80 

Gin Lys Phe Lys Arg Lys Ala Thr Leu Thr Val Asp Asn Ser Ser Gly 
85 	 90 95 

Thr Val 	Tyr Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val 
100 	 105 110 

Tyr Tyr Cys Ala Arg Gly Gly Ile Tyr Asp Asp Tyr Tyr Asp Tyr Ala 
115 120 125 

Ile Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val 	Ser Ser Ala Lys 
130 135 140 

Thr Thr Pro Pro Ser Val Tyr Pro Leu Ala Pro Lys 
145 150 	 155 

<210> 	82 
<211> 	462 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	82 
atgggatgga gctatatcat cctctttttg gtagcaacag caacaggggt ccactcccag 60 

gtccaactgc agcagtcggg ggctgaactg gtgaagcctg gggcttcagt gaagttgtcc 120 

tgcaaggctt ctggctacac cttcaccagc tactatttgt actgggtgag gcagaggcct 180 

ggacaaggcc ttgagtggat tggactgatt aatcctacca atagtgatac tatcttcaat 240 
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gagaagttca agagcaaggc cacactgact gtagacaaat cctccagcac agcatacatg 	300 

caactcagca gcctgacatc tgaggactct gcggtctatt actgtacacg agagggggga 	360 

tatggttacg gcccgtttgc ttactggggc caagggactc tggtcactgt ctctgcagcc 	420 

aaaacaacac ccccatcagt ctatccactg gcccctaagg gc 462 

<210> 	83 
<211> 	154 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	83 

Met Gly Trp Ser Tyr Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly 
1 5 10 15 

Val 	His Ser Gin Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Lys 
20 25 30 

Pro Gly Ala Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr Ser Tyr Tyr Leu Tyr Trp Val Arg Gin Arg Pro Gly Gin Gly Leu 
50 55 60 

Glu Trp 	Ile Gly Leu Ile Asn Pro Thr Aan Ser Asp Thr Ile Phe Asn 
65 70 • 75 • 80 

Glu Lys Phe Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser 
85 90 95 

Thr Ala Tyr Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val 
100 105 110 

Tyr Tyr Cys Thr Arg Glu Gly Gly Tyr Gly Tyr Gly Pro Phe Ala Tyr 
115 120 125 

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala Ala Lys. Thr Thr Pro 
130 135 140 

Pro Ser Val Tyr Pro Leu Ala Pro Lys Gly 
145 150 

<210> 	84 
<211> 	450 
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<212> 	DNA 
<213> 	Mus musculus 

<400> 	84 
atgaacttcg ggctcagctt gattttcctt gccctcattt taaaaggtgt ccagtgtgag 60 

gtgcagctgg tggagtctgg gggagactta gtgaggcctg gagggtccct gaaactctcc 120 

tgtgcagcct ctggattcag tttcagtagc tatggcatgt cttggtttcg ccagactcca 180 

gacaagaggc tggagtgggt cgcaaccatt agtagtggtg gtagttacat ctactatcca 240 

gaaagtgtga aggggcgatt caccatctcc agagacaatg ccaggaacat cctgtacctg 300 

caaatgagca gtctgaagtc tgaggacaca gccatgtatt attgtgtaag actctacggt 360 

ggtaggagag gctatggttt ggactactgg ggtcaaggaa cctcagtcac cgtctcctca 420 

gccaaaacaa cagccccatc ggtctatcca 450 

<210> 	85 
<211> 	150 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	85 

Met Asn Phe Gly Leu Ser Leu Ile Phe Leu Ala Leu Ile Leu Lys Gly 
1 	 5 10 15 

Val 	Gln Cys Glu Val 	Gln Leu Val Glu Ser Gly Gly Asp Leu Val Arg 
20 25 30 

Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe 
35 	 40 45 

Ser Ser Tyr Gly Met Ser Trp Phe Arg Gln Thr Pro Asp Lys Arg Leu 
50 	 55 60 

Glu Trp Val 	Ala Thr 	Ile Ser Ser Gly Gly Ser. Tyr Ile Tyr Tyr Pro 
65 	 70 75 80 

Glu Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Arg Asn 
85 90 95 

Ile Leu Tyr Leu Gln Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met 
100 105 110 

Tyr Tyr Cys Val Arg Leu Tyr Gly Gly Arg Arg Gly Tyr Gly Leu Asp 
115 	 120 125 
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Tyr Trp Gly Gln Gly Thr Ser Val Thr Val 	Ser Ser Ala Lys Thr Thr 
130 	 135 ' 140 

Ala Pro Ser Val 	Tyr Pro 
145 	 150 

<210> 	86 
<211> 	450 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	86 
atgaacttcg ggctcagctt gattttcctt gccctcattt taaaaggtgt ccagtgtgag 60 

gtgcagctgg tggagtctgg gggagactta gtgaggcctg gagggtccct gaaactctcc 120 

tgtgcagcct ctggattcag tttcagtagc tatggcatgt cttggtttcg ccagactcca 180 

gacaagaggc tggagtgggt cgcaaccatt agtagtggtg gtagttacat ctactatcca 240 

gaaagtgtga aggggcgatt caccatctcc agagacaatg ccaggaacat cctgtacctg 300 

caaatgagca gtctgaagtc tgaggacaca gccatgtatt attgtgtaag actctacggt 360 

ggtaggagag gctatggttt ggactactgg ggtcaaggaa cctcagtcac cgtctcctca 420 

gccaaaacaa cacccccatc agtotatcca 450 

<210> 	87 
<211> 	150 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	87 

Met Asn Phe Gly Leu Ser Leu Ile Phe Leu Ala Leu Ile Leu Lys Gly 
1 	 5 10 15 

Val 	Gln Cys Glu Val 	Gln Leu Val Glu Ser Gly Gly Asp Leu Val Arg 
20 25 30 

Pro Gly Gly Ser Leu Lys Leu Ser. Cys Ala Ala Ser Gly Phe Ser Phe 
35 	 40 45 

Ser Ser Tyr Gly Met Ser Trp Phe Arg Gln Thr Pro Asp Lys Arg Leu 
50 	 55 60 

Glu Trp Val 	Ala Thr 	Ile.  Ser Ser Gly Gly Ser Tyr 	Ile Tyr Tyr Pro 
65 	 70 75 80 
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Glu Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Arg Asn 
85 	 90 	 95 

Ile Leu Tyr Leu Gln Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met 
100 	 105 	 110 

Tyr Tyr Cys Val Arg Leu Tyr Gly Gly Arg Arg Gly Tyr Gly Leu Asp 
115 	 120 	 125 

Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Ala Lys Thr Thr 
130 	 135 	 140 

Pro Pro Ser 
145 

<210> 	88 
<211> 	472 
<212> 	DNA 
<213> 	Mus 

<400> 	88 

Val Tyr Pro 
150 

musculus 

atgaaagtgt tgagtctgtt gtacctgttg acagccattc ctggtatcct gtctgatgta 60 

cagcttcagg agtcaggacc tggcctcgtg aaaccttctc aatctctgtc tctcacctgc 120 

tctgtcactg gctactccat caccagtcat tattactgga cctggatccg gcagtttcca 180 

ggaaacaaac tggaatggat gggctacata agctacgacg gtagcaataa ctacaaccca 240 

tctctcaaaa atcgaatctc catcactcgt gacacatcta agaaccagtt tttcctgaag 300 

ttgaattctg tgactactga ggacacagct acatataact gtgcaagaga gggcccgctc 360 

tactatggta acccctactg gtatttcgat gtctggggcg cagggaccac ggtcaccgtc 420 

tcctcagcca 

<210> 	89 
<211> 	157 
<212> 	PRT 
<213> 	Mus 

<400> 	89 

Met Lys Val.  
1 

Leu Ser Asp 

aaacaacacc cccatcagtc 

musculus 

Leu Ser Leu Leu Tyr 
5 

Val 	Gin Leu Gln Glu 
20 

tatccactgg 

Leu Leu Thr 
10 

Ser Gly Pro 
25 

30/69 

cccctaaggg 

Ala 	Ile Pro 

Gly Leu Val 
30 

cg 

Gly 	Ile 
15 

Lys Pro 

472 



Ser Gin Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Tyr Ser Ile Thr 
35 	 40 	 45 

Ser His Tyr Tyr Trp Thr Trp Ile Arg Gin Phe Pro Gly Asn Lys Leu 
50 	 55 	 60 

Glu Trp Met Gly Tyr Ile Ser Tyr Asp Gly Ser Asn Asn Tyr Asn Pro 
65 	 70 	 75 	 80 

Ser Leu Lys Asn Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln 
85 	 90 	 95 

Phe Phe Leu Lys Leu Asn Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr 
100 	 105 	 110 

Asn Cys Ala Arg Glu Gly Pro Leu Tyr. Tyr Gly Asn Pro Tyr Trp Tyr 
115 	 120 	 125 

Phe Asp Val Trp Gly Ala Gly Thr Thr Val Thr Val Ser Ser Ala Lys 
130 	 135 	 140 

Thr Thr Pro Pro Ser Val Tyr Pro Leu Ala Pro Lys Gly 
145 150 155 

<210> 	90 
<211> 	471 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	90 
atgaaagtgt tgagtctgtt gtacctgttg acagccattc ctggtatcct gtctgatgta 60 

cagcttcagg agtcaggacc tggcctcgtg aaaccttctc agtctctgtc tctcacctgc 120 

tctgtcactg gctactccat ctccagtcat tattactgga gttggatccg gcagtttcca 180 

ggaaacagac tggaatggat gggctacata agctacgacg gtagcaataa ctacaaccca 240 

tctctcaaaa atcgaatctc catcactcgt gacacatcta agaaccagtt tttcctgaag 300 

ttgaattctg tgactactga ggacacagct acatataact gtgcaagaga gggcccgctc 360 

tactatggta acccctactg gtatttcgat gtctggggcg cagggaccac ggtcaccgtc 420 

tcctcagcca aaacaacacc cccatcagtc tatccactgg cccctaaggg c 471 

<210> 	91 
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<211> 	157 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	91 

Met Lys Val Leu Ser Leu Leu Tyr Leu Leu Thr Ala 	Ile Pro Gly 	Ile 
1 5 	 10 15 

Leu Ser Asp Val 	Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro 
20 	 25 30 

Ser Gln Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Tyr Ser Ile Ser 
35 40 45 

Ser His Tyr Tyr Trp Ser Trp Ile Arg Gln Phe Pro Gly Asn Arg Leu 
50 55 60 

Glu Trp Met Gly Tyr 	Ile Ser Tyr Asp Gly Ser Asn Asn Tyr Asn Pro 
65 70 	 75 80 

Ser Leu Lys Asn Arg Ile Ser 	Ile Thr Arg Asp Thr Ser Lys Asn Gln 
85 	 90 95 

Phe Phe Leu Lys Leu Asn Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr 
100 	 105 110 

Asn Cys Ala Arg Glu Gly Pro Leu Tyr Tyr Gly Asn Pro Tyr Trp Tyr 
115 120 125 

Phe Asp Val Trp Gly Ala Gly Thr Thr Val 	Thr Val 	Ser Ser Ala Lys 
130 135 140 

Thr Thr Pro Pro Ser Val Tyr Pro Leu Ala Pro Lys Gly 
145 150 	 155 

<210> 	92 
<211> 	470 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	92 
atgaaagtgt tgagtctgtt gtacctgttg acagccattc ctggtatcct gtctgatgta 60 

cagcttcagg agtcaggacc tggcctcgtg aaaccttctc agtctctgtc tctcacctgc 120 

tctgtcactg gctactccat ctccagtcat tattactgga gttggatccg gcagtttcca 180 
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ggaaacagac tggaatggat gggctacata agctacgacg gtagcaataa ctacaaccca 	240 

tctctcaaaa atcgaatctc catcactcgt gacacatcta agaaccagtt tttcctgaag 	300 

ttgaattctg tgactactga ggacacagct acatataact gtgcaagaga gggcccgctc 	360 

tactatggta acccctactg gtatttcgat gtctggggcg cagggaccac ggtcaccgtc 	420 

tcctcagcca aaacgacacc cccatctgtc tatccactgg cccctaaggg 470 

<210> 	93 
<211> 	156 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	93 

Met Lys Val Leu Ser Leu Leu Tyr Leu Leu Thr Ala Ile Pro Gly Ile 
1 5 10 15 

Leu Ser Asp Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro 
20 25 30 

Ser Gln Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Tyr Ser Ile Ser 
35 40 45 

Ser His Tyr Tyr Trp Ser Trp Ile Arg Gln Phe Pro Gly Asn Arg Leu 
50 55 60 

Glu Trp Met Gly Tyr Ile Ser Tyr Asp Gly Ser Asn Asn Tyr Asn Pro 
65 70 75 80 

Ser Leu Lys Asn Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln 
85 90 95 

Phe Phe Leu Lys Leu Asn Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr 
100 105 110 

Asn Cys Ala Arg Glu Gly Pro Leu Tyr Tyr Gly Asn Pro Tyr Trp Tyr 
115 120 125 

Phe Asp Val Trp Gly Ala Gly Thr Thr Val Thr Val Ser Ser Ala Lys 
130 135 140 

Thr Thr Pro Pro Ser Val Tyr Pro Leu Ala Pro Lys 
145 150 155 
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<210> 	94 
<211> 	421 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	94 
atgatgtcct ctgctcagtt ccttggtctc ctgttgctct gttttcaagg taccagatgt 60 

gatatccaga tgacacagac tacatcctcc ctgtctgcct ctctgggaga cagagtcacc 120 

atcagttgca gggcaagtca ggacattagc aattatttaa actggtatca gcagaaacca 180 

gatggaactg ttaaactcct gatctactac acatcaagat tacactcagg agtcccatca 240 

aggttcagtg gcagtgggtc tggaacagat tattctctca ccattagcaa cctggagcaa 300 

gaagatattg ccacttactt ttgccaacag ggtaatacgc ttccgtggac gttcggtgga 360 

ggcaccaagc tggaaatcaa acgggctgat gctgcaccaa ctgtatccat caagggcgaa 420 

t 421 

<210> 	95 
<211> 	140 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	95 

Met Met Ser Ser Ala Gln Phe Leu Gly Leu Leu Leu Leu Cys Phe Gln 
1 	 5 10 15 

Gly Thr Arg Cys Asp Ile Gln Met Thr Gln Thr Thr Ser Ser Leu Ser 
20 25 30 

Ala Ser Leu Gly Asp Arg Val 	Thr Ile Ser Cys Arg Ala Ser Gln Asp 
35 	 40 45 

Ile Ser Asn Tyr Leu Asn Trp Tyr Gln Gln Lys Pro Asp Gly Thr Val 
50 	 55 60 

Lys Leu Leu Ile Tyr Tyr Thr Ser Arg Leu His Ser Gly Val 	Pro Ser 
65 	 70 75 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr 	Ile Ser 
85 90 95 

Asn Leu Glu Gln Glu Asp 	Ile Ala Thr Tyr Phe Cys Gln Gln Gly Asn 
100 105 110 



Thr Leu Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu 	lie Lys Arg 
115 	 120 125 

Ala Asp Ala Ala Pro Thr Val 	Ser Ile Lys Gly Glu 
130 	 135 140 

<210> 	96 
<211> 	459 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	96 
atgatggtcc ttgctcagtt tcttgcattc ttgttgcttt ggtttccagg tgcaggatgt 60 

gacatcctga tgacccaatc tccatcctcc atgtctgtat ctctgggaga cacagtcagc 120 

atcacttgcc atgcaagtca gggcattaga agtaatatag ggtggttgca gcagaaacca 180 

gggaaatcat ttaagggcct gatctttcat ggaaccaact tggaagatgg agttccatca 240 

aggttcagtg gcagaggatc tggagcagat tattctctca ccatcaacag cctggaatct 300 

gaagattttg cagactatta ctgtgtacag tatgttcagt ttcctccaac gttcggctcg 360 

gggacaaagt tggaaataag acgggctgat gctgcaccaa ctgtatccat cttcccacca 420 

tccagtgagc agttaacatc tggaggtgcc tcagtcgtg 459 

<210> 	97 
<211> 	153 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	97 

Met Met Val Leu Ala Gln Phe Leu Ala Phe Leu Leu Leu Trp Phe Pro 
1 	 5 10 15 

Gly Ala Gly Cys Asp Ile Leu Met Thr Gln Ser Pro Ser Ser Met Ser 
20 25 30 

Val Ser Leu Gly Asp Thr Val 	Ser Ile Thr Cys His Ala Ser Gin Gly 
35 	 40 45 

Ile Arg Ser Asn 	Ile Gly Trp Leu Gln Gln Lys Pro Gly Lys Ser Phe 
50 	 55 60 

Lys Gly Leu 	Ile Phe His Gly Thr Asn Leu Glu Asp Gly Val Pro Ser 
65 	 70 75 80 
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Arg Phe Ser G I y Arg Gly Ser G I y Ala Asp Tyr Ser Leu Thr lie Asn 
85 90 95 

Ser Leu G I u Ser G I u Asp Phe Ala Asp Tyr Tyr Cys Val 	Gin Tyr Val 
100 105 110 

Gln Phe Pro Pro Thr Phe GI y Ser Gly Thr Lys Leu GI u 	Ile Arg Arg 
115 120 125 

Ala Asp Ala Ala Pro Thr Va I 	Ser lie Phe Pro Pro Ser Ser GI u Gln 
130 135 140 

Leu Thr Ser Gly Gly Ala Ser Val Val 
145 150 

<210> 	98 
<211> 	467 
<212> 	DNA 
<213> 	Mus muscu I us 

<400> 	98 
atgagtgtgc ccactcaggt cctggggttg ctgctgctgt ggcttacaga tgccagatgt 60 

gacatccaga tgactcagtc tccagcctcc ctatctgtat ctgtgggaga aactgtcgcc 120 

atcacatgtc gagcaagtga gaatatttac agtcatatag catggtatca gcagaaagag 180 

ggaaaatctc ctcagcgcct ggtctatggt gcaacaaact tagcacatgg tgtgccatca 240 

aggttcagtg gcagtggatc aggcacacag tattccctca agatcaacag ccttcagtct 300 

gaagattttg ggagttatta ctgtcaacat ttttggggta ctccgtggac gttcggtgga 360 

ggcaccaagc tggaaatcaa acgggctgat gctgcaccaa ctgtatccat cttcccacca 420 

tccagtgagc agttaacatc tggaggtgcc tcagtcgtgt gcttctt 467 

<210> 	99 
<211> 	155 
<212> 	PRT 
<213> 	Mus muscu I us 

<400> 	99 

Met. Ser Va I Pro Thr Gin Val 	Leu G I y Leu Leu Leu Leu Trp Leu Thr 
1 5 10 15 

Asp Ala Arg Cys Asp Ile Gln Met Thr Gln Ser Pro Ala Ser. Leu Ser 
20 25 30 



Val Ser Val Gly Glu Thr Val Ala Ile Thr Cys Arg Ala Ser Glu Asn 
35 	 40 	 45 

Ile Tyr Ser His Ile Ala Trp Tyr Gln Gln Lys Glu Gly Lys Ser Pro 
50 	 55 	 60 

Gln Arg Leu Val Tyr Gly Ala Thr Asn Leu Ala His Gly Val Pro Ser 
65 	 70 	 75 	 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn 
85 	 90 	 95 

Ser Leu Gln Ser Glu Asp Phe Gly Ser Tyr Tyr Cys Gln His Phe Trp 
100 	 105 	 110 

Gly Thr Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg 
115 	 120 	 125 

Ala Asp Ala Ala Pro Thr Val Ser Ile Phe Pro Pro Ser Ser Glu Gln 
130 	 135 	 140 

Leu Thr Ser Gly Gly Ala Ser Val Val Cys Phe 
145 	 150 	 155 

<210> 	100 
<211> 	454 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	100 
atgagtgtgc ccactcaggt cctggggttg ctgctgctgt ggcttacaga tgccagatgt 60 

gacatccaga tgactcagtc tccagcctcc ctatctgtat ctgtgggaga aactgtcgcc 120 

atcacatgtc gagcaagtga gaatatttac agtcatatag catggtatca gcagaaagag 180 

ggaaaatctc ctcagcgcct ggtctatggt gcaacaaact tagcacatgg tgtgccatca 240 

aggttcagtg gcagtggatc aggcacacag tattccctca agatcaacag ccttcagtct 300 

gaagattttg ggagttatta ctgtcaacat ttttggggta ctccgtggac gttcggtgga 360 

ggcaccaagc tggaaatcaa acgggctgat gctgcaccaa ctgtatccat cttcccacca 420 

tccagtgagc agttaacatc tggaggtgcc tcag 454 

<210> 	101 
<211> 	151 
<212> 	PRT 
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<213> 	Mus musculus 

<400> 	101 

Met Ser Val Pro Thr Gln Val 	Leu Gly Leu Leu Leu Leu Trp Leu Thr 
1 5 	 10 15 

Asp Ala Arg Cys Asp Ile Gln Met Thr Gin Ser Pro Ala Ser Leu Ser 
20 	 25 30 

Val 	Ser Val Gly Glu Thr Val 	Ala 	Ile Thr Cys Arg Ala Ser Glu Asn 
35 40 45 

Ile Tyr Ser His 	Ile Ala Trp Tyr Gln Gln Lys Glu Gly Lys Ser Pro 
50 55 60 

Gln Arg Leu Val 	Tyr Gly Ala Thr Asn Leu Ala His 	Gly Val Pro Ser 
65 70 	 75 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn 
85 	 90 95 

Ser Leu Gln Ser Glu Asp Phe Gly Ser Tyr Tyr Cys Gln His Phe Trp 
100 	 105 110 

Gly Thr Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu 	Ile Lys Arg 
115 120 125 

Ala Asp Ala Ala Pro Thr Val 	Ser 	Ile Phe Pro Pro Ser Ser Glu Gln 
130 135 140 

Leu Thr Ser Gly Gly Ala Ser 
145 150 

<210> 	102 
<211> 	457 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	102 
atgaagttgc ctgttaggct gttggtgctg atgttctgga ttcctgcttc cagcagtgat 60 

gttgtgatga cccaaactcc actctccctg cctgtcagtc ttggagatca agcctccatc 120 

tcttgcacat ctagtcagac ccttgtacac agtaatggaa acacctattt acattggtac 180 

ctgcagaagc caggccagtc tccaaagctc ctgatctaca aagtttccaa ccgattttct 240 



ggggtcccag acaggttcag tggcagtgga tcagggacag atttcacact caagatcagc 	300 

agagtggagg ctgaggatct gggagtttat ttctgctctc acagtacaca tgttccattc 	360 

acgttcggct cggggacaaa gttggaaata aaacgggctg atgctgcacc aactgtatcc 	420 

atcttcccac catccagtga gcagttaaca tctggag 457 

<210> 103 
<211> 152 
<212> 
<213> 

PRT 
Mus musculus 

<400> 103 

Met Lys Leu Pro Val Arg Leu Leu Val Leu Met Phe Trp Ile Pro Ala 
1 5 10 15 

Ser Ser Ser Asp Val Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val 
20 25 30 

Ser Leu Gly Asp Gln Ala Ser Ile Ser Cys Thr Ser Ser Gin Thr Leu 
35 40 45 

Val 	His Ser Asn Gly Asn Thr Tyr Leu His Trp Tyr Leu Gln Lys Pro 
50 55 60 

Gly Gln Ser Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser 
65 70 75 80 

Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly. Thr Asp Phe Thr 

,..— 
85 90 95 

Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Phe Cys 
100 105 110 

Ser His Ser Thr His Val Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu 
115 120 125 

Glu 	Ile Lys Arg Ala Asp Ala Ala Pro Thr Val Ser Ile Phe Pro Pro 
130 135 140 

Ser Ser Glu Gln Leu Thr Ser Gly 
145 150 

<210> 104 
<211> 423 
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<212> 	DNA 
<213> 	Mus musculus 

<400> 	104 
atgaggttct ctgctcagct tctggggctg cttgtgctct ggatccctgg atccactgcg 60 

gaaattgtga tgacgcaggc tgcattctcc aatccagtca ctcttggaac atcagcttcc 120 

atctcctgca ggtctagtaa gagtctccta catagtgatg gcatcactta tttgtattgg 180 

tatctgcaga agccaggcca gtctcctcag ctcctgattt atcagatgtc caaccttgcc 240 

tcaggagtcc cagacaggtt cagtagcagt gggtcaggaa ctgatttcac actgagaatc 300 

agcagagtgg aggctgagga tgtgggtgtt tattactgtg ctcaaaatct agaactttac 360 

acgttcggag gggggaccaa gctggaaata aaacgggctg atgctgcacc aactgtatcc 420 

atc 423 

<210> 	105 
<211> 	141 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	105 

Met Arg Phe Ser Ala Gln Leu Leu Gly Leu Leu Val Leu Trp Ile Pro 
1 5 10 15 

Gly Ser Thr Ala Glu 	Ile Val 	Met Thr Gln Ala Ala Phe Ser Asn Pro 
20 25 30 

Val 	Thr Leu Gly Thr Ser Ala Ser Ile Ser Cys Arg Ser Ser Lys Ser 
35 40 45 

Leu Leu His Ser Asp Gly 	Ile Thr Tyr Leu Tyr Trp Tyr Leu Gin Lys 
50 55 60 

Pro Gly Gin Ser Pro Gln Leu Leu Ile Tyr 	Gln Met Ser Asn Leu Ala 
65 70 75 80 

Ser Gly Val Pro Asp Arg Phe Ser Ser Ser Gly Ser Gly Thr Asp Phe 
85 90 95 

Thr Leu Arg Ile Ser Arg Val 	Glu Ala Glu Asp Val 	Gly Val Tyr Tyr 
100 105 110 

Cys Ala Gin Asn Leu Glu Leu Tyr Thr Phe Gly Gly Gly Thr Lys Leu 
115 120 125 
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Glu Ile Lys Arg Ala Asp Ala Ala Pro Thr Val Ser Ile 
130 	 135 	 140 

<210> 	106 
<211> 	423 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	106 
atgaggttct ctgctcagct tctggggctg cttgtgctct ggatccctgg atccactgcg 60 

gaaattgtga tgacgcaggc tgcattctcc aatccagtca ctcttggaac atcagcttcc 120 

atctcctgca ggtctagtaa gagtctccta catagtgatg gcatcactta tttgtattgg 180 

tatctgcaga agccaggcca gtctcctcag ctcctgattt atcagatgtc caaccttgcc 240 

tcaggagtcc cagacaggtt cagtagcagt gggtcaggaa ctgatttcac actgagaatc 300 

agcagagtgg aggctgagga tgtgggtgtt tattactgtg ctcaaaatct agaactttac 360 

acgttcggag gggggaccaa gctggaaata aaacgggctg atgctgcacc aactgtatcc 420 

atc 423 

<210> 	107 
<211> 	141 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	107 

Met Arg Phe Ser Ala Gln Leu Leu Gly Leu Leu Val 	Leu Trp Ile Pro 
1 	 5 10 15 

Gly Ser Thr Ala Glu 	Ile Val 	Met Thr Gln Ala Ala Phe Ser Asn Pro 
20 25 30 

Val 	Thr Leu Gly Thr. Ser Ala Ser Ile Ser Cys Arg Ser Ser Lys Ser 
35 	 40 45 

Leu Leu His Ser Asp Gly 	Ile Thr Tyr Leu Tyr Trp Tyr Leu Gln Lys 
50 	 55 60 

Pro Gly Gln Ser Pro Gln Leu Leu Ile Tyr Gln Met Ser Asn Leu Ala 
65 	 70 75 80 

Ser Gly Val Pro Asp Arg Phe Ser Ser Ser Gly Ser Gly Thr Asp Phe 
85 90 95 
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Thr Leu Arg Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr 
' 	100 	 105 	 110 

Cys Ala Gin Asn Leu Glu Leu Tyr Thr Phe Gly Gly Gly Thr Lys Leu 
115 	 120 	 125 

Glu Ile Lys Arg Ala Asp Ala Ala Pro Thr Val Ser Ile 
130 	 135 	 140 

<210> 	108 
<211> 	404 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	108 
atgatgtcct ctgctcagtt ccttggtctc ctgttgctct gttttcaagg taccagatgt 60 

gatatccaga tgacacagac tacatcctcc ctgtctgcct ctctggggga cagagtcacc 120 

atcagttgca gggcaagtca ggacattgac aattatttaa actggtatca gcagaaacca 180 

gatggaactg ttaaactcct gatctactac acatcaagat tacactcagg agtcccatca 240 

aggttcagtg gcagtgggtc tggaacagat tattctctca ccattagcaa cctggagcaa 300 

gaagatgttg ccacttactt ttgccagcag tttaatacgc ttcctcggac gttcggtgga 360 

ggcaccaaac tggaaatcaa acgggctgat 

<210> 	109 
<211> 	134 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	109 

Met Met Ser Ser Ala Gln Phe Leu 
1 	 5 

Gly Thr Arg Cys Asp Ile Gln Met 
20 

Ala Ser Leu Gly Asp Arg. Val 	Thr 
35 	 40 

Ile Asp Asn Tyr Leu Asn Trp Tyr 
50 	 55 

gctgcaccaa 

Gly Leu Leu 
10 

Thr Gln Thr 
25 

Ile Ser Cys 

Gin Gln Lys 

ctgt 

Leu Leu Cys Phe Gln 
15 

Thr Ser Ser Leu Ser 
30 

Arg Ala Ser Gln Asp 
45 

Pro Asp Gly Thr Val 
60 

404 
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Lys Leu Leu Ile Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser 
65 	 70 75 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr Ile Ser 
85 90 95 

Asn Leu Glu Gin Glu Asp Val 	Ala Thr Tyr Phe Cys Gln Gin Phe Asn 
100 105 110 

Thr Leu Pro Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu 	Ile Lys Arg 
115 	 120 125 

Ala Asp Ala Ala Pro Thr 
130 

<210> 	110 
<211> 	414 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	110 
atgatgtcct ctgctcagtt ccttggtctc ctgttgctct gttttcaagg taccagatgt 60 

gatatccaga- tgacacagac tacatcctcc ctgtctgcct ctctgggggg cagcgtcacc 120 

atcagttgca gggcaagtca ggacattgac aattatttaa actggtatca gcaaaaacca 180 

gatggaactg ttaaactcct gatctactac acatcaagat tacactcagg agtcccatca 240 

aggttcagtg gcagtgggtc tggaacagat tattctctca ccattagcaa cctggaacaa 300 

gaagatattg ccacttactt ttgccaacag tttaatacgc ttcctcggac gttcggtgga 360 

ggcaccaagc tggaaatcaa acgggctgat gctgcaccaa ctgtatccat cttc 414 

<210> 	111 
<211> 	138 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	111 

Met Met Ser Ser Ala Gin Phe Leu Gly Leu Leu Leu Leu Cys Phe Gin 
1 	 5 10 15 

Gly Thr Arg Cys Asp Ile Gln Met Thr Gln Thr Thr Ser Ser Leu Ser 
20 25 30 

Ala Ser Leu Gly Gly Ser Val 	Thr Ile Ser Cys Arg Ala Ser Gln Asp 
35 	 40 45 
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Ile Asp Asn Tyr Leu Asn Trp Tyr Gln Gln Lys Pro Asp Gly Thr Val 
50 	 55 	 60 

Lys Leu Leu Ile Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser 
65 	 70 	 75 	 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr Ile Ser 
85 	 90 	 95 

Asn Leu Glu Gln Glu Asp Ile Ala Thr Tyr Phe Cys Gln Gln Phe Asn 
100 	 105 	 110 

Thr Leu Pro Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu 	Ile Lys Arg 
115 120 125 

Ala Asp Ala Ala Pro Thr Val 	Ser 	Ile Phe 
130 135 

<210> 	112 
<211> 	465 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	112 
atgatgtcct ctgctcagtt ccttggtctc ctgttgctct gttttcaagg taccagatgt 60 

gatatccaga tgacacagac tacatcctcc ctgtctgcct ctctgggggg cagcgtcacc 120 

atcagttgca gggcaagtca ggacattgac aattatttaa actggtatca gcaaaaacca 180 

gatggaactg ttaaactcct gatctactac acatcaagat tacactcagg agtcccatca 240 

aggttcagtg gcagtgggtc tggaacagat tattctctca ccattagcaa cctggaacaa 300 

gaagatattg ccacttactt ttgccaacag tttaatacgc ttcctcggac gttcggtgga 360 

ggcaccaagc tggaaatcaa acgggctgat gctgcaccaa ctgtatccat cttcccacca 420 

tccagtgagc agttaacatc tggaggtgcc tcagtcgtgt gcttc 465 

<210> 	113 
<211> 	155 
<212> 	PRT 
<213> , Mus musculus 

<400> 	113 

Met Met. Ser Ser Ala Gin Phe Leu Gly Leu Leu Leu Leu Cys Phe Gln 
1 5 10 15 
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Gly Thr Arg Cys Asp Ile Gln Met Thr Gln Thr Thr Ser Ser Leu Ser 
20 25 30 

Ala Ser Leu Gly Gly Ser Val Thr Ile Ser Cys Arg Ala Ser Gin Asp 
35 40 45 

Ile Asp Asn Tyr Leu Asn Trp Tyr Gln Gln Lys Pro Asp Gly Thr Val 
50 55 60 

Lys Leu Leu 	Ile Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser 
65 70 75 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr Ile Ser 
85 90 95 

Asn Leu Glu Gln Glu Asp Ile Ala Thr Tyr Phe Cys Gln Gln Phe Asn 
100 105 110 

Thr Leu Pro Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg 
115 120 125 

Ala Asp Ala Ala Pro Thr Val Ser. Ile Phe Pro Pro Ser Ser Glu Gln 
130 135 140 

Leu Thr Ser Gly Gly Ala Ser Val Val Cys Phe 
145 150 155 

<210> 114 
<211> 93 
<212> DNA 
<213> Artificial 

<220> 
<223> primer 

<400> 114 
accaagcttg ccgccaccat gaaagtgttg agtctgttgt acctgttgac agccattcct 

ggtatcctgt ctcaggtcca actgcagcag cct 

<210> 115 
<211> 42 
<212> DNA 
<213> Artificial 

<220> 
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<223> 	primer 

<400> 	115 
cgatgggccc ttggtgctag ctgaggagac ggtgactgag gt 42 

<210> 	116 
<211> 	39 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	primer 

<400> 	116 
accaagcttg ccgccaccat gatgtcctct gctcagttc 39 

<210> 	117 
<211> 	33 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	primer 

<400> 	117 
agccacagtt cgtttgattt ccagcttggt gcc 33 

<210> 	118 
<211> 	33 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	primer 

<400> 	118 
ctggaaatca aacgaactgt ggctgcacca tct 33 

<210> 	119 
<211> 	30 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	primer 

<400> 	119 
aaagaattcc tagcactctc ccctgttgaa 30 

<210> 	120 
<211> 	1401 
<212> 	DNA 
<213> 	Chimaera sp. 
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<400> 	120 
atgaaagtgt tgagtctgtt gtacctgttg acagccattc ctggtatcct gtctcaggtc 60 

caactgcagc agcctggggc tgaactggtg aagcctggga cttcagtgaa aatgtcctgc 120 

aaggcttctg gctacacctt caccagctac tggatgcact gggtgaagca gaggccggga 180 

caaggccttg agtggattgg agatatttat cctggtagtg atagtactaa ctacaatgag 240 

aagttcaaga gcaaggccac actgactgta gacacatcct ccagcacagc ctacatgcaa 300 

ctcagcagcc tgacatctga ggactctgcg gtctattact gtgcaagagg agggtggttg 360 

' gatgctatgg actactgggg tcaaggaacc tcagtcaccg tctcctcagc tagcaccaag 420 

ggcccatcgg tcttccccct ggcaccctcc tccaagagca cctctggggg cacagcggcc 480 

ctgggctgcc tggtcaagga ctacttcccc gaaccggtga cggtgtcgtg gaactcaggc 540 

gccctgacca gcggcgtgca caccttcccg gctgtcctac agtcctcagg actctactcc 600 

ctcagcagcg tggtgaccgt gccctccagc agcttgggca cccagaccta catctgcaac 660 

gtgaatcaca agcccagcaa caccaaggtg gacaagaaag ttgagcccaa atcttgtgac 720 

aaaactcaca catgcccacc gtgcccagca cctgaactcc tggggggacc gtcagtcttc 780 

ctcttccccc caaaacccaa ggacaccctc atgatctccc ggacccctga ggtcacatgc 840 

gtggtggtgg acgtgagcca cgaagaccct gaggtcaagt tcaactggta cgtggacggc 900 

gtggaggtgc ataatgccaa gacaaagccg cgggaggagc agtacaacag cacgtaccgt 960 

gtggtcagcg tcctcaccgt cctgcaccag gactggctga atggcaagga gtacaagtgc 1020 

aaggtctcca acaaagccct cccagccocc atcgagaaaa ccatctccaa agccaaaggg 1080 

cagccccgag aaccacaggt gtacaccctg cccccatccc gggatgagct gaccaagaac 1140 

caggtcagcc tgacctgcct ggtcaaaggc ttctatccca gcgacatcgc cgtggagtgg 1200 

gagagcaatg ggcagccgga gaacaactac aagaccacgc ctcccgtgct ggactccgac 1260 

ggctccttct tcctctacag caagctcacc gtggacaaga gcaggtggca gcaggggaac 1320 

gtcttctcat gctccgtgat gcatgaggct ctgcacaacc actacacgca gaagagcctc 1380 

tccctgtctc cgggtaaatg a 1401 

<210> 	121 
<211> 	466 
<212> 	PRT 
<213> 	Chimaera sp. 

<400> 	121 
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Met Lys Val Leu Ser Leu Leu Tyr Leu Leu Thr Ala Ile Pro Gly Ile 
1 5 10 15 

Leu Ser Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Lys Pro 
20 25 30 

Gly Thr Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr 
35 40 45 

Ser Tyr Trp Met His Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu 
50 55 60 

Trp Ile Gly Asp Ile Tyr Pro Gly Ser Asp Ser Thr Asn Tyr Asn Glu 
65 70 75 80 

Lys Phe Lys Ser Lys Ala Thr Leu Thr Val Asp Thr Ser Ser Ser Thr 
85 90 95 

Ala Tyr Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr 
100 105 110 

Tyr Cys Ala Arg Gly Gly Trp. Leu Asp Ala Met Asp Tyr Trp Gly Gln 
115 120 125 

Gly Thr Ser Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val 
130 135 140 

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala 
145 150 155 160 

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser 
165 170 175 

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val 
180 185. 190 

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro 
195 200 205 

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys 
210 215 220 

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp 
225 230 235 240 
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Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly 
245 250 255 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 
260 265 270 

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu 
275 280 285 

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His 
290 295 300 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg 
305 310 315 320 

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys 
325 330 335 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 
340 345 350 

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr 
355 360 365 

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu 
370 375 380 

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp 
385 390 395 400 

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val 
405 410 415 

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp 
420 425 430 

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His 
435 440 445 

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 
450 455 460 
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Gly Lys 
465 

<210> 	122 
<211> 	705 
<212> 	DNA 
<213> 	Chimaera sp. 

<400> 	122 
atgatgtcct ctgctcagtt ccttggtctc ctgttgctct gttttcaagg taccagatgt 60 

gatatccaga tgacacagac tacatcctcc ctgtctgcct ctctgggaga cagagtcacc 120 

atcagttgca gggcaagtca ggacattagc aattatttaa actggtatca gcagaaacca 180 

gatggaactg ttaaactcct gatctactac acatcaagat tacactcagg agtcccatca 240 

aggttcagtg gcagtgggtc tggaacagat tattctctca ccattagcaa cctggagcaa 300 

gaagatattg ccacttactt ttgccaacag ggtaatacgc ttccgtggac gttcggtgga 360 

ggcaccaagc tggaaatcaa acgaactgtg gctgcaccat ctgtcttcat cttcccgcca 420 

tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa taacttctat 480 

cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 540 

gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg 600 

ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc 660 

ctgagctcgc ccgtcacaaa gagcttcaac 

<210> 	123 
<211> 	234 
<212> 	PRT 
<213> 	Chimaera sp. 

<400> 	123 

Met Met Ser Ser Ala Gln Phe Leu 
1 	 5 

Gly Thr Arg Cys Asp Ile GIn Met 
20 

Ala Ser Leu Gly Asp Arg Val. Thr 
35 	 40 

Ile Ser Asn Tyr Leu Asn Trp Tyr 
50 	 55 

aggggagagt 

Gly Leu Leu 
10 

Thr GIn Thr 
25 

Ile Ser Cys 

Gin Gin Lys 

gctag 

Leu Leu Cys Phe Gln 
15 

Thr Ser Ser. Leu Ser 
30 

Arg Ala Ser Gln Asp 
45 

Pro Asp Gly Thr Val 
60 

705 
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Lys Leu Leu 	Ile Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser 
65 70 75 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr Ile Ser 
85 90 95 

Asn Leu Glu Gin Glu Asp Ile Ala Thr Tyr Phe Cys Gln Gln Gly Asn 
100 105 110 

Thr Leu Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg 
115 120 125 

Thr Val Ala Ala Pr.o Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gin 
130 135 140 

Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr 
145 150 155 160 

Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser 
165 170 175 

Gly Asn Ser. G1n Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr 
180 185 190 

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys 
195 200 205 

His Lys Val 	Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro 
210 215 220 

Val 	Thr Lys Ser Phe Asn Arg Gly Giu Cys 
225 230 

<210> 124 
<211> 1521 
<212> DNA 
<213> Macaca muiatta 

<220> 
<221> gene 
<222> (1).. 	(1521) 

<400> 124 
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atgctgaagc ctcttcggag agcggcagtg acccccatgt ggccgtgctc catgctgccc 60 

cgccgcctgt gggacagaga ggctggcacg ttgcaggtcc tgggagtgct ggctatgctg 120 

tggctgggct ccatggctct tacctacctc ctgtggcaag tgcgctgtcc tcccacctgg 180 

ggccaggtgc agcccaggga cgtgcccagg tcctgggggc atggttccag cctagctctg 240 

gagcccctgg aagcggaggt caggaagcag agggactcct gccagcttgt ccttgtggaa 300 

agcatccccc aggacctgcc atttgcagcc ggcagcctct ccgcccagcc tctgggccag 360 

gcctggctgc agctgctgga cactgcccag gagagcgtcc acgtggcttc atactactgg 420 

tccctcacag ggcccgacat tggggtcaac gactcatctt cccagctggg agaggccctt 480 

ctgcagaagc tgcagcagct gctgggcagg aacatttcct tggctgtggc caccagcagt 540 

ccaacactgg ccaggaagtc caccgacctg caggtcctgg ctgcccgagg tgcccaggta 600 

cgacgggtgc ccatggggcg gctcaccagg ggcgttttgc actccaaatt ctgggttgtg 660 

gatggacggc acatatacat gggcagtgcc aacatggact ggeggtecct gacgcaggtg 720 

aaggagcttg gcgctgtcat ctataactgc agccacctgg cccaagacct ggagaagacc 780 

ttccagacct actgggtgct gggggtgccc aaggctgtcc tccccaaaac ctggcctcag 840 

aacttctcat ctcacatcaa ccgtttccag cccttccagg gcctctttga tggggtgccc 900 

accactgcct acttctcagc atcgccaccc gcactctgtc cccagggccg cacccctgac 960 

ctggaggcgc tgttggcggt gatggggagc gcccaggagt tcatctatgc ctccgtgatg 1020 

gagtatttcc ctaccacgcg cttcagccac ccccgcaggt actggccggt gctggacaac 1080 

gcgctgcggg cggcagcctt cagcaagggt gtgcgcgtgc gcctgctggt cagctgcgga 1140 

ctcaacacgg accccaccat gttcccctat ctgcggtccc tgcaggcgct cagcaacccc 1200 

gcggccaacg tctctgtgga cgtgaaagtc ttcatcgtgc cggtggggaa tcattccaac 1260 

atcccgttca gcagggtgaa ccacagcaag ttcatggtca cggagaaggc agcctacata 1320 

ggcacctcca actggtcgga ggattacttc agcagcacga cgggggtggg cctggtggtc 1380 

acccagagcc ccggcgcgca gcccgcgggg gccacggtac aggagcagct gcggcagctc 1440 

tttgagcggg actggagttc gcgctacgcc gtcggcctgg acggacaggc tccgggccag 1500 

gactgcgttt ggcagggctg a 1521 

<210> 	125 
<211> 	2142 
<212> 	DNA 
<213> 	Homo sapiens 
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<400> 	125 
atggagtttc agacccaggt ctttgtattc gtgttgctct ggttgtctgg tgttgatgga 60 

gattacaagg atgacgacga taaaggatcc cccagagggc ccacaatcaa gccctgtcct 120 

ccatgcaaat gcccagcacc taacctcttg ggtggaccat ccgtcttcat cttccctcca 180 

aagatcaagg atgtactcat gatctccctg agccccatag tcacatgtgt ggtggtggat 240 

gtgagcgagg atgacccaga tgtccagatc agctggtttg tgaacaacgt ggaagtacac 300 

acagctcaga cacaaaccca tagagaggat tacaacagta ctctccgggt ggtcagtgcc 360 

ctccccatcc agcaccagga ctggatgagt ggcaaggagt tcaaatgcaa ggtcaacaac 420 

aaagacctcc cagcgcccat cgagagaacc atctcaaaac ccaaagggtc agtaagagct 480 

ccacaggtat atgtcttgcc tccaccagaa gaagagatga ctaagaaaca ggtcactctg 540 

acctgcatgg tcacagactt catgcctgaa gacatttacg tggagtggac caacaacggg 600 

aaaacagagc taaactacaa gaacactgaa ccagtcctgg actctgatgg ttcttacttc 660 

atgtacagca agctgagagt ggaaaagaag aactgggtgg aaagaaatag ctactcctgt 720 

tcagtggtcc acgagggtct gcacaatcac cacacgacta agagcttctc ccggactccg 780 

ggtaaacgtc ctcccacctg gggccaggtg cagcccaagg acgtgcccag gtcctgggag 840 

catggctcca gcccagcttg ggagcccctg gaagcagagg ccaggcagca gagggactcc 900 

tgccagcttg tccttgtgga aagcatcccc caggacctgc catctgcagc cggcagcccc 960 

tctgcccagc ctctgggcca ggcctggctg cagctgctgg acactgccca ggagagcgtc 1020 

cacgtggctt catactactg gtccctcaca gggcctgaca tcggggtcaa cgactcgtct 1080 

tcccagctgg gagaggctct tctgcagaag ctgcagcagc tgctgggcag gaacatttcc 1140 

ctggctgtgg ccaccagcag cccgacactg gccaggacat ccaccgacct gcaggttctg 1200 

gctgcccgag gtgcccatgt acgacaggtg cccatggggc ggctcaccag gggtgttttg 1260 

cactccaaat tctgggttgt ggatggacgg cacatataca tgggcagtgc caacatggac 1320 

tggcggtctc tgacgcaggt gaaggagctt ggcgctgtca tctataactg cagccacctg 1380 

gcccaagacc tggagaagac cttccagacc tactgggtac tgggggtgcc caaggctgtc 1440 

ctccccaaaa cctggcctca gaacttctca tctcacttca accgtttcca gcccttccac 1500 

ggcctctttg atggggtgcc caccactgcc tacttctcag cgtcgccacc agcactctgt 1560 

ccccagggcc gcacccggga cctggaggcg ctgctggcgg tgatggggag cgcccaggag 1620 

ttcatctatg cctccgtgat ggagtatttc cccaccacgc gcttcagcca ccccccgagg 1680 

tactggccgg tgctggacaa cgcgctgcgg gcggcagcct tcggcaaggg cgtgcgcgtg 1740 
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cgcctgctgg tcggctgcgg actcaacacg gaccccacca tgttccccta cctgcggtcc 1800 

ctgcaggcgc tcagcaaccc cgcggccaac gtctctgtgg acgtgaaagt cttcatcgtg 1860 

ccggtgggga accattccaa catcccattc agcagggtga accacagcaa gttcatggtc 1920 

acggagaagg cagcctacat aggcacctcc aactggtcgg aggattactt cagcagcacg 1980 

gcgggggtgg gcttggtggt cacccagagc cctggcgcgc agcccgcggg ggccacggtg 2040 

caggagcagc tgcggcagct ctttgagcgg gactggagtt cgcgctacgc cgtcggcctg 2100 

gacggacagg ctccgggcca ggactgcgtt tggcagggct ga 2142 

<210> 	126 
<211> 	713 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	126 

Met Glu Phe Gin Thr Gln Val 	Phe Val 	Phe Val Leu Leu Trp Leu Ser 
1 	 5 10 15 

Gly Val Asp Gly Asp Tyr Lys Asp Asp Asp Asp Lys Gly Ser Pro Arg 
20 25 30 

Gly Pro Thr 	Ile Lys Pro Cys Pro Pro Cys Lys Cys Pro Ala Pro Asn 
35 	 40 45 

Leu Leu Gly Gly Pro. Ser Val 	Phe Ile Phe Pro Pro Lys Ile Lys Asp 
50 	 55 60 

Val 	Leu Met Ile Ser Leu Ser Pro Ile Val 	Thr Cys Val 	Val 	Val 	Asp 
65 	 70 75 80 

Val Ser Glu Asp Asp Pro Asp Val Gin 	Ile Ser Trp Phe Val Asn Asn 
85 90 95 

Val 	Glu Val 	His Thr Ala Gin Thr Gln Thr His Arg Glu Asp Tyr Asn 
100 105 110 

Ser Thr Leu Arg Val 	Val 	Ser Ala Leu Pro Ile Gln His Gln Asp Trp 
115 	 120 125 

Met Ser Gly Lys Glu Phe Lys Cys Lys Val Asn Asn Lys Asp Leu Pro 
130 	 135 140 



Ala Pro Ile Glu Arg Thr Ile Ser Lys Pro Lys Gly Ser Val Arg Ala 
145 150 155 160 

Pro Gln Val Tyr Val Leu Pro Pro Pro Glu Glu Glu Met Thr Lys Lys 
165 170 175 

Gin Val Thr Leu Thr Cys Met Val Thr Asp Phe Met Pro Glu Asp Ile 
180 185 190 

Tyr Val Glu Trp Thr Asn Asn Gly Lys Thr Glu Leu Asn Tyr Lys Asn 
195 200 205 

Thr Glu Pro Val Leu Asp Ser Asp Gly Ser Tyr Phe Met Tyr Ser Lys 
210 215 220 

Leu Arg Val Glu Lys Lys Asn Trp Val Glu Arg Asn Ser Tyr Ser Cys 
225 230 235 240 

Ser Val Val His Glu Gly Leu His Asn His His Thr Thr Lys Ser Phe 
245 250 255 

Ser Arg Thr Pro Gly Lys Arg Pro Pro Thr Trp Gly Gin Val Gln Pro 
260 265 270 

Lys Asp Val Pro Arg Ser Trp Glu His Gly Ser Ser Pro Ala Trp Glu 
275 280 285 

Pro Leu Glu Ala Glu Ala Arg Gin Gln Arg Asp Ser Cys Gln Leu Val 
290 295 300 

Leu Val Glu Ser Ile Pro Gin Asp Leu Pro Ser Ala Ala Gly Ser Pro 
305 310 315 320 

Ser Ala Gln Pro Leu Gly Gln Ala Trp Leu Gln Leu Leu Asp Thr Ala 
325 330 335 

Gln Glu Ser Val His Val Ala Ser Tyr Tyr Trp Ser Leu Thr Gly Pro 
340 345 350 

Asp Ile Gly Vat Asn Asp Ser Ser Ser Gln Leu Gly Glu Ala Leu Leu 
355 360 365 

Gln Lys Leu Gln Gln Leu Leu Gly Arg Asn Ile Ser Leu Ala Val Ala 
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370 
	

375 
	

380 

Thr Ser Ser Pro Thr Leu Ala Arg Thr Ser Thr Asp Leu Gin Val Leu 
385 390 395 400 

Ala Ala Arg Gly Ala His Val Arg Gln Val Pro Met Gly Arg Leu Thr 
405 410 415 

Arg Gly Val Leu His Ser Lys Phe Trp Val Val Asp Gly Arg His Ile 
420 425 430 

Tyr Met Gly Ser Ala Asn Met Asp Trp Arg Ser Leu Thr Gin Val Lys 
435 440 445 

Glu Leu Gly Ala Val Ile Tyr Asn Cys Ser His Leu Ala Gin Asp Leu 
450 455 460 

Glu Lys Thr Phe Gln Thr Tyr Trp Val Leu Gly Val Pro Lys Ala Val 
465 470 475 480 

Leu Pro Lys Thr Trp Pro Gln Asn Phe Ser Ser His Phe Asn Arg Phe 
485 490 495 

Gln Pro Phe His Gly Leu Phe Asp Gly Val Pro Thr Thr Ala Tyr Phe 
500 505 510 

Ser Ala Ser Pro Pro Ala Leu Cys Pro Gln Gly Arg Thr Arg Asp Leu 
515 520 525 

Glu Ala Leu Leu Ala Val Met Gly Ser Ala Gln Glu Phe Ile Tyr Ala 
530 535 540 

Ser Val Met Glu Tyr Phe Pro Thr. Thr Arg Phe. Ser His Pro Pro Arg 
545 550 555 560 	 . 

Tyr Trp Pro Val Leu Asp Asn Ala Leu Arg Ala Ala Ala Phe Gly Lys 
565 570 575 

Gly Val Arg Val Arg Leu Leu Val Gly Cys Gly Leu Asn Thr Asp Pro 
580 585 590 

Thr Met Phe Pro Tyr Leu Arg Ser Leu Gln Ala Leu Ser Asn Pro Ala 
595 600 605 
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Ala Asn Val Ser Val Asp Val Lys Val Phe Ile Val Pro Val Gly Asn 
610 615 620 

His Ser Asn Ile Pro Phe Ser Arg Val Asn His Ser Lys Phe Met Val 
625 630 635 640 

Thr Glu Lys Ala Ala Tyr Ile Gly Thr Ser Asn Trp Ser Glu Asp Tyr 
645 650 655 

Phe Ser Ser Thr Ala Gly Val Gly Leu Val Val Thr Gin Ser Pro Gly 
660 665 670 

Ala Gln Pro Ala Gly Ala Thr Val Gln Glu Gln Leu Arg Gln Leu Phe 
675 680 685 

Glu Arg Asp Trp Ser Ser Arg Tyr Ala Vai Gly Leu Asp Gly Gin Ala 
690 695 700 

Pro Gly Gln Asp. Cys Val Trp Gln Gly 
705 710 

<210> 127 
<211> 490 
<212> PRT 
<213> Homo sapiens 

<400> 127 

Met Lys Pro Lys Leu Met Tyr Gln Glu Leu Lys Val Pro Ala Glu Glu 
1 5 10 15 

Pro Ala Asn Glu Leu Pro Met Asn Glu Ile Glu Ala Trp Lys Ala Ala 
20 25 30 

Glu Lys Lys Ala Arg Trp Val Leu Leu Val Leu Ile Leu Ala Val Val 
35 40 45 

Gly Phe Gly Ala Leu Met Thr Gln Leu. Phe Leu Trp Glu Tyr Gly Asp 
50 55 60 

Leu His Leu Phe Gly Pro Asn Gln Arg Pro Ala Pro Cys Tyr Asp Pro 
65 70 75 80 

Cys Glu Ala Val Leu Val Glu Ser Ile Pro Glu Gly Leu Asp Phe Pro 
85 90 95 
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Asn Ala Ser Thr Gly Asn Pro Ser Thr Ser Gln Ala Trp Leu Gly Leu 
100 105 110 

Leu Ala Gly Ala His Ser Ser Leu Asp Ile Ala Ser Phe Tyr Trp Thr 
115 120 125 

Leu Thr Asn Asn Asp Thr His Thr Gln Glu Pro Ser Ala Gin Gln Gly 
130 135 140 

Glu Glu Val Leu Arg Gin Leu Gln Thr Leu Ala Pro Lys Gly Val Asn 
145 150 155 160 

Val Arg Ile Ala Val Ser Lys Pro Ser Gly Pro Gln Pro Gln Ala Asp 
165 170 175 

Leu Gin Ala Leu Leu Gln Ser Gly Ala Gln Val Arg Met Val Asp Met 
180 185 190 

Gln Lys Leu Thr His Gly Val Leu His Thr Lys Phe Trp Val Val Asp 
195 200 205 

Gln Thr His Phe Tyr Leu Gly Ser Ala Asn Met Asp Trp Arg Ser Leu 
210 215 220 

Thr Gln Val Lys Glu Leu Gly Val Val. Met Tyr Asn Cys Ser Cys Leu 
225 230 235 240 

Ala Arg Asp Leu Thr Lys Ile Phe Glu Ala Tyr Trp Phe Leu Gly Gin 
245 250 255 

Ala Gly Ser Ser Ile Pro Ser Thr Trp Pro Arg Phe Tyr Asp Thr Arg 
260 26.5 270 

Tyr Asn Gln Glu Thr Pro Met Glu Ile Cys Leu Asn Gly Thr Pro Ala 
275 280 285 

Leu Ala Tyr Leu Ala Ser Ala Pro Pro Pro Leu Cys Pro Ser Gly Arg 
290 295 300 

Thr Pro Asp Leu Lys Ala Leu Leu Asn Val Val Asp Asn Ala Arg Ser 
305 310 315 320 

58/69 



Phe Ile Tyr Val Ala Val Met Asn Tyr Leu Pro Thr Leu Glu Phe Ser 
325 	 330 	 335 

His Pro His Arg Phe Trp Pro Ala Ile Asp Asp Gly Leu Arg Arg Ala 
340 345 350 

Thr Tyr Glu Arg Gly Val Lys Val Arg Leu Leu Ile Ser Cys Trp Gly 
355 360 365 

His Ser Glu Pro Ser Met Arg Ala Phe Leu Leu Ser Leu Ala Ala Leu 
370 375 380 

Arg Asp Asn His Thr His Ser Asp Ile Gln Val Lys Leu Phe Val Val 
385 390 395 400 

Pro Ala Asp Glu Ala Gln Ala Arg Ile Pro Tyr Ala Arg Val Asn His 
405 410 415 

Asn Lys Tyr Met Val Thr Glu Arg Ala Thr Tyr Ile Gly Thr Ser Asn 
420 425 430 

Trp Ser Gly Asn Tyr Phe Thr Glu Thr Ala Gly Thr Ser Leu Leu Val 
435 440 445 

Thr Gln Asn Gly Arg Gly Gly Leu Arg Ser Gln Leu Glu Ala Ile Phe 
450 455 460 

Leu Arg Asp Trp Asp Ser Pro Tyr Ser His Asp Leu Asp Thr Ser Ala 
465 470 475 480 

Asp Ser Val Gly Asn Ala Cys Arg Leu Leu 
485 490 

<210> 128 
<211> 445 
<212> PRT 
<213> Homo sapiens 

<400> 128 

Met Gly Glu Asp Glu Asp Gly Leu Ser Glu Lys Asn Cys GIn Asn Lys 
1 5 10 15 

Cys Arg Ile Ala Leu Val Glu Asn Ile Pro Glu Gly Leu Asn Tyr Ser 
20 25 30 
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Glu Asn Ala Pro Phe His Leu Ser Leu Phe Gln Gly Trp Met Asn Leu 
35 40 45 

Leu Asn Met Ala Lys Lys Ser Val Asp Ile Val Ser Ser His Trp Asp 
50 55 60 

Leu Asn His Thr His Pro Ser Ala Cys Gln Gly Gln Arg Leu Phe Glu 
65 70 75 80 

Lys Leu Leu Gln Leu Thr Ser Gln Asn Ile Glu Ile Lys Leu Val Ser 
85 90 95 

Asp Val Thr Ala Asp Ser Lys Val Leu Glu Ala Leu Lys Leu Lys Gly 
100 105 110 

Ala Glu Val Thr Tyr Met Asn Met Thr Ala Tyr Asn Lys Gly Arg Leu 
115 120 125 

Gln Ser Ser Phe Trp Ile Val Asp Lys Gln His Val Tyr Ile Gly Ser 
130 135 140 

Ala Gly Leu Asp Trp Gln Ser Leu Gly Gln Met Lys Glu Leu Gly Val 
145 150 155 160 

Ile Phe Tyr Asn Cys Ser Cys Leu Val Leu Asp Leu Gln Arg Ile Phe 
165 170 175 

Ala Leu Tyr Ser Ser Leu Lys Phe Lys Ser Arg Val Pro Gln Thr Trp 
180 185 190 

Ser Lys Arg Leu Tyr Gly Val Tyr Asp Asn Glu Lys Lys Leu Gln Leu 
195 200 205 

Gln Leu Asn Glu Thr Lys Ser Gln Ala Phe Val Ser Asn Ser Pro Lys 
210 215 220 

Leu Phe Cys Pro Lys Asn Arg Ser Phe Asp Ile Asp Ala Ile Tyr Ser 
225 230 235 240 

Val Ile Asp Asp Ala Lys Gln Tyr Val Tyr Ile Ala Val Met Asp Tyr 
245 250 255 

Leu Pro Ile Ser Ser Thr Ser Thr Lys Arg Thr Tyr Trp Pro Asp Leu 
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260 
	

265 
	

270 

Asp Ala Lys 	Ile Arg Glu Ala Leu Val Leu Arg Ser Val Arg Val Arg 
275 280 285 

Leu Leu Leu Ser Phe Trp Lys Glu Thr Asp Pro Leu Thr Phe Asn Phe 
290 295 300 

Ile Ser Ser Leu Lys Ala Ile Cys Thr Glu Ile Ala Asn Cys Ser Leu 
305 310 315 320 

Lys Val Lys Phe Phe Asp Leu Glu Arg Glu Asn Ala Cys Ala Thr Lys 
325 330 335 

Glu Gln Lys Asn His Thr Phe Pro Arg Leu Asn Arg Asn Lys Tyr Met 
340 345 350 

Val 	Thr Asp Gly Ala Ala Tyr Ile Gly Asn Phe Asp Trp Val Gly Asn 
355 360 365 

Asp Phe Thr Gln Asn Ala Gly Thr Gly Leu Val Ile Asn Gln Ala Asp 
370 375 380 

Val Arg Asn Asn Arg Ser Ile Ile Lys Gln Leu Lys Asp Val Phe Glu 
385 390 395 400 

Arg Asp Trp Tyr Ser Pro Tyr Ala Lys Thr Leu Gin Pro Thr Lys Gln 
405 410 415 

Pro Asn Cys Ser Ser Leu Phe Lys Leu Lys Pro Leu Ser Asn Lys Thr 
420 425 430 

Ala Thr Asp Asp Thr Gly Gly Lys Asp Pro Arg Asn. Val 
435 440 445 

<210> 129 
<211> 506 
<212> PRT 
<213> Macaca fascicularis 

<400> 129 

Met Leu Lys Pro Leu Arg Arg Ala Ala Val Thr Pro Met Trp Pro Cys 
1 5 10 15 
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Ser Met Leu Pro Arg Arg Leu Trp Asp Arg Glu Ala Gly Thr Leu Gln 
20 25 30 

Val Leu Gly Val Leu Ala Met Leu Trp Leu Gly Ser Met Ala Leu Thr 
35 40 45 

Tyr Leu Leu Trp Gln Val Arg Arg Pro Pro Thr Trp Gly Gln Val Gln 
50 55 60 

Pro Lys Asp Val Pro Arg Ser Trp Gly His Gly Ser Ser Pro Ala Leu 
65 70 75 80 

Glu Pro Leu Glu Ala Glu Val Arg Lys Gln Arg Asp Ser Cys Gln Leu 
85 90 95 

Val Leu Val Glu Ser Ile Pro Gln Asp Leu Pro Phe Ala Ala Gly Ser 
100 105 110 

Leu Ser Ala Gln Pro Leu Gly Gln Ala Trp Leu Gln Leu Leu Asp Thr 
115 120 125 

Ala Gln Glu Ser Val His Val Ala Ser Tyr Tyr Trp Ser Leu Thr Gly 
130 135 140 

Pro Asp Ile Gly Val Asn Asp Ser Ser Ser Gin Leu Gly Glu Ala Leu 
145 150 155 160 

Leu Gln Lys Leu Gln Gln Leu Leu Gly Arg Asn Ile Ser Leu Ala Val 
165 170 175 

Ala Thr Ser Ser Pro Thr Leu Ala Arg Lys Ser Thr Asp Leu Gin Val 
180 185 190 

Leu Ala Ala Arg Gly Ala Gin Val Arg Arg Val Pro Met Gly Arg Leu 
195 200 205 

Thr Arg Gly Val Leu His Ser Lys Phe Trp Val Val Asp Gly Arg His 
210 215 220 

Ile Tyr Met Gly Ser Ala Asn Met Asp Trp Arg Ser Leu Thr Gln Val 
225 230 235 240 

Lys Glu Leu Gly Ala Val Ile Tyr Asn Cys Ser His Leu Ala GIn'Asp 
245 250 255 
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Leu Glu Lys Thr Phe Gln Thr Tyr Trp Val Leu Gly Val Pro Lys Ala 
260 265 270 

Val Leu Pro Lys Thr Trp Pro Gln Asn Phe Ser Ser His Ile Asn Arg 
275 280 285 

Phe Gln Pro Phe GIn Gly Leu Phe Asp Gly Val Pro Thr Thr Ala Tyr 
290 295 300 

Phe Ser Ala Ser Pro Pro Ala Leu Cys Pro GIn Gly Arg Thr Pro Asp 
305 310 315 320 

Leu Glu Ala Leu Leu Ala Val Met Gly Ser Ala Gln Glu Phe Ile Tyr 
325 330 335 

Ala Ser Val Met Glu Tyr Phe Pro Thr Thr Arg Phe Ser His Pro Arg 
340 345 350 

Arg Tyr Trp Pro Val Leu Asp. Asn Ala Leu Arg Ala Ala Ala Phe Ser 
355 360 365 

Lys Gly Val Arg Val Arg Leu Leu Val Ser Cys Gly Leu Asn Thr Asp 
370 375 380 

Pro Thr Met Phe Pro Tyr .Leu Arg Ser Leu Gln Ala Leu Ser Asn Pro 
385. 390 395 400 

Ala Ala Asn Val. Ser Val Asp Val Lys Val Phe Ile Val Pro Val.  Gly 
405 410 415 

Asn His Ser Asn Ile Pro Phe Ser Arg Val Asn His Ser Lye Phe Met 
420 425 430 

Val Thr Glu Lys Ala Ala Tyr Ile Gly Thr Ser. Asn Trp Ser Glu Asp 
435 440 445 

Tyr Phe Ser Ser Thr Thr Gly Val Gly Leu Val Val Thr Gln Ser Pro 
450 455 460 

Gly Ala Gln Pro Ala Gly Ala Thr Val GIn Glu Gln Leu Arg Gln Leu 
465 470 475 480 
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Phe Glu Arg Asp Trp Ser Ser Arg Tyr Ala Val Gly Leu Asp Gly Gln 
485 490 495 

Ala Pro Gly Gln Asp Cys Val Trp Gln Gly 
500 505 

<210> 130 
<211> 506 
<212> PRT 
<213> Macaca mulatta 

<400> 130 

Met Leu Lys Pro Leu Arg Arg Ala Ala Val Thr Pro Met Trp Pro Cys 
1 5 10 15 

Ser Met Leu Pro Arg Arg Leu Trp Asp Arg Glu Ala Gly Thr Leu Gln 
20 25 30 

Val 	Leu Gly Val Leu Ala Met Leu Trp Leu Gly Ser Met Ala Leu Thr 
35 40 45 

Tyr Leu Leu Trp Gln Val Arg Cys Pro Pro Thr Trp Gly Gln Val Gln 
50 55 60 

Pro Arg Asp Val Pro Arg Ser Trp Gly His Gly Ser Ser Leu Ala Leu 
65 70 75 80 

Glu Pro Leu Glu Ala Glu Val Arg Lys Gln Arg Asp Ser Cys Gln Leu 
85 90 95 

Val 	Leu Val 	Glu Ser Ile Pro Gln Asp Leu Pro Phe Ala Ala Gly Ser 
100 105 110 

Leu Ser Ala Gln Pro Leu Gly Gln Ala Trp Leu Gln Leu Leu Asp Thr 
115 120 125 

Ala Gln Glu Ser Val His Val Ala Ser Tyr Tyr Trp Ser. Leu Thr Gly 
130 135 140 

Pro Asp Ile 	Gly Val Asn Asp Ser Ser Ser Gln Leu Gly Glu Ala Leu 
145 150 155 160 

Leu Gln Lys Leu Gln Gln Leu Leu Gly Arg Asn Ile Ser Leu Ala Val 
165 170 175 



Ala Thr Ser Ser Pro Thr Leu Ala Arg Lys Ser Thr Asp Leu Gln Val 
180 185 190 

Leu Ala Ala Arg Gly Ala Gln Val Arg Arg Val Pro Met Gly Arg Leu 
195 200 205 

Thr Arg Gly Val Leu His Ser Lys Phe Trp Val Val Asp Gly Arg His 
210 215 220 

Ile Tyr Met Gly Ser Ala Asn Met Asp Trp Arg Ser Leu Thr GIn Val 
225 230 235 240 

Lys Glu Leu Gly Ala Val Ile Tyr Asn Cys Ser His Leu Ala Gln Asp 
245 250 255 

Leu Glu Lys Thr Phe GIn Thr Tyr Trp Val Leu Gly Val Pro Lys Ala 
260 265 270 

Val Leu Pro Lys Thr Trp Pro Gln Asn Phe Ser Ser His Ile Asn Arg 
275 280 285 

Phe GIn Pro Phe Gln Gly Leu Phe Asp Gly Val Pro Thr Thr Ala Tyr 
290 295 300 

Phe Ser Ala Ser Pro Pro Ala Leu Cys Pro Gln Gly Arg Thr Pro Asp 
305 310 315 320 

Leu Glu Ala Leu Leu Ala Val Met Gly Ser Ala Gln Glu Phe Ile Tyr 
325 330 335 

Ala Ser Val Met Glu Tyr Phe Pro Thr Thr Arg Phe Ser His Pro Arg 
340 345 350 

Arg Tyr Trp Pro. Val Leu Asp Asn Ala Leu Arg Ala Ala Ala Phe Ser 
355 360 365 

Lys Gly Val Arg Val Arg Leu Leu Val Ser Cys Gly Leu Asn Thr Asp 
370 375 380 

Pro Thr Met Phe Pro Tyr Leu Arg Ser Leu Gln Ala Leu Ser Asn Pro 
385 390 395 400 

Ala Ala Asn Val Ser Val Asp Val Lys Val Phe Ile Val Pro Val Gly 
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405 	 410 	 415 

Asn His Ser Asn Ile Pro Phe Ser Arg Val Asn His Ser Lys Phe Met 
420 	 425 	 430 

Val Thr Glu Lys Ala Ala Tyr Ile Gly Thr Ser Asn Trp Ser Glu Asp 
435 	 440 	 445 

Tyr Phe Ser Ser Thr Thr Gly Val Gly Leu Val Val Thr Gln Ser Pro 
450 	 455 	 460 

Gly Ala Gin Pro Ala Gly Ala Thr Val Gin Glu Gin Leu Arg Gln Leu 
465 	 470 	 475 	 480 

Phe Glu Arg Asp Trp Ser Ser Arg Tyr Ala Val Gly Leu Asp Gly Gln 
485 	 490 	 495 

Ala Pro Gly Gln Asp Cys Val Trp Gln Gly 
500 505 

<210> 	131 
<211> 	1512 
<212> 	DNA 
<213> 	Mus musculus 

<400> 	131 
atggacaaga agaaagagca cccagagatg cggataccac tccagacagc agtggaggtc 60 

tctgattggc cctgctccac atctcatgat ccacatagcg gacttggcat ggtactgggg 120 

atgctagctg tactgggact cagctctgtg actctcatct tgttcctgtg gcaaggggcc 180 

acttctttca ccagtcatcg gatgttccct gaggaagtgc cctcctggtc ctgggagacc 240 

ctgaaaggag acgctgagca gcagaataac tcctgtcagc tcatccttgt ggaaagcatc 300 

cccgaggact tgccatttgc agctggcagc cccactgccc agcccctggc ccaggcttgg 360 

ctgcagcttc ttgacactgc tcgggagagc gtccacattg cctcgtacta ctggtecctc 420 

actggactgg acattggagt caatgactcg tcttctcggc agggagaggc ccttctacag 480 

aagttccaac agcttcttct caggaacatc tctgtggtgg tggccaccca cagcccaaca 540 

ttggccaaga catccactga cctccaggtc ttggctgccc atggtgccca gatacgacaa 600 

gtgcccatga aacagcttac tgggggtgtt ctacactcca aattctgggt tgtggatggg 660 

cgacacgtct acgtgggcag cgccaacatg gactggcggt ccctgactca ggtgaaggaa 720 

cttggtgcaa tcatctacaa ctgcagcaac ctggctcaag accttgagaa aacattccag 780 
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acctactggg tgctagggac tccccaagct gttctcccta aaacctggcc tcggaacttc 840 

tcatcccaca tcaaccgctt ccatcccttg cggggtccct ttgatggggt tcccaccacg 900 

gcctatttct cggcctcccc tccctccctc tgcccgcatg gccggacccg ggatctggac 960 

gcagtgttgg gagtgatgga gggtgctcgc cagttcatct atgtctcggt gatggagtat 1020 

ttccctacca cgcgcttcac ccaccatgcc aggtactggc ccgtgctgga caatgcgcta 1080 

cgggcagcgg ccctcaataa gggtgtgcat gtgcgcttac tggtcagctg ctggttcaac 1140 

acagacccca ccatgttcgc ttatctgagg tccctgcagg ctttcagtaa cccctcggct 1200 

ggcatctcag tggatgtgaa agtcttcatc gtgcctgtgg gaaatcattc caacatcccg 1260 

ttcagccgcg tgaaccacag caagttcatg gtcacagaca agacagccta tgtaggcacc 1320 

tctaactggt cagaagacta cttcagccac accgctggtg tgggcctgat tgtcagccag 1380 

aagaccccca gagcccagcc aggcgcaacc accgtgcagg agcagctgag gcaactcttt 1440 

gaacgagact ggagttccca ctatgctatg gacctagaca gacaagtccc gagccaggac 1500 

tgtgtctggt ag 1512 

<210> 	132 
<211> 	503 
<212> 	PRT 
<213> 	Mus musculus 

<400> 	132 

Met Asp Lys Lys Lys Glu His Pro Glu Met Arg Ile Pro Leu Gln Thr 
1 	 5 10 15 

Ala Val 	Glu Val 	Ser Asp Trp Pro Cys Ser Thr Ser His Asp Pro His 
20 25 30 

Ser Gly Leu Gly Met Val 	Leu Gly Met Leu Ala Val Leu Gly Leu Ser 
35 	 40 45 

Ser Val 	Thr Leu Ile Leu Phe Leu Trp Gln Gly Ala Thr Ser Phe Thr 
50 	 55 60 

Ser His Arg Met Phe. Pro Glu Glu Val Pro Ser Trp Ser Trp Glu Thr 
65 	 70 75 80 

Leu Lys Gly Asp Ala Glu Gln Gln Asn Asn Ser Cys Gln Leu Ile Leu 
85 90 95 
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Val Glu Ser Ile Pro Glu Asp Leu Pro Phe Ala Ala Gly Ser Pro Thr 
100 105 110 

Ala Gln Pro Leu Ala Gln Ala Trp Leu Gln Leu Leu Asp Thr Ala Arg 
115 120 125 

Glu Ser Val His Ile Ala Ser Tyr Tyr Trp Ser Leu Thr Gly Leu Asp 
130 135 140 

Ile Gly Val Asn Asp Ser Ser Ser Arg Gln Gly Glu Ala Leu Leu Gln 
145 150 155 160 

Lys Phe Gln Gln Leu Leu Leu Arg Asn Ile Ser Val Val Val Ala Thr 
165 170 175 

His Ser Pro Thr Leu Ala Lys Thr Ser Thr Asp Leu Gln Val Leu Ala 
180 185 190 

Ala His Gly Ala Gln Ile Arg Gln Val Pro Met Lys Gln Leu Thr Gly 
195 200 205 

Gly Val Leu His Ser Lys Phe Trp Val Val Asp Gly Arg His Val Tyr 
210 215 220 

Val Gly Ser Ala Asn Met Asp Trp Arg Ser Leu Thr Gln Val Lys Glu 
225 230 235 240 

Leu Gly Ala Ile Ile Tyr Asn Cys Ser Asn Leu Ala Gln Asp Leu Glu 
245 :- 250 255 

Lys Thr Phe Gln Thr Tyr Trp Val Leu Gly Thr Pro Gin Ala Val Leu 
260 265 270 

Pro Lys Thr Trp Pro Arg Asn Phe Ser Ser His Ile Asn Arg Phe His 
275 280 285 

Pro Leu Arg Gly Pro Phe Asp Gly Val Pro Thr Thr Ala Tyr Phe Ser 
290 295 300 

Ala Ser Pro Pro Ser Leu Cys Pro His Gly Arg Thr. Arg Asp Leu Asp 
305 310 315 320 

Ala Val Leu Gly Val Met Glu Gly Ala Arg GIn Phe Ile Tyr Val Ser 
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325 
	

330 
	

335 

Val Met Glu Tyr Phe Pro Thr Thr Arg Phe Thr His His Ala Arg Tyr 
340 345 350 

Trp Pro Val Leu Asp Asn Ala Leu Arg Ala Ala Ala Leu Asn Lys Gly 
355 360 365 

Val His Val Arg Leu Leu Val Ser Cys Trp Phe Asn Thr Asp Pro Thr 
370 375 380 

Met Phe Ala Tyr Leu Arg Ser Leu Gln Ala Phe Ser Asn Pro Ser Ala 
385 390 395 400 

Gly Ile Ser Val Asp Val Lys Val Phe Ile Val Pro Val Gly Asn His 
405 410 415 

Ser Asn Ile Pro Phe Ser Arg Val Asn His Ser Lys Phe Met Val Thr 
420 425 430 

Asp Lys Thr Ala Tyr Val Gly Thr Ser Asn Trp Ser Glu Asp Tyr Phe 
435 440 445 

Ser His Thr Ala Gly Val Gly Leu Ile Val Ser Gln Lys Thr Pro Arg 
450 455 460 

Ala Gin Pro Gly Ala Thr Thr Val Gln Glu Gln Leu Arg Gln Leu Phe 
465 470 475 480 

Glu Arg Asp Trp Ser Ser His Tyr Ala Met Asp Leu Asp Arg Gln Val 
485 490 495 

Pro.  Ser Gln Asp Cys Val Trp 
500 


