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<110> SBI BIOTECH €0., LTD.

<120> . MEDICAMENT COMPRISING ANTI PHOSPHOLIPASE D4 ANTIBODY
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<160> 132

<170> Patentln version 3.4
210> 1

211> 506

<212> PRT -
<213> Homo sapiens

220> :

<221> PEPTIDE
222> (1).. (506)
- <400> 1

¥et Leu Lys Pro %eu Trp Lys Ala Ala ¥8I Ala.Pro Thr Trp ﬁgo Cys

- Ser Met Pro Pro Arg Arg Pro Trp Asp Arg Glu Ala Gly Thr Leu Gin
‘ 20 25 30

Val Leu Gly Ala Leu Ala Val Leu Trp Leu Gly Ser Val Ala Leu lIe
' : 35 . - 40 45

Cys %gu Leu Trp Gin Val Ego Arg Pro Pro Thr T6p Gly Gln Val GIn

Pro Lys Asp VaI Pro Arg Ser Trp Glu His Gly Ser Ser Pro Ala Trp
65 70 _ 15 _ 80

Glu Pro Leu Glu Aéa Glu Ala Arg Gin gln Arg Asp Ser Cys gén Leu

“Val Leu Val Glu Ser llevPro Gln Asp Leu Pro Ser Ala Ala Gly Ser
‘ - 100 | 105 110

Pro Ser Ala Gin Pro Leu Gly Gin Ala Trp Leu Gin Leu Leu Asp Thr
115 120 125

1/69



Ala GIn Glu Ser Val His Val Ala Ser
130 | 135

Pro Asp Ile Gly Val Asn’Asp Ser Ser
145 150

Leu Gin Lys Leu ?ég GIn Leu Leu Gly

Ala Thr Ser Ser Pro Thr Leu Ala Arg
180 185

- Leu Ala Ala Arg Gly Ala His Val Arg
195 . 200

Thr Arg Gly Val Leu His Ser Lys Phe
- 210 215

Ile Tyr Met Gly Ser Ala Asn Met Asp
225 230

Lys Glu Leu Gly Ala Val Ile Tyr Asn
, o 245

Leu Glu Lys Thr Phe GIn Thr Tyr Trp
' 260 | 7265

Val Leu Pro Lys Thr Trp Pro Glin Asn
275 _ - 280

Phe GIn Pro Phe His Gly Leu Phe Asp
290 295

vPhe Ser Ala Ser Pro Pro Ala Leu Cys
305 | 310

Leu Glu Ala Leu Leu Ala Val Met Gly
_ 325 -

Ala Ser Val Met Glu Tyr Phe Pro Thr

340 345

Arg Tyr Trp Pro}VaI Leu Asp Asn Ala

Tyr Tyr Trp Ser Leu Thr Gly
140

Ser G|n>Leu Gly Glu Ala Leu
155

160

Arg Asn Ile Ser Leu Ala Val
170 175

Thr Ser Thr Asp Leu GIn Val
, 190

GIn Val Pro Met Gly Arg Leu
205

Trp VaI Val Asp Gly Arg His
220

Trp Arg Ser Leu Thr Gln Val
235 240

Cys Ser His Leu Ala GIn Asp
950 255

Val Leu Gly Val Pro Lys Ala
270

Phe Ser Ser His Phe Asn Arg
285

Gly Val Pro Thr Thr Ala Tyr
300

Pro GIn Gly Arg Thr Arg ‘Asp
315 320

Ser Ala GIn Glu Phe lle Tyr
330 o 335 ‘

Thr Arg Phe Ser His Pro Pro
350

Leu Arg Ala Ala Ala Phe Gly
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Q12>

355 360

Lys Gly Val Arg Val Arg Leu Leu
370 " 375

Pro Thr Met Phe Pro Tyr Leu Arg
385 - 390

Ala Ala Asn Val Ser Val Asp Val
405

Asn H|s Ser Asn lle Pro Phe Ser
‘ , 420 : .

‘VaI Thr Glu Lys Ala Ala Tyr Ile
: 435 , .

Tyr Phe Ser Ser Thr Ala Gly Val
E 450 B 455

, Gly Ala Gln Pro AIa Gly Ala Thr
g465 : , 470 o

Phé Glu Arg Asp Trb7Ser-Sér Arg
: e 485 L

: .Ala Pro GIy Gin Asp Cys Val Trp
SRR 500 } -

- <210> 2

- <211> 5
<212> PRT
<213>' Homo saplens

".<400> 2

h ?er Tyr Trp Met glsf_'__

<210> 3

<21 17

' PRT - .
. <213> Homo sapiens -

<400> 3 R
ASvaIe'TyF Pro Gly Ser Asp Ser

440

365

Val GIy Cys Gly Leu Asn Thr Asp
) 380

Ser Leu Glh Ala Leu Ser Asn Pro
395 '400

Lys Val Phe Ile Val Pro Val Gly
410 415

Arg Val Asn His Ser Lys Phe Met
425 ‘ 430

Gly'Thr'Ser Asn Trp Ser Glu Asp
| 445

Gly Leu Val Val Thr Gln Ser Pro

460

Val GIn Glu GIn Leu Arg Gln Leu
Y 480

Tyr AIa Val Gly Leu Asp Gly GIn
. 490 495

GIn 6ly

- 505

Thr Asn Tyr Asn Glu Lys Phe Lys

3769



Ser

210> 4

Q211> 9

<212> PRT

<213> Homo sapiens

400> 4 |
Gly Gly Trp Leu Asp Ala Met Asp Tyr

- <2100 5

211> 11

<212> PRT ,

- <213> Homo sapiens

<400> 5

Arg Ala Ser Gin Asp lle Ser Ash»Tyr Leu Asn
1 5 10 '
<210> 6
Q11> -7

212> PRT
213> Homo sapiens

<400> 6 |
,Iyr Thr Ser Arg %eu His Ser

210> 7

Q11> 8§ - .
<212> PRT

- <213> Homo. sapiens

<400> 7 | .
g ?rn GIn Gly Asn ghr Leu Pro Trp
Q210> 8
Q211> 5 o
- <212> PRT -
<213> Homo sapjens
400> 8

4169



Thr Tyr Trp Met His

10> 9 -
Q211> 11
<212> PRT
<213> Homo sapiens

<400> 9
Ala Tle Tyr Pro.GIy
(. 5

Gly

<2105 10
QN> 1
<2125 -PRT

Asn'Sef Glu Thr ?gr Tyr Asn Gih Lys ﬁge.Lys

213> Homo'sapiens‘

<400> 10 ‘
?ly Tyr Ser Asp ghe

210> 11

- <2115 11

<212> . PRT -

Asp‘Tyr

<213>" Homo sapiéns': |

400> 11

”His Afa Ser Glaniy

2100 12 .

\VARDINN B

<212> PRT

<213> Homo sapiens

<4005 12
'_,?ié GIy}Thr‘Asn %eu

Q1> 13
Qs 1
125 PRT

lle Arg Ser Asnf%ée_ely

GluAsp

<213> . Homo sapiens

<400> 13

5169



Val GIn Tyr Val gln Phe Pro

Q10> 14

211> 5

<212> PRT '
<213> Homo sapiens

<400> 14

?ép'Tyr Asn Leu gis

<210> 15

Q211> 17

<212> PRT -

<213> Homo sapiens . -

<400> 15

' ¥yr l{évar,Pro-gyr Asn Gly Asn Thr ?Ay Tyr Asn Gln Lys ?23 Lys |

Arg '

<105 16

Q11> 14

D PRT
<213>  Homo sapiens .
400> 16

Gly Gly [le Tyr Aop Asp Tyr Tyr Asp ¥gr‘Aléflle Asp Tyr

Q100 17

S Q21> 1

<212> PRT - L
<213> Homo sapiens

400> 17 o
"?rg AMa Ser GIuVQSn le Tyr Ser H|s {ée Ala

210> 18 -

Q> 1

212> PRT -
<213> . Homo sapiens .

6169



<400> 18

Gly Ala Thr,Asn'%eu Ala His

<210> 19

L2 71

<212> PRT ' '
<213> Homo sapiens

<400> 19

?In His Phe Trp gly Thr Pro

<210> 20

211> 5

<212> PRT SR
<213> Homo sapiens.

400> 20

?er Tyr Tyr Leu gyrf

210> 21

<1y 17

<212> PRT .
- <213> Homo sapiens

<4005 21 I
| %eu Ie Asn Pro ghr Asn Ser Asp Thr }ée Phe Asn. Glu Lys ?Ee Lys

Séf

210> 22
211> 11
<212> PRT =
<213> Homo sapiens

400> 22

: ,’Glu GIy Gly Tyr gly Tyr Gly Pro Phe ?éa Tyr

210> 23
211> 16
- <212> PRT
- <213> Homo sapiens

7169



- <400> - 23

o {hr‘Ser Ser Gln ghr Leu Val His Ser Asn Gly Asn Thr Tyr Leu His
, , 10 _ 15 ’

210> 24

Q11> 7 -

212> PRT _
<213> Homo -sapiens

<400> 24

.%ys_VaISer Ao Arg Phe Ser

210> 25

Q211> 6

212> PRT
<213> HomQ-Sapiens
400> 25

_ His Ser Thr His Val Pro -
1 .

Q10> 26

Q11> 5

Q12> PRT

_ <213> :Homo sapiens
00> 26
~Ser Tyr Gly Met Ser
S DR

Q10> 27

Q11> 17

212> PRT
<213> Homo sapiens

<400> 27 E o o B |
Thr 1le Ser Ser GIy Gly Ser Tyr Ile Tyr Tyr Pro Glu Ser Val Lys .

L -5 | I e L A

Gly

<2100 28

D 12
- <212> PRT

81769



<213> Homo sapiens

400> 28 | |

%eu Tyr Gly Gly érg Arg Gly Tyr Gly Leu Aép Tyr
' : - 10

210> 29
211> 16
<212> PRT .
<213> Homo sapiens

400> 29

?rg Ser Ser Lys ger.Leu Leu.His Ser ?SvaIy.lle Thf Tyrv%gu'Tyf

<210> - 30 -

L211> 17

<212> PRT

- <213> Homo sapiens

400> 30
Gln Met Ser Asn Leu Ala Ser
Q10> 31
211> 6 -
Q12> PRT
<213> ~ Homo sapiens -
400> 31
. ?la.Gln Asn Lép_glu Leu
Q10> 32
211> 6
KX212> PRT - - S
- <213> Homo sapiens . -
400> 32
v“v?er His TyriTyr'gfp'Thr -

210> 33

Q11> 16

- <212> PRT .
<213> Homo sapiens’

<400> 33

©9/69



1

V.¥yr Ile Ser Tyr ésp Gly Ser Asn Ash Tyr Asn Pro Ser Leu Lys Asn
| 1 | 5

210> 34

211> 15

<212> PRT , ,
'<213> Homo sapiens

400> 34

?Iu Gly Pro-Léu gyr Tyr Gly Asn Pro {%r-Trp Tyk,Phe Asp Vgl'

<210> - 35 -
211> 11
<212>: PRT
<213> Homo sapiens

<400> 35 -

- Arg Ala Ser GIn Asp Ile Asp‘Asn'Tyr'Leu Asn
1 5 10
Q105 36
Qi1 -
- . <212>  PRT EREEET
~ <213> Homo sapiens
400> 36
| Tyr;Thr Ser Arg‘%eu His Ser.
<10y 31
R I A

. <212> PR R
© <213>: Homo sapiens

<4005 37 .

. ?In Gln'Phe Asn ghr Leu Pro -
Q10> 38

Q211> 6

S <212> PRT
<213> Homo sapiens

400> 38 |
v &';?ér-His_Tyf Tyr gfp‘sern ,

10769



1

<2105 39

211> 16
<212> PRI
<213>- Homo sapiens

- <400> 39 .

210> 40
211> 15

<212> PRT |
213 Homo sapiens .

400> 40

10

<2100 41
L2y 11
<212>° PRT .
<213>  Homo sapiens

400> 41

-_?rg Ala Ser Gin ésbl]e Asp Asn»Tyr_Leu'Aén o

0

Q10> 42
So1s 1T

<212> PRT - L
<213> Homo sapiens

<400> 42
Iyr-Thr,Ser Arg %eu-His Ser

<2100 43
Q1> 1 -
<212> PRT
- 213> Homo sapiens -

400> 43

GIn GIn Phe Asn’ghr Leu Pro-

L0 4

ey

Tyr 1le Ser Tyrbésb Gly Ser Asn Asn {%r Asn Prd_Ser Leu %gé

| -$|u GIy Pré Leu gyr Tyr Gly Asn Provak.Trp Tyr Phe_Asp;¥gl )

Asn |



211>
212>
213>

<400> 44
atgctgaagc

1521
DNA

cgeegeeoegt
tgectggeot
ggccaggtge
gagcccctgg
agcatcccce
gcétggctgc
" teccctcacag
'ctgcagaagc-
ccgacaétgg
cgacaggtge
gatggacgge
aaggagottg
: ttccagécct
’ aécttctcat
accactgcct
ctggéggcgc.
gagtatttcc
gogotgogeg
ctcaacacgg
goggecaacg
atcccattca
ggcaccteca
acccagagec
tttgagcege
:gactgcgttt

Homo sapiens

ctetttggaa
gggacagaga
ccgtggetet
agcccaagga
aagcagagge
aggacctgcec
agctgctggé
ggcctgacat
tgcagecaget
ccagéacatc
ccatggggcg
acatatacat
gegotgteat
aétgggtéct
ctcacttcaa
acttctcagc
tectegcest
ccaccacgeg
cggcagbctt
accccaccat
tetetgtgga
goaggglgaa
actggtcgea
Ctggégcgca
actggagttc

ggcagggcte

agcagcagtg
ggctggoacg
tatctgectc
cgtgcccagg
caggcagceag
atctgcagcc
cactgcccag
cggggtcaac
gotgggcagg
caccgacctg
gctcaccagg
gggcagtecc
ctataactgc
gegegtecce
ccgtttcecag
gtcgecacca
gatggggage
cttcagccac
cggcaagggc
gttcccctac
cgtgaaagtc
ccacagcaag
ggattacttc
gcccgcgggg
gegotacgee

a

gcccccacat
ttgecaggtce
ctgtggcaag
tecoctgeggage
agggactecet
ggcageccct
gagagegtce
gactcgtett
aacatttcce
caggttctgg
ggtgttttge

aacatggact

agccacctgg
aaggetgtee
cccttccacg

gcactctgtce

gcccaggagt

ccceccgaggt
gtgcgbgtgc
ctgcggtccc
ttcategtge
ttcatggtca

agcageacgs

gccacggtgc‘

gteggeeteg

12769

ggbcatgctc
tgggageoget
tgccecgtec
atggctccag
gccagettgt
ctgcccagee
acgtggette
cccagctggg.
tggetgtgge
ctgeccgagg
actccaaatt
ggcggtetct
cccaagacct
tccccaaaac
goctctttga.
dccagggccg‘
tcatctatge
actggccggt
gcctgctggt
tgcaggeget
cggtggggaa
cggagaaggc
ceggegteee
aggagcagct

acggacaggc

catgeccgecee
ggctgtgcte
tcccacctgg
cccagettgg
ccttgtggaa
tctgggccag
atactactgg
agaggctett
caccagcage

tgcccatgta

ctegggttetg

gacgcaggtg
ggagaagace

ctggcoteag

tggggtecce

cacccgggac
ctocgtgatg
gctggacaac
cggetgegga
cageaaccce

ccattccaac

égcctacata»

cttggtegtc
gecggeagete

tceogggeoag

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500
1521



210> 45

211> 18

<212> DNA

213> Artificial

<2205
<223> forward primer

<400> 45

atggactgge ggtctotg

<210> - 46
211> 20
<212> DNA .
- <213> Artificial

@0
<223> reverse primer

400> 46

_ tggaaggtet tctccagetc

<210> 47
211519
212> DNA - -
- <213> CArtificial -

0y

'<223>'_fofwafd pfimef, o

400> 47

: agccacatcg_ctcagacac‘.-"

Q10> 48
> 19
9125 DNA

2205

<4005 48 N
; gcccaatacg accaaatcc

Q10> 49

Q1> . 18

212> DNA
<213> Artificial

<2205

223> forward primer

400> 49

‘atggactgge ggtotetg  ,

Q13> Artificial

<223> - reverse primérl

18

20

19

e -

18



<210>
AN D
212>
<213

Q20>

<223>
<400>

2105
115

212>

- <213

<2205
23>

<4005

50

20

DNA

Artificial

reverse primer

50 :
tggaaggtct tctccaggte

5

19
DNA T
Artificial-

forward primer -

ol -

agccacatcg ctcagacac

Q210>
Q11>

SN

<2135
220>

- <2235

© 400>

52
19
DNA

Artjfibial

52

‘reverse primer

‘goccaatacg accaaatcc

<2107

211>

212>

a3
<2205

<223
<400>

53

30

DNA
Artificial

53 . .o

o tttgaattcg-cchCaccat

<210>

Q211>

212>

213>

<220>

- 223>  feversé primér L

54 -

34
Artificial -

DNA

forward primer -

ggtgaagbct :'

14769

20

19

' f]g \1 

30



<400> 54

aaagcggecg ctcagecctg ccaaacgecag tect

55
1473
DNA
Homo

<210>
211>
212>
213>

220>
<221> gene
222> (1).

<400> 55
atgaagccta

‘ctgcccatga
ctggtectea
gaatacggdg
tgcgaagcag
gggaacdctt
gacatcgcct
gcccageagg
gtccgeateg
'ctgcagagcg
cataccaagt
tggegttcac
gctegagace
atcccatcaa
atctgectca
ccaagtggcc
ttcatctacg
ttotggcote
cgeotgectcea
ctggctgece
cccgcggafg

gtgactgaac

sapiens

. (1473)

aactgatgta
atgagattga
ttétggcggt
acttgcatct
tectggtega
ccaccagceca
ccttctactg

gtgaggaggt

ctgtgagecaa

gtgeccaggt
toteggtest
tgacccaggt
tgaccaagaf
cttggcccecg

atggaacccc

‘gcactccaga

tcgetgteat
ccattgacga
tcagetgetg
tgogtgacaa
agegcccagec

gegecaccta

ccaggagoetg
ggogtegaag
tgtggegctte
ctttgggcce
aagcattcct
ggcctggctg
gaccctcacc
ccthggcag
gCCCageogee
ccgeatggtg
ggaccagacc
caaggégctg
ctttgaggcc
gtfctatgac
tgetetggce
cbtgaaggct
gaactacctg
tgggcteces
gggacactcg
ccatacccac
fcgaatccca

catcggaacc

aaggtgectg
gctgcggaaa
ggageccectga
aaccagcgec
gagggcctgg
ggcctgctcg
aacaatgaca
ctgcagacce
ccccagecac
gacatgcaga
cactfctacc
ggegtegtea
taétggtfcd
abccgctaca
técctggcgav
ctactcaacg
cccactdtgg
cgggccacct
gagccatcca
tctgacatéc
tatgccogtg
tccaactggt

15769

cagaggagece
agaaagcccg
tgactcaget
cagccccctg
acttccccaa
ccggtgegea
cccacacgcea
tggcaccaaa
aggeggacct
agctgaccca
tgggcagtgé
tgfacaactg
tgeggccagec
accaagagac
gtgegeccce
tggtggacaa
agttctccca
acgagogteg
tgcgggcctt
aggtgaaact
tcaaccacaa

ctggcaacté

cgccaatgag
ctgggtcctg
gtttctatgg
ctatgaccct
tgcctecacg

cagcagectg

ggageccteot .

gggcgtgaac -

gcaggetotg
tggegtectg
caacatggac
cagctgeeotg
aggcagctcc
accéétggag
acccctgtgt
tgecccggagt
ccctcacagg
cgtcaaggtg
cctgctdtct
ctttgtggtc
caagtacatg

cttcacggag

34

60
120
180

240

300
360
420
480
540
600

660

120
180
840

£ 900

960
1020
1080 |
1140
1200

1260
1320



acggeggeca cctegetget ggtgacgeag aatgggaggg goggcctgeg gagecagetg

| gaggccattt tcctgaggga ctgggactcc cottacagee atgaccttga cacctcaget

gacagegtgg gcaacgectg cogectgete tga

<210>
211>
212>
213>

56
DNA
Homo

220>
- <221> gene
222> (1).

<400> 56
atgggagagg

ctggtggaaa
cttttccaag
. toccattggg
aagttgectce
gattcaaagg
-_accgcttagaf
tatatcggca
atcttctaca
‘tcattaaaat
| gacaatgaaa
_aattcfccaa
gtgatagatg
agcacaagca
gttttacgaa
acgtttaact
aéagttaaat
cacacctttc
'ggaaéttttg

aaccaggcag

1338

sapiens

. (1338)

atgaggateg
atattcctga
getggatgaa
atctcaacca
agotgacttc
tattagaage
acaagggecg
gtgccggttt
actgéégctg
tcaaaagcag
agaaattgca
aactctttfg
atgccaagea
ccaaaaggac
gcgttagagt
ttatttcate
tttttgatot
ctaggttaaa
attgggtage
atgtgaggaa

actctcagaa

aggecttaac

tttactcaac

cactcatcca
gcaaaatatt
cttgaaétta
getgecagtece
ggactgecaa
cctggtecta
agtgcctcaa
acttcagttg
ccctaaaaac
gtatgtgtac
ttactggcca
tcgactectt
tcftaaagcg
ggaaagagag
tcgcaacaag
gaatgatttc

caacagaage

aaaaattgcc
tattcagaaa
atggccaaaa
tcagcatgte
gaaatcaagc

aagggagecg

tccttctgga‘

tccotgggac

gatttacaaa

acctggtcda

aatgaaacca
agaagttttg
atcgctgtcea
gacttggatg
ttaagettot
atttgcactg
aatgettgtg
tacatggtga
actcagaatg

atcattaagc

16769

aaaataaatg
atgcaccatt
agtctettea
agggtcaacg
tagtgagtga
aggtgacgta
tcgtggacaa

agatgaaaga

ggatatttge
aaagactcta
éatctcaagc
acatagatgc
tggactacct
caaaaataag
ggaaggaaac
aaatagccaa
ctacaaaaga
cagatggagc

ctggcacggg

aacttaaaga

tcgaattgece
toacttatca
catagtgtct
tetttttgaa

tgtaacaget

catgaaéatg
acagcacgtg
actcggtgtce
tctatatagt
tggagtctat

atttgtatcg _

catctacagt
gcotateotec
agaagcatta
tgatcocctt
ctgeagttts
acaaaagaat

agcttatatt

ccttgttatc
tgtgtttgaa

1380
1440
1473

60
120
180

- 240

300

- 360

420

480

540
600
660
720
780
840

1900

960
1020

1080
1140

1200



agggactggt attcaccgta

agectgttca aactcaaacc

gatcccogga acgtatga

<210>
<2115
212>
213>

220>

<223>
<400>

51

39

DNA
Artificial

forward primer

57

tttaagettg ccgccaccat

'<210>

Q211>
212>
<213

220>
<2285

<4005

758
57
"DNA-

Artificial

'tttgaattct'cacttatcgt

<210>:7

<211

<212

<213>

<2205
223>

<4005

210>
Q11>
9125

<213

<400>

'<21o>

59‘,,

39
DNA -~
Artificial

tgccaaaacc ttacagecaa ccaaacagcec gaactgctca

cctctcocaac aaaactgeca caganacac aggcggaaag

gaagcctaaa ctgatgtac

reverse primer» .

58

cgteatcott gtéatcgagc aggcgecage cgttgcc

forWard-primer-vb

59

tttaagettg ccgccaccat

60
517

DNA -
 Art|f|c|aI

<220>
’<223>

60

tttgaattct cacttatcgt

61
Q115 2

26

gggagaggat gaggatgga

reverse primer

cgtbatcctt gtaatctacg ttdcggggat cétttcc.“

17769

1260
1320
1338

‘ s

. 57

39

. 57 i



212>
213>

<2207
<223>

<400>

DNA

61

Artificial

forward primer

agatgctgaa gecctetteogg agageg

62
25
DNA

<210>
<2115
212>
Q213>

220>
<223>

<400> 62

Artificial

reverse primer

tcagccctge caaacgcagt cetgg

210>
<2115
- <2125
213>

"DNA

<220>
<221> gen
222>

<400> 63
atgctgaage

“cgeegectsgt
tggotegget
ggccaggtec

. gagococtgg

agcatccccc

goctggetge

- tcecteacag

ctgcagaagc

ccaacactgg
cgacgggtgc
gatggacggce

aaggagcftg

63
1521 -

e

(0.

S (1521)

_ctCttcggag

gggacagaga
ccatggctét
ageccaagga
aageggaggt
éggacctgcc
agctgetgga
ggecccgacat
tgcagcaget
ccaggaagtc
ccatggggceg
abatatacat

gcgctgtcét

Macaca fascicularis

ageggeagts
ggotggcace
tacctaccte
cgtgcccagg
caggaagcag
atttgcagee
cactgcccag
tggggtcaac
gotgegcage
caCCgacctg
gctcocaccagg

gggcagtgcc

}ctataaétgc

acccccatgt
ttgcaggtcc
cfgtggcaag
tectggeggc
agggactcct
ggoagcctot
gagagcgtcg
gactoatott
aacatttcct
caggfcdtgg
ggegttttge
aacatggact

agccaéctgg

181769

ggccgtgbtc
tgggagtgbt
tgcgeegtee

atggttccag

gecagettgt
ccgcccégcc
acgtggcttc
cccagetggg
tggctategc
ctgcccgagg
actccaaatt

ggoggteect

cccaagacct

catgetgcce

ggotatgetg

tcccacctgg

cccagetetg -

cottgteggaa

tctgggccag

atactactgg

agaggecctt

caccagcagt
tgcccaggté
ctgasttate
gacgcagete.

ggégaagacc

26

25

60

120

180
240
300
360
420
480
540
600
660

720
780



ttccagacct
aacttctcat
accactgect
ctggaggege
gagtatttecc
gogotgcses
ctdaacacgg
goggecaacg
afcccgttca
ggcacctcca
acccagagee
tttgagcggg
gactgegttt
64
36

DNA

<210
<211
<212>
<213>

<220>
<223>.

<400> 64

<2105
Q211>
212>
<213

<220
<2235

<400>

65
32
DNA

65

actgggtect
ctcacatcaa
acttctcage
tettegeget
étaccacgcg'
cggeagectt
accccaccat
tctctgfgga
geagggtgaa
adtggtcgga
ccggegegea
actggagttc

ggcagggotg

Artificial

primer

Artificial

primer

ggggetgcce
ccgtttccag
atcgccacce
gatggeggage
cttcagecac
cagcaagggt
gttcecctat
cgtgaaagtc
ccacagcaag
ggattactte
gecegegesee
gcgetacgeeo

a

aaggetgtee
cccttecagg
gcactctgte
geccaggagt
ccccgeaggt
gtgcgcgtgc
ctgcggtece

ttcatcgtgcv

ttcatggtcea
agcagcacga
gccacggtac

gteggoctes

ccaggagagt gggagagget éttctcagta tgegteg

ggctcaggga aatagccctt gaccaggcat cC

<210>
211>
212>
213>

<220>

24
DNA

66

Artificial

19769

tccccaaaac
gectetttga
cccagggecg
tcatctatge
actggeeggt
gectgetggt
tgcaggeget
cegtgeggaa
cggagaaggc
cggeegtees
aggagcagct

acggacaggc

ctggccteag
tggggtgcce
cacccctgac
ctccgtgatg
gctggacaac
cagctgegea
cagcaacccce
tcattccaac
agcctacata
cctggtggtc
gcggcagétc

tcogggccag

- 840

900

960
1020
1080
1140
1200
1260

1320

1380
1440
1500
1521

36

32



223>

<400>

210>
Q11>
12>

Q213

primer

66 - |
tccagagttc caggtcactg tcac

67

24

DNA ~
Artificial

<2205

<223>

<400>

aaggggccagt ggatagacag atgg ,

210>

211>

primer

67

68

24
Q1>
213>

220>
223>

<400>

DNA

’Art|f|6|al

primer

68

'.tccagagttc caagtcacag tcac

Q10>

Q211

212>

<213>

<4005

69
24
DNA-

_ fArtlflcuaI
<2205

-'<223>_-primer:“'

69

N aggggccagt ggatagactg atgg

<210>'
- 211>
- L212>
Q213 -

220>
223>

<220>
NRTID
2
<223>

220>

<221

70

36 -

'D_NA‘ . »
Artificial
ahchor_primef -

misc_feature

(24).. (25 -
n is deoxyisosine.

misc_feature

20169

24

24

24

_v24



o> (29)..(60)
223> n is deoxyisosine.

220> o

- <221> misc_feature

- <222> (34).. (35) ' *
<223> n is deoxyisosine.

<400> 70 ' . .
ggccacgcgt cgactagtac gggnngggnn ggegnng o | , 36

Q105 71

Q11> 20

Q12> DNA
213> Artificial

Q> |
223> AUAP primgr.- s

400> 71 R S e
i"ggccacgcgt cgactagtac D B T 1|

- <210> 721‘

211> 31 - -
<212> DNA C
Q213> Art|f10|a|

20>
<223>. primer
400> 72 o S R S S
;cactacttcc tgttgaagct cttgacgatg g S SERRERNRIERSEE) B

}<210> 73
Q21> 23
. <212> DNA =
- 213> Artificial
Q20>
223> primer

400> 73 IR ' o
“gtgagtggce tcacaggtat age o e 28

<210> 74 -~
<2115 504

<212> DNA* |
- 213> Mus musculus

<4005 74 | i
”atgagatcac agttctctat acagttactg agcacacaga acctcacctt gggatggagc ,",60_;

 tgtatcatcc tcttcttggt agcaacagct acaggtgtcc actcccaggt ccaactgcag vv1203

21169



cagcctggee
ggctacacct
gagtggattg
agcaaggoeca
ctgacatetg
gactactggg
gtctatccac
210>
Q211>
212
Q213

<400>

75

168
PRT
Mus

15

:¥et Arg Ser Gln ghe Ser Ile GIn Leu Leu Ser Thr GIn Asn

Leu Gly Trp

Val His Ser
35

Pro Gly Thr
‘ 50

Thr Ser Tyr

65

Glu Trp 1le
Glu Lys Phe

Thr Ala Tyr

ctgaactggt
tcaccagceta
gagatattta
cactgactgt
aggactctge
gtcaaggaac

tggccectaa

musculus

20

gaagecetggg

ctggatgeac
tcotggtagt
agabacatcc
ggtctattac

ctcagtcacc

:4:4:4y

Gln Val GIn Leu Gln

40

Ser Val Lys Met Ser
) 55

Trp Met His Trp’VaI
70

Gly Asp Ile Tyr Pro
85 ‘

Lys Ser Lys AIa Thr

100

Met Gln Leu Ser Ser
120 ,

115

Tyr Tyr Cys Ala Arg Gly ?é% Trp

130

acttcagtga
tgggtgaage
gatagtacta
tccagcacag
tgtegcaagag
gtctectecag

10

Gln Pro Gly Ala Glu Leu

Cys Lys Ala Ser Gly Tyf
. .60 o

Gly Ser Asp Ser Thr Asn

90

105

Leu Thr Ser Glu Asp Ser

22169

aaatgtcctg
agaggecgegsg
actacaatga

cctacatgca

gagggtggtt

Ccaaaacaac

Ser Cys Ile lle Leu Phe Leu Val AIa Thr Ala
25 . 30

45

‘Lys GIn Arg Pro Gly Gln
. 75 .

Leu Theral Asp Thr Ser
110

125

'LeuvAsp Ala Mef Asp Tyr

140

caaggcttct
acaaggectt
gaagttcaag
actcagcagce

ggatgctatg

acccccatca

Leu Thr

15

Thr Gly

Val Lys

Thr Phe

Gly Leu
- 80

Tyr Asn
95
Ser. Ser

Ala Val"

Trp Gly

180
240
300
360
420
480
504



GIn Gly Thr Ser Val Thr Val Ser Ser Ala Lys Thf Thr Pro Pro Ser
145 150 155 _ 160

Val Tyr Pro Leu ?ég Pro Lys Gly

<210> 76

211> 437

<212> DNA

<213> Mus musculus

<400> 76 : ' :
atggaatgta actggatact tcottttatt ctgtcggtaa tttcaggget ctcctcagag 60

gttcagctcc agcagtctgg gactgtgotg tcaaggectg gggottecgt gacgatgtee 120
. tgcaaggett ctggegacag ctttaccacc tactggatge actgggtaaa acagaggect 180
ggacagggtc tagaatggat tggtgctatc tatcctggaa atagtgaaac tagctacaac 240
cagaagttca agggcaaggc caaactgact gcagtcacat ccgoccagecac tgcctatatg 300
gagttcacta gcctgacaaa tgéggactct gcggtctatt acfgtacggg gggttattcc 360
gactttgact éctggggcca aggoaccact ctcacagtct cotcagccaa aacgacacce 420
ccétctgtcf atccact ] | 437
<210> 77 -

Q1%

<213> Mus musculus

<400> 77

?et Glu Cys Ash'grp Ile Leu Pro Phe {ée Leu Ser Val lle ?gr Gly

Vaf Sef Ser Glu Val GIn Leu GIn GIn Ser Gly Thr Val Leu Ser Arg:
: 20 25 _ ' 30

Pro Gly Ala Ser Val Thr Met Ser Cys Lys Ala Ser Gly Asp Ser Phe
35 i : 40 45 ‘

Thr Thr Tyr Trp Met His Trp Val Lys Gin Arg Pro Gly Gin Gly Leu
50 , 55 60

Glu Trp Ile Gly Ala Ile Tyr Pro Gly Asn Ser Glu Thr Ser Tyr Asn
65 70 _ 75 , - 80

23769



GIn Lys Phe Lys Gly Lys Ala Lys Leu Thr Ala Val Thr Ser Ala Ser
, 85 90 95

Thr Ala Tyr Met Glu Phe Thr Ser‘Leu Thr Asn Glu Asp Ser Ala Val
100 105 110

Tyr Tyr Cys Thr Gly Gly Tyr Ser Asp Phe Asp Tyr Trp Gly Gin Gly
115 120 ~ 125

Thr Thr Leu Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr

130

Pro
145

<210>
Q21
212>
<213> MNus

<400> 78
atgggatgga

18
475
DNA

gtccagettc
tgcaaggett
ggaaégagcc
cagaagttca
gagctccgca‘
tatgatgatt
tceteageca
2100
211>
Q212>
213

- <400>

19
PRT

19

Met Gly Trp Ser grp Ile Phe Leu Phe
1 ,

Val His Ser

musculus

gctggatcft
agcagtcégg
ctggatacac
ttgagtggat
agaggaagge
gcctgacatce
acfacgacta

aaacaacacce

158

Mus musculus

20

135

tctettecte
acctgaactg
attcactgac
tggatatatt
cacattgact
tgaggactct
tgctatcgac

cccatcagtc

ctgtcaggaa
gtgaaacctg
tacaacttge

tatccttaca

gtagacaatt

gecagtctatt
tattgggste

tatccactgg

Leu Leu
10

24169

140

ctgcaggcgt
gggectcagt
actgggtgaa
atggtaatac
ccteceggeac
actgtgcéag
aaggaacctc

cccoctaaggg

ccactctgag
gaagatatcc

gcagagecat

tggctacaac

agtctacatg -

aggagggatc
agtcaccgtc

cgaat

Ser Gly Thrv?éa Gly

30

Glu Val GiIn Leu Gin gén Ser Gly Pro Glu Leu Val Lys

60
120
180
240
300
360
420 -

475



- <2102

Pro Gly Ala Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe
35 40 45

Thr égp Tyr Asn Leu His ggp Val Lys GIn Ser His Gly Lys Ser Leu

65

15

60

Glu Trp Ile Gly Tyr %&e Tyr Pro Tyr Asn Gly Asn Thr Gly Tyr Asn

GIn Lys Phe Lys ggg Lys Ala Thr Leu Thr Val Asp Asn Ser Ser Gly

90

Thr Val Tyr Met Glu Leu Arg Ser Leu Thr Ser

100

105

Tyr Tyr Cys Ala Arg Gly Gly 1le Tyr Asp Asp
115 120

Ile Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr

130

145

80
470
DNA

211
212>
{213>.,Mus

<400> 80
atgggatgga

gtccagéttc
tgcaaggcett
ggaaagach
cagaagttca
gagctccgqa

tatgatgatt

' tcctcagcca

210> 81
211> 156
<212> PRT

musculus

gotggatott
égcagtcagg
cfggatacac
ttgagtggat
agaggaaggc

gcctgacatc

actacgacta.

aaacaacacc

135

Thr Thr Pro Pro Ser Ygé Tyr Pro Leu Ala Pro

tctettecte

acctgaactg:

attcactgac
tggatatatt
cacattgact
tgaggactbt
tgctatcgac

cccatcagtc

155

ctgtcaggaa
gtgaaacctg
tacaacttgc
tatccttaca
gtagécaatt
gbégtctatt
tattggggtc
tatccactgg

Glu Asp Ser
110

Tyr Tyr Asp
125

Val Ser Ser
140

Lys Gly‘Glu

ctgcaggcgf’
gggecteoagt
actgggtgaa
atggtaatac
cotoeggeac
actgtgcaag
aéggaacctc

cccctaaggg

95169

95

Ala Val
Tyr Ala

Ala Lys

ccactctgag “

gaagatatcc
gcagagécat
tggdtacaac
agtctacatg
aggagggatc

agtcaccgte

60
120

180
240

300

- 360

420

470



<213> Mus musculus
<400> 81
vet Gly Trp Ser grp Ile Phe Leu Phe %gu Leu Ser Gly Thr ?éa Gly

Val His Ser Glu Val Gin Leu GIn GIn Ser Gly Pro Glu Leu Val Lys
' 20 25 30

Pro Gly Ala Ser Val Lys lle Ser Cys Lys Ala Ser Gly Tyr Thr Phe
- 35 40 . 45

Thr Asp Tyr Asn Leu His Trp Val Lys Gln Ser His Gly Lys Ser Leu
50 ' 55 60

Glu Trp lle Gly Tyr Ile Tyr Pro Tyr Asn Gly Asn Thr Gly Tyr Asn
65 70 75 80

GIn Lys Phe Lys Arg Lys Ala Thr Leu Thr Val Asp Asn Ser Ser Gly
‘ 85 90 95

~Thr Val Tyr Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Vai
100 105 110

Tyr Tyr Cys Ala Arg Gly Gly‘lle Tyr Asp Asp Tyr Tyr Asp Tyr Ala
115 120 125

Ile Asp Tyr Trp Gly Gln GIy Thr Ser Val Thr Val Ser Ser Ala Lys
130 135 , 140

Thr. Thr Pro Pro Ser Val Tyr Pfo Leu Ala Pro Lys
145 _ 150 155

210> 82

211> 462

<212> DNA ,
<213> Mus musculus

<400> 82 ~ ' '
atgggatgga gotatatcat cctctttttg gtagcaacag caacaggggt ccactcccag

gtccaactge agcagteggg ggoctgaactg gtgaageotg gggcttcagt gaagttgtce
tgcaaggett ctggetacac cttecaccage tactatttgt actgggtgag gecagaggect
ggacaaggoc ttgagtggat tggactgatt aatcctacca atagtgatac tatcttcaat

26169

60
120
180
240



gagaagttca agagcaaggc cacactgact gtagacaaat cctccagcac agcatacatg
caactcagea gectgacatc tgaggactot geoggtotatt actgtacacg agagggggea
tatggttacg gecegtttge ttactgggge caagggactc tggtcactgt ctetgeagee
aaaacaacac ccccatcagt ctatccactg gcocctaagg ge |

<210> 83

211> 154

<212> PRT

<213> Mus musculus

<400> 83

Met Gly Trp Ser Tyr Ile Ile Leu Phe Leu Val Ala Thr Ala Igr Gly

1 10 .

Val His Ser Gin Val GIn Leu Gin Gin Ser Gly Ala Glu Leu Val Lys
20 25 30

Pro Gly Ala Ser Val Lys Leu Sér Cys Lys Ala Ser Gly Tyr Thr Phe
3B 40 45

Thr Ser Tyr Tyr Leu Tyr Trp Val Arg Gin Arg Pro Gly GIn Gly Leu
50 55 60

Glu Trp Ile Gly Leu Ile Asn Pro Thr Asn Ser Asp Thr Ile Phe Asn
65 70 : P 75 . 80 .

Glu Lys Phe Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser
85 90 95

- Thr Ala Tyr Met GlIn Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val
100 . - 105 - 110 '

Tyr Tyr CYs Thr Arg Glu GlnyIy Tyr Gly Tyr Gly Pro Phe Ala Tyr
115 - 120 . 125

Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala Ala Lys Thr Thr Pro
” 130 135 140

Pro Ser Val Tyr Pro Leu Ala Pro Lys Gly
145 150

210> 84
211> 450

27169

300
360
420
462



- <400>

<212> DNA

<213> Mus musculus

<400> - 84
atgaacttcg

gtgcagetgg
tgtgcagect
gacaagaggc
gaaagtgtga
caaatgagca
getaggagag
gccaaaacaa
<210>
211>

212>
- <213>

85
150
PRT
Mus

85

ggctCagctt
tggagtetsg
ctggattcag
tggagtgget
aggggogatt
gtctgaagtc
gotatggttt

cagccccate

musculus

gatttteott
gggagactta
tttcagtage
cgcaaccatt
caccatctce
tgaggacaca

ggactactgg

gecctecattt
gtgaggocte
tatggcatgf
agtagtggte
agagacaatg
gccatgtatt
ggtcaaggaa

ggtctatcca -

Met Asn Phe Gly Leu Ser Leu Ile Phe Leu Ala

1

Val GIn Cys Glu Val GIn Leu Val Glu Ser Gly.
20 25

Pro Gly Gly Ser

35

10

Leu Lys Leu igr Cys Ala Ala

Ser Ser Tyr'GIy Met Ser ggp_Phe Arg GIn Thr

50

Glu Trp Val Ala Thr Ile Ser Ser Gly Gly Ser

65

Glu Ser Val Lys géy Arg‘Phe Thr Ile

0

15

Ser Arg
90 :

Ile Leu Tyr Leu GIn Met Ser Ser %gg Lys Ser

100

taaaaggtgt
gagggtccét
cttggttteg
gtagttacat
ccaggaacat
attgtgtaag

cctcagtcac

Leu“Ile Leu Lys Gly'

ccagtgtgag
gaaactctcc
ccagactcca
ctactatcca
cctgtacctg
actctacggt

cgtctectea

15

Gly Asp Leu Val Arg
30 '

Ser Gly Phe Ser Phe
45 -

Pro Asp Lys Arg Leu
60

Tyr lle Tyr Tyr

Pro
80

Asp Asn Ala Arg Asn

95

Glu Asp Thr Ala Met
- 110

Tyr Tyr Cys Val Arg Leu Tyr Gly Gly Arg Arg Gly Tyr Gly Leu ASp
115 . _ 120 , _ 125

28769

60
120
180
240
300
360

420

450



o <400>

Tyr {58 Gly GIn Gly Thr Ser VaI Thr Val Ser Ser Ala Lys Thr Thr

135

Ala Pro Ser Val Tyr Pro
150

145

<210>
2117
212>
<213> Mus

<400> 86
atgaactteg

86
450
DNA

gtgocagoteg
tgtgcagcct
gacaagaggc
gaaagtgtga
caaatgagca
ggtaggagag
gccaaaacaa
210>

Q211>

212>
213>

87

150
PRT
Mus

817

musculus

ggctcagett
tggagtoteg
ctggattcag
tggagtegst
aggggegatt
gtctgaagtc
gotatggttt

cacccccatc

musculus

gattttectt
gggagactta
tttcagtage
cgcaaccatt
caccatctcce
tgaggacaca
ggactactgg

agtctatcca

gececteattt
gtgaggeote
tatggcatgt
agtagtggteg
agagacaatg
gccatgtatt
gegtcaaggaa

¥et Asn Phe Gly %eu'Ser Leu Ile Phe Leu Alé

Val GIn Cys Glu Val GIn Leu Val Glu Ser Gly
20 25

10

Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala AIa

35

40

Ser Ser Tyr Gly Met Ser grp Phe Arg GIn Thr

50

“Glu Trp Val Ala Thr 1ie Ser Ser Gly Gly Ser

65

10

15

29169

140

taaaaggtgt
gagggtcoct

cttggtttcg'

gtagttacat

ccaggaacat
attgtgtaag

Cctcagtcac

ccagtgtgag
gaaactctce
ccagactcca
ctactatcca
cctgtacctg
actctacggt

cgtetectea

Leu Ile Leu Lys Gly

15

Gly Asp Leu Val Arg
30

Ser Gly Phe Ser Phe
45

Pro Asp Lys Arg Leu

60

Tyr Tle Tyr Tyr Pro

80

60
120
180
240
300
360
420
450



Glu Ser Val Lys gly Arg Phe Thr Ile ggr Arg Asp Asn Ala égg Asn

Ile Leu Tyr Leu Gln Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met
100 105 110 -

Tyr Tyr Cys Val Arg Leu Tyr Gly Gly Arg Arg Gly Tyr Gly Leu Asp
115 120 125 '

Tyr Trp Gly GIn Gly Thr Ser Val Thr Val Ser Ser Ala Lys Thr Thr
130 135 140

Pro Pro Ser Val Tyr Pro
145 150

<210> 88

211> 472

<212> DNA

<213> Mus musculus

<400> 88

atgaaagtgt tgagtctgtt gtacctgttg acagccaftc ctggtatcct gtctgatgta
cagcttcagg agtcaggacce tggcctogtg aaaccttote aatctcfgtc tctcacctge
. tetgtcactg getactccat caccagtcat tattactgga cctggatccg geagttteca
ggaaacaaac tggaatggat gggctacata agctacgécg gtagééataa ctacaaccca
tctctcaaaa atcgaatctc catcactcgt gacacatcta agaaccagtt tttectgaag
ttgaattctgltgacta¢fga ggacacagct acatataact gtgcaagaga gggcccgth'

tactatggta acccctactg gtatttcgat gtctggeggcg cagggaccac ggtcaccgtc

tcotcageca aaacaacacc cccatcagte tatccactgg ccCctaagggvcg

-<210> 89

Q211> 157

212> PRT
<213> Mus musculus

<400> 89

?et Lys Val Leu ger Leu Leu Tyr Leu %gu Thr Ala Ile Pro ?éy Ile

Leu Ser Asp Val GInvLeu Gin Glu Ser.Gly Pro Gly LequéI Lys’Pro
20 25 , 30 ,

- 30/69

60
120
180
240
300
360
420
472



Ser Gin Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Tyr Ser Ile Thr
- 35 40 45

Ser His Tyr Tyr Trp Thr Trp Ile Arg Gin Phe Pro Gly Asn Lys Leu
50 55 60

Glu Trp Met Gly Tyr Ile Ser Tyr Asp Gly Ser Asn Asn Tyr Asn Pro
65 70 75 80

Ser Leu Lys Asn Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Glin
85 90 95

Phe Phe Leu Lys Leu Asn Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr
100 , 105 110

Asn Cys Ala Arg Glu Gly Pro Leu Tyr Tyr Gly Asn Pro Tyr Trp Tyr
115 : 120 ' 125

Phe Asp Val Trp Gly Ala Gly Thr Thr Val Thr Val Ser Ser Ala Lys
130 : 135 140

Thr Thr Pro Pro Ser Val Tyr Pro Leu Ala Pro Lys Glyv
145 150 155 : _

<210> 90

211> 4N

<212> DNA

<213> Mus musculus

<400> 90
atgaaagtgt tgagtctgtt gtacctgttg acagccattc ctggtatcct gtctgatgta 60

cagcttcagg agtcaggacc tggectegtg aaacgttctc agtctotgte totcacctge 120
- tctgtcactg gcfactccat cfccagtcat tattactgga gttggatccg goagtttcca 180
ggaaacagac tggaatggat gggoctacata agctacgacg gtagcaataa ctacaaccca 240
tctotcaaaa atcgaatcte catcéctcgt gacacatcta agaaccégtt tttcctgaag 300
‘ttgaattctg tgactactga ggacaqagct acatataact gtgcaagaga gggcccgctc 360 _
tadtatggfa acbcctactg gtatttcgat gtctggggeg cagggaccac ggtcaccgte 420

tcctcageca aaacaacacc cccatcagtc tatccactgg cccctaaggg ¢ _ o 471

210> 91

31/69



211> 157
<212> PRT
<213> Mus musculus

<400> 91
?et Lys Val Leu ger Leu Leu Tyr Leu Lgu Thr Ala Ile Pro ?éy Ile
1

Leu Ser Asp Val GIn Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro
20 25 30

Ser GIn Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Tyr Ser Ile Ser-
35 , 40 , 45

Ser His Tyr Tyr Trp Ser Trp Ile Arg Gln Phe Pro Gly Asn Arg Leu
50 : 55 60

Glu Trp Met Gly Tyr lle Ser Tyr Asp Gly Ser Asn Asn Tyr Asn Pro
65 70 75 80

Ser Leu Lys Asn Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln
85 90 95

Phe Phe Leu Lys Leu Asn Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr
: : 100 105 110

Asn Cys Ala Arg Glu Gly Pro Leu Tyr Tyr Gly Asn Pro Tyr Trp Tyr
115 120 125

Phe Asp Val Trp Gly Ala Gly Thr Thr Val Thr Val Ser Ser Ala Lys
130 - 135 140 :

Thr‘Thr Pro Pro Ser Val Tyr Pro Leu Ala Pro Lys Gly
145 . 150 155 :

210> 92

211> 470

<212> DNA

- <213>  Mus musculus

400> 92 |
. atgaaagtgt tgagtctgtt gtacctgttg acagccattc ctggtatect gtctgatgta 60

cagcttcagg agtcaggacc tggcctcgtg aaaccttctc agtctctgte tctcacctgc 120
tetgtcactg getactccat ctccagtcat tattactgga gttggatceog goagtttcca 180

132/69



ggaaacagac tggaatggat gggctacata agctacgacg

"tctctcaaaa atcgaatctc catcactcgt gacacatcta

- ttgaattctg tgactactga ggacacagct acatataact

tactatggta acccctactg gtatttcgat gtetgggges

tcctcagecca aaacgacacc cccatctgtc tatccactgg

<210> 93
<211> 156
<212> PR

<213> Mus musculus

<400> 93

¥et Lys Val Leu

Leu Ser Asp Val
20

Ser Gln Ser Leu
35

Ser His Tyr Tyr
50

Glu Trp Met Gly
65

Ser Leu Lys Asn

ger Leu Leu Tyr Leu

Gln Leu GIn Glu Ser
25

Ser Leu Thr Cys Ser
40

Trp Ser Trp lle Arg
55

Tyr lie Ser Tyr Asp
70

Arg lle Ser lle Thr

85

Phe Phe Leu Lys
100

Asn Cys Ala Arg
115

Leu Asn Ser Val Thr
105

Glu Gly Pro Leu Tyr
120

Leu Thr

10

Gly Pro

Val Thr

Gin Phe

Gly Ser
75

Arg Asp

90

Thr Glu

Tyr Gly

Phe Asp Val Trp Gly Ala Gly Thr Thr Val Thr

130

135

gtagcaataa ctacaaccca
agaaccagtt tttcctgaag

gtgcaagaga gggoccogeto

cagggaccac ggtocaccgtc

cccctaaggg

Ala Ile Pro Gly Ile
15

Gly Leu Val Lys Pro
‘ 30

Gly Tyr Ser lle Ser
45

Pro Gly Asn Arg Leu
60 .

Asn Asn Tyr Asn Pro
: 80

Thr Ser Lys Asn Glnv

95

Asp Thr Thr Tyr

-— >
—_—
o

Asn Pro Tyr Trp Tyr
125

Val Ser Ser Ala Lys
140

Thr Thr Pro Pro Ser Val Tyr Pro Leu Ala,ﬁgg Lys

145

- 150

- 33769

240
300
360
420
470



94
421
DNA

210>
211
212>
213> Mus

<400> 94
atgatgtect

gatatccaga
atcagttgca
gatggaactg
aggttcagtg
gaagatattg
ggcaccaage
t

<2100
211>
212>
213>

<400>

95

140
PRT
Mus

95

musculus

ctgctcagtt
tgacacagac
gggcaagtca
ttaaactcct
goagtgggtc

ccacttactt

tggaaatcaa

musculus

ccttggtete
tacatcctce
ggacattage
gatctactac
tggaacagat
ttgccaacag

acgggctgat

ctgttgetet
ctgtctgect
aattatttaa
acatcaagat
tattctctca
ggtaatacge

getgcaccaa

?et Met Ser Ser éla GIn Phe Leu Gly Leu Leu

10

Gly Thr Arg gés Asp lIe Gln Met Thr GIn Thr

25

~Ala Ser Leu Gly Asp Arg Val Thr Ile Ser Cys

35

40

Iie Ser Asn Tyr Leu Asn ggp Tyr GIn GIn Lys

50

65

Lys Leu Leu Ile Tyr Tyr Thr Ser Arg Leu His
70 75

gttttcaagg
ctotgggaga
actggtatca
tacactcagg
ccattagcaa
ttccgtggac
ctgtatccat

taccagatgt
cagagtCacc
gcagaaacca
agtcccatca
cctggageaa
gttceggtega

caagggcgaa

Leu Leu Cys ?ge GlIn

Thr Ser Ser Leu Ser

30

Arg Ala Ser Gin Asp

45

Pro Asp Gly Thr Val
60

Ser Gly Val Pro Ser

80

~ Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr Ile Ser
85 90

95

Asn Leu Glu GIn Glu Asp Ile Ala Thr Tyr Phe Cys GIn GlIn Gly Asn'

100

105

110

34169

60
120
180
240
300
360

420

421



Thr Leu Pro Trp Thr Phe Gly (15% Gly Thr Lys

115

Ala Asp Ala Ala Pro Thr Val Ser lle Lys Gly

130 135

210> 96

211> 459

<212> DNA

<213> Mus musculus

<400> 96

atgatggtcc ttgctcagtt tettgeattc

gacatcctga tgacccaatc tccatcctec
- atcacttgec atgcaagtca gggcattaga

gggaaatcat ttaagggect gatctttcat

aggttcagtg gcagaggatc tggagcagat

gaagattttg cagactatta ctgtgtacag

gggacaaagt tggaaataag acgggetgat

tccagtgage agttaacatc tggaggtgce

Q210> 97

211> 153

<212> PRT

<213> Mus musculus

<400> . 97

ttgttgettt
atgtctgtat
agtaatatag

ggaaccaact

tattctctcea

tatgttcagt

getgcaccaa

tcagtegtg

o ,¥et Met Val Leu éla Gin Phe Leu Ala ?ge Leu

Leu Glu Ile Lys Arg

125

ggtttccagg
ctcotgggaga

getggttgca

tggaagateg
ccatcaacag
ttcctecaac

ctgtatccat

tgcaggatgt

cacagtcagce

gcagaaacca

agttccatca
cctggaatct
gtteoggeteg

cttcccacca

Leu Leu Trp Phe Pro

15

.Gly Ala Gly Cys Asp Ile Leu Met Thr Gin Ser Pro Ser Ser Met Ser
‘ 20 25 30

Val Ser Leu Gly Asp Thr Val igr Ie Thr Cys His Ala Ser Gin Gly
35

45

Ile égg Ser Asn Ile Gly Trp Leu Gln Gin Lys Pro Gly Lys Ser Phe

55 60

"~ Lys Gly Leu Ile Phe His Gly Thr Asn Leu Glu Asp Gly Val Pro Ser
65 70 , 15 80

35169

60
120
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Arg Phe Ser Gly Arg Gly Ser Gly Ala Asp Tyr
85 90

Ser Leu Glu Ser Glu Asp Phe Ala Asp Tyr Tyr
100 105

GIn Phe Pro Pro Thr Phe Gly Ser Gly Thr Lys
115 120

Ala ?38 Ala Ala Pro Thr Val Ser Ile Phe Pr

135

Leu Thr Ser Gly Gly Ala Ser Val Val

, Asp AIa Argvg5s Asp lle Gln Met

145 150
210> 98
Q211> 467
<212> DNA
<213> Mus musculus
<400> 98
atgagtgtge ccactcaggt cctgggettg ctgectgetgt
gacatccaga tgactcagtc tccagecctcc ctatctgtat
atcacatgtc gagcaagtga gaatatttac agtcatatag
ggaaaatctc ctcagecgect ggtetatget gcaacaaact
aggttcagtg'gcagtggatc aggcacacag tattccctca
gaagattttg ggagttatta ctgtcaacat ttttggggta
ggcaccaagc tggaaatcaa acgggctgat gotgcaccaa
tccagtgage agttaacatc tggaggtgec tcagtcgtgt
210> 99
Q211> 155
<212> PRT =

| <213> Mus musculus
<400> 99
Met Ser Val Pro Thr GIn Val Leu Gly Leu Leu
1 5

10

Thr Gin Ser
25

36/69

Ser Leu Thr-Ile Asn .

Cys Val ?

In
10

95

Tyr Val

Leu Glu Ile Arg Arg

125

Pro Ser Ser Glu GIn-

140

ggcttacaga
ctgtgggaga
catggtatca
tagcacatgg
agatcaacag
ctccgtggac
ctgtatccat

gottott

tgbcagatgt

aactgtcgece

gcagaaagag
tgtgecatca
ccttecagtcet
gttcgetega

cttecccacca

Leu'Leu Trp Leu Thr

15

Pro Ala Ser Leu Ser

30

60
120

180
240
300
360
420

467



Val Ser Val Gly Glu Thr Val Ala Lie Thr
35 40

Ile Tyr Ser His Ile Ala Trp Tyr Gin GlIn
50 55

- GlIn Arg Leu Val Tyr Gly Ala Thr Asn Leu
65 70

Arg Phe Ser Gly Ser Gly Ser Gly Thr Gln
85 90

Ser Leu GIn Ser Glu Asp Phe Gly Ser Tyr
' 100 105

Gly Thr Pro Trp Thr Phe Gly Gly Gly Thr
115 120 - }

Cys
Lys
Ala
15

Tyr
Tyr

Lys

Pro

Afg Ala Ser Glu Ash
45

Glu Gly Lys Ser Pro
60

His Gly Val Pro Ser
80

Ser Leu Lys Ile Asn
95

Cys GIn His Phe Trp
110

Leu Glu Ile Lys Arg
125

Pro Ser Ser Glu GIn

Ala Asp Ala Ala Pro Thr Val Ser Ile Phe

130

" Leu Thr
145

210>
211
212>
213> Mus

400> 100
atgagtgtge

100
454
DNA

gacatccaga
atcacatgtc
“ggaaaatctc
aggttcagteg
gaagattttg
_ggcaccaage
tccagtgage
<210> 101

211> 151
<212> PR

musculus

ccactcaggt
tgactcagtce
gagcaagtga
ctcagecgect
gcégtggatc
ggagttatfa

tggaaatcaa

agttaacatc

135

Ser Gly Gly Ala Ser Val Val Cys
' 150 .

cctgggetig

tccagectee
gaatétttac
ggtctatggt
aggcacacag
ctgtcaacat
acgggeotgat

tggaggtegcc

Phe
155

ctgetgetgt
ctatctgtat
agtcatatag
gcaacaaact
tattccctea
ttftggggta
gotgeaccaa

tcag

37169

140

ggcttacaga
ctgtgggaga
catggtatca
tagcacatgg
agatcaacag
ctccgtggac
ctgtatécat

tgcqagatgt
aactgtcgce
gcagaaagag
tgtgccatca
ccttcagtct

gttogetega

cttcccacca

60
120
180
240
300
360

420

454



213 ‘Musymusculus

400> 101

Met Ser Val Pro Thr Gin Val Leu

1 5

Asp Ala Arg ggs Asp Ile GIn Met

Val Ser Val Gly Glu Thr Val Ala
35 - 40

Ile Tyr Ser His Ile Ala Trp Tyr
50 55

Gln Arg Leu Val Tyr Gly Ala Thr
65 70

Arg Phe Ser Gly ggr Gly Ser Gly

Ser Leu Gin ?86 Glu Asp Phe Gly

~Gly Thr Pro Trp Thr Phe Gly Gly
» 115 120

Ala Asp Ala Ala Pro Thr Val Ser
' 130 135

Leu Thr Ser Gly Gly Ala Ser
145 150

210> 102
-<211> 457
<212> DNA
<213> Mus musculus

400> 102

atgaagttge ctgttagget gttggtgctg atgttctgga
gttgtgatga cccaaactce actctccctg cotgteagte
tcttgcacat ctagtcagac ccttgtacac agtaatggaa

ctgcagaagc caggccagtc tccaaagetc ctgatctaca

Gly Leu Leu Leu Leu Trp Leu Thr
10 15

Thr GIn Ser Pro Ala Ser Leu Ser
25 30

Ile Thr Cys Arg Ala Ser Glu Asn

45

GIn GIn Lys géu Gly Lys Ser Pro

Asn Leu AlavHis Gly Val Pro Ser
75 80

Thr GIn Tyr Ser Leu Lys Ile Asn
- 90 95

Ser Tyr Tyr Cys Gln His Phe Trp
105 :

110

Gly Thr Lys Leu ?ég Ile Lys Arg

Ile Phe Pro Pro Ser Ser Glu GiIn
140 .

38/69

ttcctgbttc cagcagtgat
ttggagatcé agcctccate
acacctattt acattggtac
aagtttccaa cogattttot -

60
120

180

240



ggggtecccag acaggttcag tggeagtgga tcagggacag atttcacact caagatcage

agagtggagg ctgaggatct gggagtttat ttctgetctec acagtacaca tgttccattc

acgttogget cggggacaaa gttggaaata aaacgggctg atgectgecacc aactgtatce

atcttcccac catccagtga gcagttaaca tctggag |

<210> 103

211> 152

<212> PRT

<213> Mus musculus

<400> 103

¥et Lys Leu Pro gal Arg Leu Leu Val Leu Met Phe Trp Ile ?go Ala
10

Ser Ser Ser Asp Val Val Met Thr GIn Thr Pro Leu Ser Leu Pro Val
20 : 25 30

Ser Leu Gly Asp GIn AIa Ser Ile Ser Cys Thr Ser Ser Gln Thr Leu
35 40 - 45

Val gés Ser Asn Gly Asn Tgr Tyr Leu His Trp g%r LeUWGIn Lys Pro

Gly Gln Ser Pro Lys Leu Léu [le Tyr Lys Val Ser Asn Arg Phe Ser
65 - 10 75 80

Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr
— 85 90 95

Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Phe Cys
100 105 110

Ser His Ser Thr His Val Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu
115 ‘ 120 125

Glu Ile Lys Arg Ala Asp Ala Ala Pro Thr Val Ser lle Phe Pro Pro
130 , | 135 - 140 .

Ser Ser Glu GIn Leu Thr Ser Gly
145 150

<210> 104
211> 423

39769

300
360
420
457



2125 DNA

<213> Mus musculus

<400> 104
atgaggttct

| gaaattgtga
atctcctgca
tatctgeaga
tcaggagtdc
agcagagtgg
~acgttoggag
atc

10>
Q211>
212>
Q213>

<400>

14
PRT
Mus

105

ctgctcaget

tgacgcagge

ggtctagtaa

agccaggceca
cagacaggtt
aggetgagga

gggggaccaa

105

musculus

totgeggecte
tgcattectee
gagtctccta
gtctectcag
cagtagcagt
tetggetatt
gctggaaata

cttgtgctet

aatccagtca

catagtgatg
ctcctgattt

ggegtcaggaa
tattactgtg

aaacgggetg

ggatccctgg
ctcttggaéc
gcatcactta
atcagatgtc
ctgatttcac
ctcaaaatct

atgctgcacc

atccactgeg
atcagcttce
tttgtattgg
caaccftgcc
actgagaatc
agaactttac

aactgtatcc

?et Arg Phe Ser Ala Gln Leu Leu Gly Leu Leu Val Leu Trp Ile Pro

Gly Ser Thr Ala Glu Ile Val Met Thr Glin Ala Ala Phe Ser
25 30

Val Thr %gu Gly Thr Sér Ala Ser Ile Ser Cys Arg Ser Ser

Leu Leu His Ser Asp GIy éée Thr Tyr Leu Tyr gap Tyr Leu

50

65

5

20

40

10

45

Pro Gly Gin Ser Pro gén Leu Leu Ile Tyr GIn Met Ser Asn Leu Ala

75

Ser Gly Val Pro Agp Arg Phe Ser Ser 38r Gly Ser Gly Thr
8 )

Thr Leu Arg Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val
100 105

Cys Ala GIn Asn Leu Glu Leu Tyr Thr Phe Gly Gly Gly Thr
115 - 120 125

. 40769,

15

Asn Pro
Lys Ser
GIn Lys
80
Asp Phe
95

Tyr Tyr

110

Lys Leu

60
120
180
240
300
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Glu Ile Lys Arg Ala Asp Ala Ala
130 135

<210> 106
Q211> 423
<212> DNA
<213> Mus musculus

<400> 106

atgaggttct ctgdtcagcf totgggecty
gaaattgtga tgacgcaggc tgcattctee
atctcoctgca ggtctagtaa gagtctccta
tatctgcaga agccaggeca gtctcecteag
tcaggagtcc cagacaggtt cagtagcagt
agcagagtgg aggctgagga tgtgggtatt
acgttcggag gggggaccaa getggaaata

atc

210> 107
Q211> 141
<212> PRT
<213> Mus musculus

<400> 107
_ ?et Arg Phe Ser éla GIn Leu Leu

Gly Ser Thr ééa Glu Ile Val Met

Val Thr Leu Gly Thr Ser Ala Ser

35 40

Leu Leu His Ser Asp Gly Ile Thr
50 55

Pro Gly GIn Ser Pro Gin Leu Leu
65 E 10

Ser Gly Val Pro ggp Arg Phe Ser

Pro Thr Val Ser lle
140

cttgtegctet ggatccotgg atccactgeg
aatccagtca ctcttggaac atcagettee
catagtgatg gcatcactta tttgtattgg
ctectgattt atcagatgtc caaccttgec
ggetcaggaa ctgatttcac actgagaatc
tattactgtg ctcaaaatct agaactttac

aaacgggetg atgetgecacc aactgtatcc

Gly Leu Leu Val Leu Trp Ile Pro
10 15

25

[le Ser Cys Arg igr Ser Lys Ser
Tyr Leu Tyr ggp Tyr Leu Gln Lys

Ite Tyr GIn Met Ser Asn Leu Ala
75 T 80

Ser Ser Gly Ser Gly Thr Asp Phe

90 %

- 41/69

Thr GIn Ala Ala Phe ggr Asn Pro

60
120
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Thr Leu Arg lle Ser Arg Val Glu Ala Glu Asp
‘ 100 105

Cys Ala GIn Asn Leu Glu Leu Tyr Thr Phe Gly
115 120

Glu Ile Lys Arg Ala Asp Ala Ala Pro Thr Val
130 135

<210> 108
Q211> 404
<212> DNA
<213> Mus musculus

<400> 108
atgatgtcct ctgetcagtt cottggtete ctgttgotet

gatatccaga tgacacagac tacatcctcc ctgteotgect
atcagttgea gggcaagtca ggacattgac aattatttaa
gatggaactg ttaaactcct gatctactac acatcaagat
aggttcagtg gcagtgggtc tggaacagat tattctctcé
gaagatgttg ccaqttactt ttgccagecag tttaatacge
ggcaccaaac‘tggaaatcaa acgggetgat getgecaccaa
<210> 109

211> 134

<212> PRT

<213> Mus musculus

<400> 109 »

¥et Met Ser Ser éla GIn Phe Leu Gly %gu Leu

"Gly Thr Arg Cys Asp Ile GIn Met Thr GIn Thr
T 5

Ala Ser Leu Gly Asp Arg Val Thr Ile Ser Cys
35 40

Ile Asp Asn Tyr Leu Asn Trp Tyr GIn Gln Lys
50 55

42769

Val Gily Val Tyr Tyr
110

Gly Gly Thr Lys Leu

125

Ser lle
140

gttttcaagg taccagatgt
ctctggggga cagagtcace
éctggtafca gcagaaacéa
tacactcagg agtcccatca
ccattagcaa cctggagcaa'

ttccteggac gtteoggtgga

ctgt

Leu Leu Cys‘Phe Gln

15

Thr Ser Ser Leu Sér

30

Arg Ala Sér,G|n.Asp'

45 '

Pro Asp Gly Thr Val
60 -

60

120
180
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Lys Leu Leu Ile Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser
65 70 75 80

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr Ile Ser
85 90 95

Asn Leu Glu GIn Glu Asp Val Ala Thr Tyr Phe Cys Gin Gin Phe Asn
100 105 , 110

Thr Leu Pro Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys Arg
115 120 125

Ala Asp Ala Ala Pro Thr
130

<210> 110

Q211> 414

<212> DNA

<213> Mus musculus

<400> 110

atgatgtcct ctgctcagtt cottggtctc ctgttgetet gttttcaagg taccagatgt
gatatccaga tgacacagac tacatcctce ctgtotgcct ctctgeggge cagogteace
atcagttgca gggcaagtca ggacattgac aattatttaa actggtatca gcaaaaacca
gatggaactg ttaaactcct gatctactac acatcaagat tacactcagg agtcccatca
aggttcagtg'gcagtgggtc tggaacagat tattctctca ccattagcaa cctggaacaa
gaagétattg ccacttactt ttgccaacag tttaatacgc ttcctcggac gtteggtgga

ggcaccaage tggaaatcaa acgggcetgat getgcaccaa ctgtatccat cttc

10> 111
211> 138
<212> PRT
<213> Mus musculus

<400> 111
?et Met Ser Ser éla GIn Phe Leu Gly %gu‘Leu Leu Leu Cys ﬁge-GIn

" Gly Thr Arg Cys Asp lle GIn Met Thr Gin Thr Thr Ser Ser Leu Ser
| 20 25 30

'_Ala‘Ser'Leu Gly Gly Ser Val Thr Ile Ser Cys Arg Ala Ser GIn Asp
' 35 40 : 45

43169
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Ile Asp Asn Tyr Leu Asn Egp Tyr Gln GIn Lys

Pro Asp
50 60

Lys Leu Leu Ile Tyr Tyr Thr Ser Arg Leu His
65 70 75

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr
85 _ 90

Gly Thr Val

Ser Gly Val Pro Ser

80

Ser Leu Thr lle Ser
95

<213> - Mus musculus

<400> 113

Asn Leu Glu GIn Glu Asp Ile Ala Thr Tyr Phe Cys Gln GIn Phe Asn
100 105 110
Thr Léu Pro Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile‘Lys Arg
115 120 o 125
Ala Asp Ala Ata Pro Thr Val Ser Ile Phe
130 135~
<210> 112
211> 465
-<212> DNA
<213> Mus musculus
400> 112
atgatgtcct'ctgctcagtt ccttggtetc ctgttgetet gttttcaagg taccagatgt
gatatccaga tgacacagac tacatcctcc ctgtctgect ctotggggsg cagegteace
atcagttgca gggcaagtcé ggacattgac aattatttaa actggtatca gcaaaaacca
gatggaactg ttaaactcctvgatctactac acatcaagat tacactcagg agtcccatca
aggttcagtg gcagtgggtc tggaacagat tattctctca ccattagcaa cctggaacaa
gaagatattg ccacttactt ttgccaacag tttaatacge ttcctcggac gttcggtgea
ggcaccaagce tggaaatcaa acgggctgat gectgecaccaa ctgtatccat cttcccacca
| -tccagtgagc agttaacatc tggéggtgcc tcagtcgtgt gettc |
Q10> 113
<211> 155
<212> PRT

Met Mét_Ser Ser Ala Gln Phe Leu Gly Leu Leu Leu Leu Cys Phe Gln’

1

5

10

44 /69

15

- 60
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Gly Thr Arg Cys Asp Ile GIn Met Thr GIn Thr
- 20 25

Ala Ser Leu Gly Gly Ser Val Thr Ile Ser Cys

35

40

Ile égp Asn Tyr Leu Asn Trp Tyr GIn GIn Lys

95

Lys Leu Leu Ile Tyr Tyr Thr Ser Arg Leu His

65

Arg Phe Ser Gly ggr Gly Ser Gly Thr Asp Tyr

‘,gw-

15

90

Asn Leu Glu GIn Glu Asp Ile Ala Thr Tyr Phe

100

105

Thr Leu Pro Arg Thr Phe Gly‘Gly Gly Thr Lys

115

- 120

AIa ?38 Ala Ala Pro Thr Val Ser Ile Phe Pro

145

<210>
Q211>
212>
<213>

<2207
<223>

- <400>

Leu Thr Ser Gly Gly Ala Ser Val VaI Cys Phe

114

93

DNA
Art|f|CIaI

primer

114

135

155

accaagettg ccgccaccat gaaagtgttg agtctgttgt

ggtatcotgt ctcaggtcca actgcagcag cot

<2107
211>
212>
213>

<220>

115
42
DNA

Artificial

45169

Thr Ser Ser Leu Ser
30

Arg Ala Ser Gin Asp
45

Pro Asp Gly Thr Val
60

Ser Gly Val Pro Ser
80

Ser Leu Thr Ile Ser
95 -

Cys GIn GIn Phe Asn
110

Leu Glu lle Lys Arg
125 o

Pro Ser Ser Glu Gln
140

acctgttgac agccattect

93



223> primer

<400>

cgatgggcec ttggtgctag ctgaggagac ggtgactgag gt

<210>
<2115
212>
Q213>

<220>
<223>

<400>

accaagettg ccgecaccat gatgtcctet gotcagttc

<210>
211>
212>
213>

<220>
<223>

<400>

115

116

39

DNA
Artificial

primer

116 :

117

33

DNA
Artificial

primer

117

agccacagtt cgtttgattt ccagecttggt gce

<210>
Q211>

212>
<213>

220>

<223>

400>

118

33

DNA
Artificial

primer

118

ctggaaatca aacgaactgt ggctgcacca tot

<210
Q211>
212>
213>

<220>

<223>

<4005

119

30

DNA
Artificial

primer

119

‘aaagaattcc tageactctc cectgttgaa

<210
Q11>
Q212>
213>

120

1401

DNA

Chimaera sp.

42

39

33

33

30



<400> 120
atgaaagtgt

caactgcagc

.aaggcttetg

~ caaggeottg
aagttcaaga

ctcagcagcece
gatgctatgg
ggcccategg
ctgggetgece

gccctgacca
ctcagcagceg
gtgaatcaca
aaaactcaca
ctetteccce
gtegtggtes
‘gtegagstec
gtggtcagcg
aaggtctcca
cageccccgag
caggtcagce
gagagcaatg
ggctecttet
gtcttecteat
tccotgtete
121

466
PRT

<210>
Q2115
212>
213> -

<400> 121

tgagtotgtt

agoctgggsgc
gctacacctt
agtggatteg
gcaaggccac
tgacatctga
actactgggg
tettcccect
tggtcaagga
geggegtgca
tggtgaccgt
agcccagcaa
catgcccace
caaaacccaa
acgtgagcca
ataatgccaa
tcctcacegt

acaaagccct

aaccacaggt:

tgécctgcct
ggcageegga
tcctctacag
gctecgtgat

cgggtaaatg

Chimaera sp.

gtacctgttg
tgaactggtg
caccagctac
agatatttat
actgactgta
ggactctgeg
tcaaggaacc
ggcaccctce
ctacttccce
caccttccceg
gecctecage
caccaaggte
gtgcccagcea
ggacaccctc
cgaagacbct
gacaéagccg
cctgcaccag
CCCagecoee
gtaéaccctg

ggtcaaagge

gaacaactac

caagctcacc
gecatgagget

a

acagccattc
aagcetggga
tggatgcact
cctggtagtg
gacacatcct
gtetattact
tcagtcaccg
tccaagagca
gaaccggtga
getgtectac
agcttgggca
gacaagaaag
cctgaactce
atgatctcce
gaggtcaagt
cggeaggage
gactggctga
atcgagaaaa
cccccatcce
ttétatccca
aagaccacgc

gtggacaaga

ctgcacaacc

471769

ctggtatect
cttcagtgaa
gegtgaagea
atagtactaa
ccagcacage
gtgcaagagg
tctecctcage
cctotgeese
cggtetogte
agtcctcagg
cccagaccta
ttgagcccaa
tgggeggacc
ggacccctga
tcaactggta
agtacaacag
atggcaagga
ccatctccaa
gggatgaget
gcgacatcge
ctcccgtgct'
geaggtggcea

actacacgca

gtctcaggte
aatgtcctge
gaggccggea
ctacaatgag
ctacatgcaa
agggtegtty
tagcaccaag
cacagcggec
gaactcaggc
actctactcce
catctgcaac
atcttgtgac
gtcagtcttc
ggtcacatge
cgtggacgge
cacgtaccgt
gtacaagtgce
agccaaaggg
gaccaagaac
cgtegagteg
ggactccgac

gocaggggaac

gaagagcctcv

60
120
180
240
300
360
420
480
540
600
660
720

780
840
900
960

1020

1080

1140

1200

1260 -
1320

1380
1401



Met Lys Val Leu Ser Leu Leu

1

Leu Ser
Gly Thr
Ser Tyr
50

Trp lle
65

Lys Phe
Ala Tyr
Tyr Cys
Gly Thr

130

Phe Pro
145

Leu ély
Trp Asn
Leu GIn
Ser Ser

210

Pro Ser
225 :

5

Gin Val Gin Leu GIn
20

Ser Val Lys Mét Sef
35

Trp Met His Trp Val
. 55

Gly Asp Ile Tyr Pro
70 -

Lys Ser Lys Ala Thr

Met GIn Leu'Sér Ser

- 100

Ala Arg Gly Gly Trp

115 ‘

Ser Val Thr Val Ser
135

Leu Ala Pro Ser'Ser
150

Cys Leu Val Lys Asp

165

Ser Gly Ala Leu Thr
- 180

Ser Ser Gly Leu Tyr
195 :

Ser Leu Gly Thr Gln
215

Asn Thr Lys Val Asp
230

Tyr

Gln
Cys
40

Lys
Gly
Leu
Leu
Leu

120

Ser

Lys
Tyr.

Ser

Ser
200

Thr

Lys

Leu

Pro

25

Lys

GlIn

Ser

Thr

Thr

105

Asp

Ala

Ser

Phe

—_ D

Leu
Tyr

Lys

Leu Thr Ala Ile Pro Gly Ile
10 15

Gly Ala Glu Leu Xal Lys Pro
0

Ala Ser Gly Zgr Thr Phe Thr

Arg Pro géy Gin Gly Leu Glu

Asp Ser Thr Asn Tyr Asn Glu
75 n 80

Val Asp Thr Ser Ser Ser Thr
90 95

Ser Glu Asp Sef ?{8 Val Tyr

Ala Met Asp Tyr Trp Gly Gln
125 o

Ser Thr Lys Gly Pro Ser Val
}140

Thr Ser Gly Gly Thr Ala Ala
155 160

Pro Glu Pro Val Thr Val Ser

170 175

Val His Thr Phe Pro Ala Val
190 ~ :

Ser Ser Val Val Thr Val Pro
. - 205

[le Cys Asn Val Asn His Lys
, 220 K .

Val Glu Pfo'Lys Ser Cys Asp
S5 240

48169



Lys Thr
Pro Ser
Ser Arg

Asp Pro
290

Asn Ala
305

Val Val
Glu Tyr
Lys Thr
Thr Leu

370
Thr Cys
385
Glu Ser
‘Leu Asp

Lys Ser

Glu Ala
450

His Thr

Val Phe
260

Thr Pro
275

Glu Val
Lys Thr
Ser Val'

Lys Cys
340

Ile Ser
355

Pro Pro
Leu Val
Asn Gly

Ser Asp
420

Arg‘Trp
435

Leu His

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
245 250 255

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle
265 270

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu
280 285

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
295 300

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr TYr Arg
310 315 ' 320

Leu Thf Val Leu His GIn Asp Trp Leu Asn Gly Lys
325 330 335

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu
_ 345 ' 350

LYs Ala Lys Gly GIn Pro Arg Glu Pro Gin Val Tyr
360 : 365

Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu
375 380

Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp
390 395 - 400

Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
405 - 410 415

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
425 430 ‘

GIn Gin Gly Asn Val Phe Ser Cys Ser Val Met His
. 440 . 445

Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
455 3 460 it

49 /69



Gly Lys
465 :

<210> 122
<211> 1705
<212> DNA
<213> Chimaera sp.

<400> 122 '
atgatgtcct ctgetcagtt cottggtetc ctgttegctet gttttcaagg taccagatgt

gatatccaga tgacacagac tacatcctcc ctgtetgect cteotgggaga cagagtcace
atcagttgeca gggcaagtca ggacattagc aattatttaa actggtatca gcagaaacca
gatggaactg ttaaactcct gatctactac acatcaagat tacactcagg agtcccatca
aggttcagtg geoagtgeggtc tggaacagat tattctctca ccattagcaa cctggagcaa
gaagatattg ccacttactt ttgccaacag ggtaatacge ttccgtggac gtteggtgga

ggcaccaage tggaaatcaa acgaactgtg getgcaccat ctgtettcat cttcccgeca

tctgatgagc agttgaaatc tggaactgec tetgttgtgt goctgetgaa taacttctat
cccagagagg ccaaagtaca gtggaaggtg gataacgecc tccaatcggg taactcccag
gagagtgteca cagagcagga cagcaaggac agcacctaca gcctcageag caccctgacg
ctgagcaaag cagactacga gaaacacaaa gtctacgect gogaagtcac ccatcaggge
ctgagectcge ccgtcacaaa gagettcaac aggggagagt getag

- <2100 123

Q211> 234

<212> PRT

<213> Chimaera sp.

<400> 123

¥et Met Ser Ser éla Gin Phe Leu Gly %gu Leu Leu Leu Cys ?Ee GIn

Gly Thr Arg Cys Asp lle GIn Met Thr GIn Thr Thr Ser Ser Leu Se
' 20 25 ' 30 -

Ala Ser Leu Gly Asp Arg Val Thr Ile Ser'Cys Arg Ala Ser GlIn Asp
35 ' 40 45 o

Ile Ser Asn Tyr Leu Asn Trp Tyr GIn GIn Lys Pro Asp Gly Thr Val
50 T 55 ST 60 ,

50/69

60
120
180
240
300
360
420
480
540
600

" 660

705



Lys Leu Leu
65

Arg Phe Ser
Asn Leu Glu

Thr Leu Pro
115

Thr Val Ala
130

Leu Lys Ser
145

Pro Arg Glu
Gly Asn Ser

Tyr Ser Leu
> 195

His LystaI
210

Val Thr Lys
225 '

<2107
211>
212>
213>

124
1521
DNA

<220>
Q2215
222>

<400>

gene
(

1.
124

Ile Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser |

10

Gly Ser Gly Ser Gly Thr
- 85

Gin Glu Asp Ile Ala Thr
100 105

Trp Thr Phe Gly Gly Gly
120

"Ala Pro. Ser Val Phe lle
135

Gly Thr Ala Ser Val Val
150

Ala Lys Val Gin Trp Lys
165 '

“Gin Glu Ser Val Thr Glu
180 185

Sér Ser Thr Leu Thr Leu
200
Tyr Ala Cys Glu Val Thr
215

Ser Phe Asn Arg Gly.Glu
230

Macaca mulatta

. (1521)

15

Asp Tyr Ser
90

Tyr Phe Cys
Thr Lys Leu

Phe Pro Pro
140

Cys Leu Leu
155

Val Asp Asn
170

Gin Asp Ser

Ser Lys Ala

His Gin Gly
220

(9]

ys

51769

Leu

Gln

— D

Ser

Asn

Ala

Lys

Asp

205

Leu

80

[le Ser

Thr
.95

Ile Lys Arg
Asp Glu GIn

Asn Phe Tyr
160

Leu Gln Ser
175

Asp Ser Thr
190

Tyr Glu Lys

Ser Ser Pro



atgctgaagc
cgecgeetgt
‘tggctggect
ggccaggtec
gagecccoctgg
agcatcccce
geectggetgce
tccctcacag
ctgcagaagce
ccaacactgg
cgacgggtgc
gatggacggo
aaggagcttg
ttccagacct
aacttctcat
accactgcect
ctggaggcgc
gagtatttcc
gogoteceee
ctcaacacgg
gcggecaacg
atccogttea
ggcacctccé
acccagagec
_tttgagcggg
gactgegttt
<210>
211>

<212>
<213>

125
2142
DNA
‘Homo

ctettecggag

gggacagaga
ccatggetet
agcccaggga
aagcggaggt
aggacctgcc
agctgctgga

ggcccgacat

tgcagcaget

ccaggaagtc
ccatggggeg
acatatacat
gegetgteat
actgggtgct
ctcacatcaa
acttctcage
téttggcggt

ctaccacgeg

cggcégcctt

accccaccat
tetetgtgga
gcagggtgaa
actggtcgga
ccggcgcgpa
actggagttc'

ggcagggetg

sapiens

agcggcagtg
ggctgecacg
tacctacctc
cgtgcccagg
caggaagcag
atttgcagcec
cactgcccag
tggggtcaac
getgggeagg
caccgacctg
getcaccagg
gggcagtgceo
ctataactgc
gggggtgece
ccgtttccag
atcgccacce
gatggggage
cttcagccac
cagcaagggt
gttcecctat
cgtgaaagte
ccacagcaag
ggattacttc
gcccgcgggg
gegotacgee

a

acccccatgt
ttgcaggtee
ctgtggcaag
tectgegesc
agggactcet
ggcagectet
gagagegtcc
gactcatctt
aacatttcct
caggtectgg
gegcgttttgc
aacatggact
agccacctgg
aaggctgtce
ccctteccagg
gcactectgte
gcccaggagt
ccccgeaggt
gtgecgegtece
ctgeggtecc
ttcatcgtge
ttcatggtca
agcagcacga
gccacggtac

gteggeeotgg

ggcegtgete
tgggagtget
tgcgetgtee
atggttccag
gccagettgt
CCECCCAagce
acgtggette
cccagetggg
tggotgtesge
ctgeccgagg
actccaaatt
gecggtocot
cccaagacct
tccecaaaac
gcoteotttga
cccagggecg
téatctatgc
actggecggt
gectgotggt
tgcaggegeot
cggtggggaa
cggagaagge
cgggegtege
aggagcagct

acggacagsgc

52769

catgectgcece
ggctatgetsg
tcccacctgg
cctagcteotg
cocttgtggaa
tetgggecag
atactactgg
agaggccctt
caccagcagt
tgcccaggta
ctgggttgte
gacgcaggtg
ggagaagacc
ctggecteag
tggeegtecce
cacccctgac
ctecgtgatg
getggacaac

cagctgcgga

cagcaaccce

tcattccaac
agcctacata
cctggtgegtce
geggecagete
tcegggccag

60
120
180
240
300
360
420
480
540

- 600

660
720
780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1521



<400> 125
atggagtttc

gattacaagg
ccatgcaaat
aagatcaagg
gtgagcgagg
acagctcaga
ctccccatee
aaagacctcc
ccacaggtdt
accfgcatgg
aaaacagagc
atgtacagca
tcagtggtcce
ggtaaacgfc
catggctcca.
tgeccagettg
tctgecccage

cacgtggett
| tcccageotgg
ctggotateg
gcetgeccgag
cactccaaat'
'tggcggtctc
gdccaagacc
ctccccaaaa
ggccfctttg
vccccagggcc

ttcatctatg

tactggeecgg .

agacccaggt
étgacgacga
gcccageoacce
atgtactcat
atgacccaga
cacaaaccca
agcaccagga
cagcgeccat
atgtcttgee
tcacagactt
taaactécéa
agctgagagt
acgagggtcet
ctcccacctg
gcccagettg
tecttgtgga
ctctgggceca

catactactg

gagaggctctf

ccaccagcag
gtgcccatgt
tctgggttgt
tgacgoaget
fggagaagac
cctggectea
atgggetgee
goacccggea
cctcegtgat

tgctggacaa

ctttgtattc
taaaggatcc
taacctettg
gatctcectg
tgtccagatce
tagagaggat
ctggatgagt
cgagagéacc
tccaccagaa
catgcctgaa
gaacactgaa
ggaaaagaag
gcacaatcac
gggecaggty
ggageocctg
aagcatcccc
gecctgecty
gtccctcaca
fctgcagaag
cccgacactg
acgacaggtg
ggatggacge
gaaggagett
cttccagabc
gaacttcfca
caccactgcec
cctggaggeg
ggagtatttc

cgegotgegg

gtgttgetet
cccagagggc
ggtggaccat
agccccatag

agctggtttg

tacaacagta

ggcaaggagt
atctcaaaac
gaagagatga
gacatttacg
ccagtcectgg

aactgggteg

cacacgacta

cagcccaagg
gaagcagagg
caggacctgb
cagctgetgg
gggoctgaca
ctgcagcage
gccaggacat
cccatgggge

cacatataca

ggogetgtca

tactgggtac

tctcacttca

tacttctcag

ctgotggege

cccaccacgce

gecggoagect

53/69

ggttgtctgg
ccacaatcaa
ccgtettcat
tcacatgtgt
tgaacaacgt
ctctccgggt
tcaaatgcaa
ccaaagggtc
ctaagaaaca
tggagtggac
actctgatgg
aaagaaatag
agagcttcte
acgtgcccag
coaggcagea
catctgcage
acactgccca
tcggegteaa
tgctgggcég
ccaccgacct
ggctcaccag
teggeagtegc
tctataactg
tegeggtece
accgtttcca
cgtegecacce
tgatgeggag
gdttcagcca

toggcaages

tgttgatgga
geectgtoct

cttccctcba_

ggtggtggat
ggaagtacac
ggtecagtgec

ggtcaacaac

‘agtaagagcet

ggtcactotg
caacaacggg
ttecttacttec

ctactcctgt

ccggactececg

gtectgegag
gagggactcc
cggcagecce
ggagagegte
cgactegtet
gaacatttcc
gecaggttetg
gegtetttte
caacatggac
cagccaccfg
caaggctgte
geceottecac
agcactctgt
cgcccaggag
ccceccgagg

cgtgcgegty

60
120
180
240
300
360
420
480
540
600
660
720
780
840

900

960
1020 -
1080
1140
1200

1260

1320

1380

1440

1500

1560
1620
1680

1740



cgoctgetgg
ctgcaggegce
ccggtgeggga
acggagaage
geggeestee
caggagcage
gacggacagg
210>
Q211>
Q212>
Q213

<400>

126
113
PRT

126

1

"Gly Val Asp Gly Asp Tyr Lys Asp Asp Asp Asp
: 20 o - 25

toggetgees
tgagcaaccc
accattccaa
cagcctacat
gettggtest
tgcggeoaget

cteccgggeca

Homo sapiens

5

actcaacacg
cgcggecaac
catcccattc
aggcacctcc
cacccagage
ctttgagegg
ggactgegtt

gaccccacca
gtctetgteg
agcagggtga
aactggtegg
cctggegegce
gactggagtt

tggcagggct

Met Glu Phe Gin Thr Gln Val Phe Val_Phe Val

10

Gly Pro Thr Ile Lys Pro Cys zgo Pro Cys Lys

35

Leu %8u Gly Gly Pro Ser Val Phe Ile Phe Pro

65

55

10

Val Leu Met Ile Ser Leu Ser Pro lle Val‘;gr

Val Ser Glu Asp Asp Pro Asp Val Gin Ile Ser
. 85 90

Val Glu.Val His Thr Ala GIn Thr

Ser Thr Leu Arg Val Val Ser ?53 Leu Pro Ile

100

115

GIn Thr His
05

Met Ser Gly Lys Glu Phe Lys‘Cys Lys Val Asn

130

135

tgttcoccta
acgtgaaagt
accacagcaa
aggattactt
ageccegoges
cgegetacge

ga

Leu

cctgeggtee
cttcatcgtg
gttcatggtc
cagcagcacg
ggccacggtg

cgteggeeotg

Leu Trp Leu Ser
15

Lys Gly Ser Pro Arg

- 30

Cys
45

Pro
60

Arg

Pro Ala Pro Asn

Lys Ile Lys Asp

Val Val Val Asp
80

Phé Val Asn Asn

95

Glu Asp Tyr Asn

110

Gln His Gln Asp Trp

125

Asn Lys Asp Leu Pro

140

54169

1800
1860
1920
1980
2040
2100
2142



Ala Pro Ile Glu Arg Thr lle Ser
145 150

Lys Pro

Pro Gln Val Tyr ¥gé Leu Pro Pro

Pro Glu
170

Thr Asp
185

Gin Val Thr %gg Thr Cys Met Val

Tyr VaI,?ég Trp Thr Asn Asn Gly Lys Thr

200

Thr Glu Pro Val Leu Asp g?g Asp Gly Ser

210

Leu Arg Val Glu Lys Lys Asn Trp Val Glu

225 230

Ser Val Val His Glu Gly Leu His
245

Asn His
250

Ser Arg Thr Pro Gly Lys Arg Pro
260

Pro Thr
265

Lys Asp Val Pro.Arg Ser Trp Glu His Gly

275 280

Pro Leu Glu Ala Glu AIa Arg Gin
290 295

Leu Val Glu Ser lle Pro Gin Asp
- 30 310

Ser Ala GIn Pro Leu Gly GIn AIa
, 325

GIn Glu Ser Val His Val Ala Ser
- -~ 340 345

-Asp Ile Gly Val Asn Asp Ser Ser
355 360

Lys Gly
155

Glu Glu
Phe Met
Glﬁ Leu
Tyr Phe

220

Arg Asn
235
His Thr

Trp Gly

Ser Ser

Ser Val Arg Ala
160

Met Thr Lys Lys
175

Pro Glu Asp lle
190

Asn Tyr Lys Asn
205

Met Tyr Ser Lys

Ser Tyr Ser Cys
240

Thr Lys Ser Phe
- 255

Gin Val GIn Pro
270

Pro Ala Trp Glu

285

GIn Arg Asp Ser Cys Gin Leu Val

300

315

Leu Pro Ser Ala Ala Gly Ser Pro
- 320 -

Trp Leu Gln Leu Leu Asp Thr AIa
330 ,

-335

Tyr Tyr Trp Ser Leu Thr Gly Pro
350 '

Ser GIn Leu Gly Glu Ala Leu Leu

1365

GIn Lys Leu Gln GIn Leu Leu Gly -Arg Asn Ile Ser Leu Ala Val Ala

55/ 69



370

Thr Ser Ser Pro
385

Ala Ala Arg Gly

Arg Gly Val Leu
420

Tyr Met Gly Ser
435

" Glu Leu Gly Ala
| 450

Glu Lys Thr Phe
465

Leu Pro Lys Thr

Gln Pro Phe His
500

Ser Ala Ser Pro
515

Glu Ala Leu Leu
: 530

Ser Val Met Glu

- 545

~ Tyr Trp Pro Val

Gly Val Arg Val
- 580

Thr et Phe Pro
595

375 o 380

Thr Leu Ala Arg Thr Ser Thr Asp Leu GIn Val Leu
390 395 , . 400

Ala His Val Arg GIn Val Pro Met Gly Arg Leu Thr
405 410 415

His Ser Lys Phe Trp Val Val Asp Gly Arg His lle
- 425 430

Ala Asn Met Asp Trp Arg Ser Leu Thr Gin Val Lys
440 445

Val Ile Tyr Asn Cys Ser His Leu Ala Gin Asp Leu
455 460

GIn Thr Tyr Trp Val Leu Gly Val Pro Lys Ala Val
470 475 480

Trp Pro GIn Asn Phe Ser Ser His Phe Asn Arg Phe
485 490 495

Gly Leu Phe Asp Gly Val Pro Thr Thr Ala Tyr Phe
505 510

Pro Ala Leu Cys Pro GlIn Gly Arg Thr Arg Asp Leu
520 525

Ala Val Met Gly Ser Ala Gin Glu Phe Ile Tyr Ala
535 540

Tyr Phe Pro Thr Thr Arg Phe Ser His Pro Pro Arg
550 555 , : 560

Leu Asp Asn Ala Leu Arg Ala Ala Ala Phe Gly Lys
565 570 , 575

Arg Leu Leu Val Gly Cys Gly Leu Asn Thr Asp Pro
- : 585 590

Tyr Leu Arg Ser Leu Gin Ala Leu Ser Asn Pro Ala
600 605 ,

56./69.



Ala Asn Val Ser Val Asp Val Lys Val Phe Ile Val Pro Val Gly Asn
610 615 620

His Ser Asn Ile Pro Phe Ser Arg Val Asn His Ser Lys Phe Met Val
625 630 635 640

Thr Glu Lys Ala Ala Tyr 1le Gly Thr Ser Asn Trp Ser Glu Asp Tyr
645 650 655

Phe Ser Ser Thr Ala Gly Val Gly Leu Val Val Thr Gin Ser Pro Gly
- 660 665 670

- Ala GIn Pro Ala Gly Ala Thr Val GIn Glu Gin Leu Arg Gin Leu Phe
675 680 685

Glu Arg Asp Trp Ser Ser Arg Tyr Ala Val Gly Leu Asp Gly Gln Ala
690 695 700

Pro Gly GIn Asp Cys Val Trp Gin Gly
705 710

210> 127
211> 490
<212> PRT v
<213> Homo sapiens

400> 127

?et Lys Pro Lys %eu Met Tyr Gin Glu %gu‘Lys Val Pro Ala ?éu GIU

Pro Ala Asn géu Leu Pro Met Asn géu Ile Glu Ala Trp Lys Ala Ala

Glu Lys Lys Ala Arg Trp Val Leu Leu Val Leu lIe Leu Ala Val Val
35 40 45

Gly Phe Gly Ala Leu Met Thr GIn Leu Phe Leu Trp Glu Tyr Gly Asp
b0 55 © 60 : o '

Leu His Leu Phe Gly Pro Asn Gln Arg Pro Ala Pro Cys Tyr Asp Pro
- 65 o 70 - 15 } 80

Cys Glu Ala Val Leu Val Glu Ser Ile Pro Glu Gly Leu Asp Phe Pro
85 : 90 95

57169



‘Asn Ala Ser Thr Gly Asn Pro Ser Thr Ser GIn Ala Trp Leu Gly'Leu
100 105 . 110

Leu Ala Gly Ala His Ser Ser Leu Asp ile Ala Ser Phe Tyr Trp Thr
115 ‘120' 125

Leu Thr Asn Asn Asp Thr His Thr GIn Glu Pro Ser Ala Gin Gln Gly
130 135 140

Glu Glu Val Leu Arg Gin Leu GIn Thr Leu Ala Pro Lys Gly Val Asn
145 150 , 155 | 160

Val Arg Ile Ala Val Ser Lys Pro Ser Gly Pro GIn Pro GIn Ala Asp
165 , 170 175

Leu Gin Ala Leu Leu Gin Ser Gly Ala Gin Val Arg Met Val Asp Met
180 185 190

GIn Lys Leu Thr His Gly Val Leu His Thr Lys Phe Trp Val Val Asp
' 195 \ 200 : . 205

GIn Thr His Phe Tyr Leu g

s Ser Ala Asn Met Asp Trp Arg Ser Leu

ly
15 220

Thr GIn Val Lys Glu Leu Gly Val Val Met Tyr Asn Cys Ser Cys Leu
225 : 230 235 240

Ata Arg Asp Leu Thr Lys Ile Phe Glu Ala Tyr Trp Phe Leu Gly GIn
245 250 - 255

Ala Gly Ser Ser Ile Pro Ser Thr Trp Pro Arg Phe Tyr Asp Thr Arg
‘ 260 , . 265 270

Tyr Asn Gln Glu Thr Pro MetLGIu Ile Cys Leu Aén Gly Thr Pro Ala
275 280 285

Leu Ala Tyr Leu Ala Ser Ala Pro Pro Pro Leu Cys Pro Ser Gly Arg
290 295 , 300 - -

Thr Pfo Asp Leu Lys Ala Leu Leu Asn Val Val Asp Asn Ala Arg Ser
305 310 ‘ 315 - 320

58/69.



Phe Ile Tyr Val Ala Val Met Asn Tyr Leu Pro Thr Leu
B 325 330 ‘

His Pro His Arg Phe Trp Pro Ala Ile Asp Asp Gly Leu
340 345

Thr Tyr Glu Arg Gly Val Lys Val Arg Leu Leu Ile Ser
355 o 360 365

His Ser Glu Pro Ser Met Arg Ala Phe Leu Leu Ser Leu
370 375 380

Arg Asp Asn His Thr His Ser Asp Ile Gln Val Lys Leu
385 390 ‘ 395

Glu Phe Ser
335

Arg Arg Ala
350

Cys Trp Gly

Ala Ala Leu

Phe Val Val
400

Pro Ala Asp Glu‘AIa'GIn Ala Arg lle Pro Tyr Ala Arg Val Asn His

405 410

Asn Lys Tyr Met Val Thr Glu Arg Ala Thr Tyr lle Gly
420 425

Trp Ser Gly Asn Tyr Phe Thr Glu Thr Ala Gly Thr Ser
435 440 445

Thr GIn Asn Gly Arg Gly Gly Leu Arg Ser Gln Leu Glu
450 455 - 460 :

415

Thr Ser Asn
430

Leu Leu Val

Ala Ile Phe -

Leu Arg Asp frp Asp.Ser Pro Tyr Ser His Asp Leu Asp Thr Ser Ala

465 470 . 475

Asp Ser Val Gly Asn Ala Cys Arg Leu Leu

485 490
<210> 128
211> 445
<212>  PRT
2P Homo sapiens
<400> 128

?et Gly Glu Asp glu Asp Gly Leu Ser $6uLys'Asn Cys

'Cys Arg 1le Ala Leu Val Glu Asn llé Pro Glu Gly Leu
20 : 25 .

. 99/69

480

Gln Asn Lys
15

'Asn.Tyr Ser

30



Glu Asn Ala Pro Phe His
35

‘Leu ésn Met Ala Lys Lys
0

Leu Asn His Thr His Pro
65

Lys Leu Leu Gin %gu Thr

Asp Val Thr Ala Asp Ser
100

Ala Glu Val Thr
115

Tyr Met

GIn Ser Ser Phe
130

Trp Ile

Ala Gly Leu Asp

Trp
145 '

1le Phe Tyr Asn Cys Ser

165

Ala Leu Tyr Ser Ser

180

~ Ser Lys Arg Leu Tyr Gly

195

- GIn Leu Asn Glu Thr
210

Lys

Leu Phe Cys Pro Lys

225 230

Ala

Val Ile Asp Asp
. 245

70

Leu

Leu

Ser

55

Ser

Ser

Lys

Asn

135

Ser

Cys

Lys

Val

- 200

Ser
215

Asn Arg Ser Phe Asp lle Asp Ala

Leu Gly GInIMet

Ser Leu Phe Gin Gly Trp Met Asn Leu
40 45

Val Asp Ile Val ggr ServHis Trp Asp

Gln Arg Leu Phe Glu
80

Ala Cys GIn Gly
15

Gin Asn [le Glu Ile Lys Leu Val

Ser
90 95 -

Leu Lys Leu Lys Gly
110

Val Leu Glu Ala
105

Met Thr Ala Tyr
120

Asn Lys Gly Arg Leu
125

Val Tyr lle Gly Ser
140

Asp Lys GIn His

Lys Glu Leu Gly Val

155 160

Leu Val Leu Asp

Leu GIn Arg Ile Phe
170 175 '

Phe Lys Ser Arg
185

Val Pro GIn Thr Trp
190

Tyr Asb Asn Glu Lys Lys Leu GIn Leu

205

Gin Ala Phe Val Ser Asn Ser Pro Lys

220

Ile Tyr Ser
, 240

235

Lys GIn Tyr Val Tyr Ile Ala Val Met Asp Tyr |

250 255

Leu Pro lle Ser Ser Thr Ser Thr Lys Arg Thr Tyr Trp Pro Asp Leu
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260

Asp Ala Lys Ile Arg Glu Ala Leu
275 280

Lys Glu
295

Leu Leu Leu Ser Phe Trp
290

[le Ser Ser Leu Lys Ala [le Cys

305 310

Lys Val Lys Phe Phe Asp Leu Glu
' 325

Glu GIn Lys Asn His Thr Phe Pro
' 340

Val Thr Asp Gly Ala Ala
355

Tyr lle
360

Asp Phe Thr GIn Asn Ala
370

Gly Thr
375

Val Arg Asn Asn Arg Ser lle lle

385 390

Arg Asp Trp Tyr Ser Pro Tyr Ala
405

Pro Asn Cys Ser Ser Leu Phe Lys
420 ‘

Ala Thr Asp Asp Thr Gly Gly Lys
. 435 440

<2105
RAIN
SN
213>

<400>

129

506

PRT o

Macaca fascicularis

129
‘ ¥et Leu Lys Pro %eu Arg Arg Ala

‘Ala Val Thr Pro

265 270

Val Leu Arg Ser Val Arg Val Arg
285

Thr Asp Pro Leu Thr Phe Asn Phe
300

Thr Glu lle Ala Asn Cys Ser Leu
315 320

Arg Glu Asn Ala Cys Ala Thr Lys
330 335

Arg Leu Asn Arg Asn Lyé Tyr Met
345 350

Gly Asn Phe Asp Trp Val Gly Asn
365

Gly Leu Val Ile Asn Gln Ala Asp .
380

Lys GIn Leu Lys Asp Val Phe Glu
395 400

Lys Thr Leu Gln Pro Thr Lys Gln
410 ' 415

Leu Lys Pro Leu Ser Asn Lys Thr
‘425 430

Asp Pro Arg Asn Val
445

Pro Cys

Met Trp
- 15

10 :
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Ser

Val

Tyr

Pro

65

Glu

Val

Leu

Ala

Pro

145

Leu

Ala

Leu

Thr

Lys

Met Leu Pro Arg Arg Leu Trp Asp Arg Glu Ala Gly Thr Leu Gin
20 25 30

Leu Gly Val Leu Ala Met Leu Trp Leu Gly Ser Met Ala Leu Thr
35 40 45

Leu Leu Trp GIn Val Arg Arg Pro Pro Thr Trp Gly GIn Val Gln
50 55 60

Lys Asp Val Pro Arg Ser Trp Gly His Gly Ser Ser Pro Ala Leu
10 15 80

Pro Leu Glu Ala Glu Val Arg Lys GIn Arg Asp Ser Cys GIn Leu
85 _ 90 ' 95

Leu Val Glu Ser lfe'Pro GIn Asp Leu Pro Phe Ala Ala Gly Ser
100 105 110

Ser Ala GIn Pro Leu Gly Gln Ala Trp Leu GIn Leu Leu Asp Thr
115 120 125

Gin Glu Ser Val H|s Val Ala Ser Tyr Tyr Trp Ser Leu Thr Gly
130 135 140

Asp Ile Gly Val Asn Asp Ser Ser Ser Gln Leu Gly Glu Ala Leu
150 155 - 160

Gin Lys Leu GIn GIn Leu Leu Gly Arg Asn Ile Ser Leu Ala Val
165 170 | 175

Thr Ser Ser Pro Thr Leu Ala Arg Lys Ser Thr Asp Leu GIn.Val
180 185 190

'Ala Ala Arg Gly Ala Gln Val Arg Arg Val Pro Met Gly Arg Leu

195 200 : 205

Arg Gly Val Leu HIS Ser Lys Phe Trp Val Val Asp GIy Arg H|s :
210 | 215 220

Tyr Met Gly Ser Ala Asn Met Asp Trp Arg Ser Leu Thr Gin Val
, 230 | 235 ' 240

Glu Leu Gly Ala VaI Ile Tyr Asn Cys Ser His Leu Ala GIn"Asp
. 245 | 250 | | 255 :
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Leu Glu Lys Thr Phe
260

Val Leu Pro Lys Thr
275

Phe Gin Pro Phe GIn
290 '

Phe Ser Ala Ser Pro
305

Leu Glu Ala Leu Leu
325

Ala Ser Val Met Glu
340

Arg Tyr Trp Pro Val
' - 355 | .

_ Lys Gly Val Arg Val
370 :

Pro Thr Met Phe Pro
385.

Ala AIa Asn Val Ser
405

Asn His Ser Asn lle
‘ 420

~Val Thr Glu Lys AIa
435

Tyr Phe Ser Ser Thr
’ 450

GIn Thr Tyr Trp Val Leu

265

Trp Pro GIn Asn
280

Phe Ser

Gly Leu Phe Asp Gly Val

295

Pro Ala Leu Cys

310

Ala Val NMet Gly

Tyr Phe Pro Thr

345

Leu Asp Asn Ala
360

Arg Leu Leu Val

375

TyrALeu Arg Ser

390

Pro GIn
315

Ser Ala
330

Thr Arg
Leu Arg

Ser Cys

Leu Gin

395

Val Asp Val Lys Val Phe

410

Pro Phe Ser Arg Val Asn

425

AIa Tyr 1le Gly Thr Ser

440

Thr Gly Val Gly Leu VaI

455

Gly Ala GIn Pro Ala Gly Ala Thr val GIn Glu

465

470

475

Gly Val Pro Lys Ala
270

Ser His Ile Asn Arg
285

Pro Thr Thr Ala Tyr
300

Gly Arg Thr Pro Asp
320

Gln Glu Phe Ile Tyr
335

Phe Ser His Pro Arg
350

Ala Ala Ala Phe Ser
365

Gly Leu Asn Thr Asp
380 :

Ala Leu Ser Asn Pro
' 400

Ile Val Pro Val Gly
415

His Ser Lys Phe Met
830

Asn Trp Ser Glu Asp
445 '

Val Thr GIn Ser Pro
460

Gin Leu Arg Gin Leu
480

63169



Phe Glu Arg Asp Trp Ser Ser Arg Tyr Ala Val Gly Leu Asp Gly GIn
485 490 495

Ala Pro Gly Gin Asp Cys Val Trp GIn Gly
500 505

<210> 130
211> 506
<212> PRT
<213> Macaca mulatta

<400> 130

?et Leu Lys Pro %eu Arg Arg Ala Ala ¥8| Thr Pro Met Trp ?ro Cys

Ser Met Leu Pro Arg Arg Leu Trp Asp Arg Glu Ala Gly Thr Leu Gln
20 25 30

Val Leu Gly Val Leu AIa Met Leu Trp Leu Gly Ser Met Ala Leu Thr
35 40 45

Tyr Leu Leu Trp GIn Val Arg Cys Pro Pro Thr pr.GIy Gln Val Gln
50 55 60

Pro Arg Asp VaI Pro Arg Ser Trp Gly His Gly Ser Ser Leu Ala Leu
65 70 75 80-

Glu Pro Leu Glu Ala Glu Val Arg Lys GIn Arg Asp Ser Cys Gln Leu
- 85 90 95

Val Leu Vél Glu Ser Ile Pro GIn Asp Leu Pro Phe Ala Ala Gly Ser
100 105 110

'Leu Ser Ala GlIn Pro Leu Gly Gln Ala Trp Leu Gln Leu Leu Asp Thr
115 120 125

Ala Gln Glu Ser Val His Val AIa Ser Tyr Tyr Trp Ser Leu Thr Gly
130 , 135 140

Pro Asp Ile Gly Val Asn Asp Ser Ser Ser GIn Leu Gly Glu Ala Leu
145 . 150 = 155 160

Leu Gln Lys Leu Gln Gln Leu Leu Gly Arg Asn lle Ser Leu Ala Val
165 170 . 175
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Ala Thr Ser Ser Pro Thr Leu Ala Arg Lys Ser Thr Asp Leu Gln Val
180 185 - 190

Leu Ala Ala Arg Gly Ala Gln Val Arg Arg Val Pro Met Gly Arg Leu
195 200 205

Thr Arg Gly Val Leu His Ser Lys Phe Trp Val Val Asp Gly Arg His
210 215 ‘ 220

Ile Tyr Met Gly Ser Ala Asn Met Asp Trp Arg Ser Leu Thr Gin Val
225 230 235 240

Lys Glu Leu Gly Ala Val Tle Tyr Asn Cys Ser His Leu Ala Gln Asp
- 245 250 255

Leu Glu Lys Thr Phe GIn Thr Tyr Trp Val Leu Gly Val Pro Lys Ala
260 265 270

Val Leu Pro Lys Thr Trp Pro Gin Asn Phe Ser Ser His Ile Asn Arg
275 280 285 ‘

Phe GIn Pro Phe GIn Gly Leu Phe Asp Gly Val Pro Thr Thr Ala Tyr
290 : 295 - 300

Phe Ser Ala Ser Pro Pro Ala Leu Cys Pro Gln Gly Arg Thr Pro Asp
305 310 315 : 320

Leu Glu Ala Leu Leu Ala Val Met Gly Ser Ala Gin Glu Phe Ile Tyr
325 330 335

Ala Ser Val Met Glu Tyr Phe Pro Thr Thr Arg Phe Ser His Pro Arg
340 345 350 : '

Arg Tyr Trp Pro Val Leu Asp Asn Ala Leu Arg Ala Ala Ala Phe Ser
355 360 ' 365 ‘

Lys Gly Val Arg Val Arg Leu Leu Val Ser'Cys Gly Leu Asn Thr Asp
370 375 ‘ - 380 '

Pro Thr Met Phe Pro Tyr Leu Arg Ser Leu Gln Ala Leu Ser Asn-Pro
385 390 395 , ‘ 400

Ala Ala Asn Val Ser Val Asp Val Lys Val Phe lle Val Pro Val Gly
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405 410 . 415

Asn His Ser Asn lle Pro Phe Ser Arg Val Asn His Ser Lys Phe Met
420 425 430

Val Thr Glu Lys Ala Ala Tyr Ile Gly Thr Ser Asn Trp Ser Glu Asp'

435 440 445

Tyr Phe Ser Ser Thr Thr Gly Val Gly Leu Val Val Thr Gln Ser Pro
450 455 460

Gly Ala Gin Pro Ala Gly Ala Thr Val Gin Glu Gin Leu Arg Gin Leu
465 470 - 475 | 480

| Phe Glu Arg Asp Trp Sér Ser Arg Tyr Ala Val Gly Leu Asp Gly GIn
485 490 495

Ala Pro Gly GIn Asp Cys Val Trp GIn Gly
500 505

<210> - 131

<211> 1512

<212> DNA

<213> Mus musculus

<400> 131

atggacaaga agaaagagca cccagagatg cggataccac tccagacage agtggaggtc
totgattgge cotgeteccac atctcatgat ccacatageg gacttggeat ggtactggge
atgctagetg tactgggact cégctctgtg actctcatct tgttcctgteg gcaaggggce

acttctttca ccagtcatcg gatgttccct gaggaagtge cotcotggtc ctgggagace
ctgaaaggag acggtgagca gcagaataac tcctgtcage tcatccttgt ggaaagcatc
cccgaggact tgccatttgc agcfggcagc cccactgeee agecocetgge ccaggcttgg
ctgeagettc ttgacactge tcgggagage gtbcacattg cctegtacta ctggtcccte
actggactgg acattggagt céatgactcg tcttcteogge agggagagge cottctacag
aagttccaac agottcttot caggaacatc tctgtggtgg tggccaccca cagcccaaca
ttggccaaga catccactga Cthcaggtc ttggotgece atggtgecca gatacgacaa
gtgcccatga aacagottac tggeggetett ctacactcca aattctgggt tgtggatggg
cgacécgtct acgtgggcég cgccaacétg gactggeggt ccctgactca ggtgaaggaa

.cttggtgcéa tcatctacaa ctgcagcaac ctggctcaag-accttgagaa aacéttccag

66169
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120
180
240
300
360
420
480
540

600

660
120
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acctactgeg tgctégggac tecccaaget gttetccota aaacctggee teggaacttc
tcatcccaca tcaaccgett ccatcccttg cggggtecct ttgatggggt tcccaccacg
gectatttet cggectcoce tccctecete tgececgeatg gecggacceg ggatotggac
gcagtgitgg gagtgatgga gggtegctege cagttcatet atgtcteggt gatggagtat
ttccctacca cgegettcac ccaccatgec aggtactgge cegtgetgga qaatgcgcté
cgggcagegg ccctcaataa gggtgtgeat gtgegottac tggtcagetg ctggttcaac
acagacccca ccatgttege ttatctgagg tccctgecagg ctttcagtaa ccectegget
ggcatctcag tggatgtgaa agtcttcatc gtgectgtgg gaaatcattc caacatcocg
ttcagecegeg tgaaccacag caagttcatg gtcacagaca agacagccta tgtaggcacc
tctaactggt cagaagacta cttcagccac accgetggtg tgggeotgat tgtcagecag
aagaccccca gageccagec aggegcaacc accgtgeagg agcagetgag gecaactcttt

gaacgagact ggagttccca ctatgctatg gacctagaca gacaagtccc gagccaggac

tgtgtctget ag

210> 132
<211> 503
<212> PRT
<213> Mus musculus

<400> 132
?et Asp Lys Lys %ys Glu His Pro Glu ¥8t Arg lle Pro Leu ?én Thr

Ala Val Glu VaI Ser Asp Trp Pro Cys Ser Thr Ser His Asp Pro His
20 | 25 | 30

Ser Gly Leu Gly Met Val Leu Gly Met Leu Ala Val Leu Gly Leu Ser
35 40 45

Ser Val Thr Leu Ile Leu Phe Leu Trp Gln Gly éla Thr Ser Phe Thf

50 _- 55

Ser His Arg Met Phe Pro Glu Glu Val Pro Ser Trp Ser Trp Glu Thr
65 70 75 - 80

Leu Lys Gly Asp Ala Glu GIn Gln Asn Asn Ser Cys Gln Leu Iée Leu
9
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840

900

960
1020
1080
1140
1200
1260
1320
1380

1440

1500
1512



Val
Ala

Glu

Lys
His
Ala
Gly
Val
225
Leu
Lys
Pro
Pro
Ala
305

Ala

Glu Ser 1le Pro Glu Asp Leu Pro Phe Ala Afa Gly Ser Pro Thr
100 105 110

GIn Pro Leu Ala GIn Ala Trp Leu Gin Leu Leu Asp Thr Ala Arg
115 - 120 125

Ser Val His Ile Ala Ser Tyr Tyr Trp Ser Leu Thr Gly Leu Asp
130 135 : 140 .

Gly Val Asn Asp Ser Ser Ser Arg Gin Gly Glu Ala Leu Leu GIn
150 155 160

Phe Gin Gin Leu Leu Leu Arg Asn Ile Ser Val Val Val Ala Thr
165 | 170 } 175

Ser Pro Thr Leu Ala Lys Thr Ser Thr Asp Leu GIn Val Leu Ala:
180 185 _ 190

His Gly Ala GIn Ile Arg GIn Val Pro Met Lys Gln Leu Thr Gly
195 - 200 205

Val Leu His Ser Lys Phe Trp Val Val Asp Gly Arg His Val Tyr
210 215 o - 220 '

Gly Ser Ala Asn Met Asp Trp Arg Ser Leu Thr Gln Val Lys Glu
230 235 240

Gly Ala Ile Ile Tyr Asn Cys Ser Asn Leu Ala Gin Asp Egg Glu

245 250

Thr Phe Gln Thr Tyr Trp Val Leu Gly Thr Pro Gin Ala Val Leu
260 v 265 | 270 \

Lys Thr Trp Pro Arg Asn Phe Ser Ser His Ile Asn Arg Phe His
275 280 285

Leu Arg Gly Pro Phe Asp Gly Val Pro Thr Thr Ala Tyr Phe Ser
290 _ 295 - 300

Ser Prb Pro Ser Leu Cys Pro His Gly Arg Thr Arg Asp Leu Asp |
310 . 315 320

Val Leu Gly Val Met Glu Gly Ala Afg G1n_Phevlfe Tyr Val Ser .
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325

Val Met Glu Tyr Phe Pro Thr Thr Arg
340 345

Trp Pro Val Leu Asp Asn Ala Leu Afg
355 360

Val His Val Arg Leu Leu Val Ser Cys
370 375

Met Phe Ala Tyr Leu Arg Ser Leu GlIn
385 390

Gly Ile Ser Val Asp Val Lys Val Phe
' 405 ‘

Ser Asn lle Pro Phe Ser Arg Val Asn
420 - 425

Asp Lys Thr Ala Tyr Val Gly Thr Ser
435 ' 440

Ser His Thr Ala Gly Val Gly Leu Ile
450 455

Ala Gin Pro Gly Ala Thr Thr Val Gin
465 ' 470 .

Glu Arg Asp Trp Ser Ser His Tyr Ala
485 '

Pro Ser Gin Asp Cys Val Trp
" 500 |

330 335

Phe Thr His His Ala Arg Tyr
350 '

Ala Ala Ala Leu Asn Lys Gly
365

Trp Phe Asn Thr Asp Pro Thr
380 |

Ala Phe Ser Asn Pro Ser Ala
395 400

Ile Val Pro Val Gly Asn His
410 415

His Ser Lys Phe Met Val Thr
‘ 430

Asn Trp Ser Glu Asp Tyr Phe
445

Val Ser Gin Lys'Thr Pro Arg
460 o

Glu Gin Leu Arg GIn Leu Phe
475 , 480

Met Asp Leu Asp Arg Gln Val
490 | 495
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