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<210> 1

<211> 360

<212> PRT

<213> Homo sapiens

<400> 1

His Ser Leu Arg Tyr Asn Leu Thr Val Leu Ser Trp Asp Gly Ser Val
1 5 10 15

Gln Ser Gly Phe Leu Ala Glu Val His Leu Asp Gly Gln Pro Phe Leu
20 25 30

Arg Tyr Asp Arg Gln Lys Cys Arg Ala Lys Pro Gln Gly Gln Trp Ala

Glu Asp Val Leu Gly Asn Lys Thr Trp Asp Arg Glu Thr Arg Asp Leu
50 55 60

Thr Gly Asn Gly Lys Asp Leu Arg Met Thr Leu Ala His Ile Lys Asp
65 70 75 80

Gln Lys Glu Gly Leu His Ser Leu Gln Glu Ile Arg Val Cys Glu Ile
85 90 95

His Glu Asp Asn Ser Thr Arg Ser Ser Gln His Phe Tyr Tyr Asp Gly
100 105 110

Glu Leu Phe Leu Ser Gln Asn Val Glu Thr Glu Glu Trp Thr Val Pro
115 120 125

Gln Ser Ser Arg Ala Gln Thr Leu Ala Met Asn Val Arg Asn Phe Leu
130 135 140

Lys Glu Asp Ala Met Lys Thr Lys Thr His Tyr His Ala Met His Ala
145 150 155 160

Asp Cys Leu Gln Glu Leu Arg Arg Tyr Leu Glu Ser Ser Val Val Leu
165 170 175
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Trp
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Trp Cys Tyr

Ala Ala
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His

Glu
210
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225
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Glu Gln His
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Glu Gln His

275

Glu Leu Ile

290

Val
305

Lys Gly
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<211> 945
<212> DNA
<213>

<220>
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<400> 6
atggtcccct

gcccaccatc
accgtgcccc
acatgccgag
gtgtccctgt
taccagacat
atggagcata
cagagtcact
gtgaacaagg
cactccctgg

gctaagaaac
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atcaccatca
ctatggtgaa
catctgggtt
ctcacgatac
gggtggctac
gtggaaacca
ggcagacatt
agatgcagtc
acggagecegg

tgatcatttt
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Artificial polynucleotide

gctgetgetg
ctcaaaaagt
cgtcacacgc
ctatccttgg
tcagcagtgg
tcggatctcc
ctcaacacat
tcatggatca
tagtaacctg
cctgttcectg

cctgaatgag
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Gln Trp Tyr

270

Ile Leu

285

Asp

Leu Ala

300

Asp

tggcacctac
atgtccccga
gcgagggcaa
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Ala Ala
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Asn Asn
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Glu Gln His
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Glu Leu Ile
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Val
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atggtcccct

gcccaccatc
accgtgcccc
acatgccgag
gtgtccctgt
taccagacat
atggagcata
cagagtcact
gtgaacaagg
cactccctgg
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gagcagcata
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Val
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Thr Phe

Val Leu

280
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Ser Arg
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gtaccctgct
atcaccatca
ctatggtgaa
catctgggtt
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gggtggctac
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ggcagacatt
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tctctgaaag
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Artificial polynucleotide

gctgectgetg
ctcaaaaagt
cgtcacacgc
ctatccttgg
tcagcagtgg
tcggatctcc
ctcaacacat
tcatggatca
tagtaacctg
cctgttcectg
cctgaatgag
cgagggectg
tatcaacaac

gcagtggtac
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Leu Thr Ser

Ile Phe Gln

235

Asn Ile

250

Asn

Asn Phe Leu

265

Phe Lys Asp

Gly Leu Tyr

Lys Ser

gctgctgcac
tacccctacg
tcagaagcta
aacattacac
ggcgacgtgc
cagggggage
cctgtgccat
ggcgatatca
tacatgagca
tttgatcacg
aacaatgtgc
acccagatct

atcgtggacc

gtggcegage
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Ser Ala
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tggcacctac
atgtccccga
gcgagggcaa
tgagttggag
tgccagatgg
aacagagatt
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ttaagctgct
tgtcaagctg
ccgctgagga
cagtccagct
ttcagaaagc

acgcaatcaa

agcacgagga
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tcagactcgg
ctacgccagg
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tttaaggaca ttctggataa aatcgaactg

gcagatcagt atgtcaaggg catcgcaaag
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aaaaaacccg ggatggtccc ctgtaccctg

<210>
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DNA

Artificial Sequence

Artificial polynucleotide

10

gttcgttcag cagcttaatg atatcgcctg
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<211>
<212>
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<220>
<223>

<400>
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11

ctggcagaca tttcatggat caggcgatat
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<211>
<212>
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<220>
<223>

<400>

12

43

DNA

Artificial Sequence

Artificial polynucleotide

12

attggcaatg agaat%acgg gctgtacctg

tcaaggaaat catga

ctgectgcetgce

atccatgaaa tgtctgccag

cattaagctg ctgaacgaac

aaaaaaggat cctcatgatt tccttgactt tgcgatgccc ttg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
222>
<223>

<400>

13
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DNA

Artificial Sequence

Artificial polynucleotide

misc_feature

(7)..(10)

nis a, c, g, or t

13

acctgennnn
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945

40

50

50
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>
gacnnnn

<210>
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<212>
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<220>
<223>

<220>
<221>
<222>
<223>

<400>

cctnnnn

<210>
<211>
<212>
<213>
<400>
Met Leu
1

Glu Met

Thr His

Glu Glu
50

Asn Val
65

Glu Gly

10

14
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DNA

Artificial Sequence

Artificial polynucleotide

misc_feature
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nis a, c, g, or t

14
ngt c

15

11

DNA

Artificial Sequence

Artificial polynucleotide

misc_feature

(4)..(8)

nis a, c, g, or t

15
nag g

16
167
PRT
Helicobacter pylori

16

Ser Lys Asp Ile Ile Lys Leu Leu Asn Glu Gln

Gln Ser Ser Asn Leu Tyr Met Ser Met Ser Ser
20 25

Ser Leu Asp Gly Ala Gly Leu Phe Leu Phe Asp
35 40 45

Tyr Glu His Ala Lys Lys Leu Ile Ile Phe Leu
55 60

Pro Val Gln Leu Thr Ser Ile Ser Ala Pro Glu
70 75

Leu Thr Gln Ile Phe Gln Lys Ala Tyr Glu His
85 90

Val

Trp

30

His

Asn

His

Glu

Asn

15

Cys

Ala

Glu

Lys

Gln
95

Lys

Tyr

Ala

Asn

Phe

80

His

11

11



Ile

Asp

Glu

Gly

145

Ile

Ser

His

Glu

130

Asn

Ala

<210>
<211>
<212>
<213>

<400>

Glu

Ala

115

Glu

Glu

Lys

17
167
PRT

Ser

100

Thr

Val

Asn

Ser

Ile

Phe

Leu

His

Arg
165

Helicobacter

17

Met Leu Ser

1

Glu

Thr

Glu

Asn

65

Glu

Ile

Asp

Glu

Gly

145

Ile

Met

His

Glu

50

Val

Gly

Ser

His

Glu

130

Asn

Ala

Asn

Ser

35

Tyr

Pro

Leu

Glu

Ala

115

Glu

Glu

Lys

Lys

Ser

20

Leu

Glu

Val

Thr

Ser

100

Thr

Val

Asn

Ser

Asp

Ser

Asp

His

Gln

Gln

85

Ile

Phe

Leu

His

Arg
165

Asn

Asn

Phe

Gly

150

Lys

Asn

Phe

Lys

135

Leu

Ser

pylori

Ile

Asn

Gly

Ala

Leu

70

Ile

Asn

Asn

Phe

Gly

150

Lys

Ile

Leu

Ala

Lys

55

Thr

Phe

Asn

Phe

Lys

135

Leu

Ser

Ile

Leu

120

Asp

Tyr

Lys

Tyr

Gly

Lys

Ser

Gln

Ile

Leu

120

Asp

Tyr

Val

105

Gln

Ile

Leu

Leu

Met

25

Leu

Leu

Ile

Lys

Val

105

Gln

Ile

Leu

Asp

Trp

Leu

Ala

Leu

10

Ser

Phe

Ile

Ser

Ala

90

Asp

Trp

Leu

Ala

His

Tyr

Asp

Asp
155

Asn

Met

Leu

Ile

Ala

75

Tyr

His

Tyr

Asp

Asp
155

Ala

Val

Lys

140

Gln

Glu

Ser

Phe

Phe

60

Pro

Glu

Ala

Val

Lys

140

Gln

e

Ala

125

Ile

Tyr

Gln

Ser

Asp

Leu

Glu

His

Ile

Ala

125

Ile

Tyr

Lys

110

Glu

Glu

Val

Val

Trp

30

His

Asn

His

Glu

Lys

110

Glu

Glu

Val

Ser

Gln

Leu

Lys

Asn

15

Cys

Ala

Glu

Lys

Gln

95

Ser

Gln

Leu

Lys

Lys

His

Ile

Gly
160

Lys

Tyr

Ala

Asn

Phe

80

His

Lys

His

Ile

Gly
160



<210> 18

<211> 429
<212> DNA
<213>

<220>
<223>

<400> 18
atggtcccct

gcctcaaaaa
caggtcacac
ttctatcctt
actcagcagt
actcggatct
cactcaacac
tttcattga

<210> 19

<211> 429
<212> DNA

<213>

<220>
<223>

<400> 19
atggtcccct

gcctcaaaaa
caggtcacac
ttctatcctt
actcagcagt
actcggatct
cactcaacac
tttcattga

<210> 20

<211> 142
<212> PRT

<213>

<220>
<223>

<400> 20

gtaccctgct
gttaccccta
gctcagaagc
ggaacattaa
ggggcgacgt
cccaggggea

atcctgtgcec

gtaccctgct
gttaccccta
gctcagaagc
ggaacattaa
ggggcgacgt
cccaggggea

atcctgtgcc

Artificial Sequence

Artificial polynucleotide

gctgectgetg
cgatgtcccc
tagcgagggc
cctgagttgg
gctgccagat
ggaacagaga

atctggcaag

Artificial Sequence

Artificial polynucleotide

gctgetgetg
cgatgtcccc
tagcgagggc
cctgagttgg
gctgccagat
ggaacagaga

atctggcaag

Artificial Sequence

Artificial polypeptide

gctgctgcac
gactacgcca
caaatcaccg
aggcaggacg
ggcaatggga
ttcacctgct

gtgectggtcc

gctgctgceac
gactacgcca
caaatcaccg
aggcaggacg
ggcaatggga
ttcacctgct

gtgctggtcc

12

tggcacctac
ggaccgtgcc
tgacatgccg
gggtgtccct
cctaccagac
atatggagca

tgcagagtca

tggcacctac
ggaccgtgcc
tgacatgccg
gggtgtccct
cctaccagac
atatggagca

tgcagagtca

tcagactcgg
ccctatggtg
agcatctggg
gtctcacgat
atgggtggct
tagtggacag

ctggcagaca

tcagactcgg
ccctatggtg
agcatctggg
gtctcacgat
atgggtggct
tagtggacag

ctggcagaca

Met Val Pro Cys Thr Leu Leu Leu Leu Leu Ala Ala Ala Leu Ala Pro

1

5

10

15

Thr Gln Thr Arg Ala Ser Lys Ser Tyr Pro Tyr Asp Val Pro Asp Tyr

60

120

180

240

300

360

420

429

60

120

180

240

300

360

420

429



Ala Arg

Glu Gly
50

Asn Ile
65

Thr Gln

Thr Trp

Cys Tyr

Gly Lys
130

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
222>
<223>

<400>
acctgen

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

gacnnnn

<210>
<211>

20

Thr Val Pro Pro Met Val
35 40

Gln Ile Thr Val Thr Cys
55

Asn Leu Ser Trp Arg Gln

Gln Trp Gly Asp Val Leu
85

Val Ala Thr Arg Ile Ser
100

Met Glu His Ser Gly Gln
115 120

Val Leu Val Leu Gln Ser
135

21

10

DNA

Artificial Sequence

Artificial polynucleotide
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nnn

22

11

DNA

Artificial Sequence

Artificial polynucleotide

misc_feature

(4)..(8)

nis a, c, g, or t
22
ngt c

23
40

25

Gln

Arg

Asp

Pro

Gln

105

His

His

Val

Ala

Gly

Asp

90

Gly

Ser

Trp

Thr

Ser

Val

75

Gly

Glu

Thr

Gln

Arg

Gly

60

Ser

Asn

Glu

His

Thr
140

13

Ser

45

Phe

Leu

Gly

Gln

Pro

125

Phe

30

Glu

Tyr

Ser

Thr

Arg

110

Val

His

Ala

Pro

His

Tyr

95

Phe

Pro

Ser

Trp

Asp

Gln

Thr

Ser

10

11



<212>
<213>

<220>
<223>

<400>
aaaaaaagat ctatggtccc ctgtaccctg ctgctgetgc

<210>
<211>
<212>
<213>

<220>
<223>

<400>
aaaaaagaat tctcaatgaa atgtctgcca gtgactctgc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

DNA

Artificial Sequence

Artificial polynucleotide

23

24
40
DNA

Artificial Sequence

Artificial polynucleotide

24

25
142
PRT

Artificial Sequence

Artificial polypeptide

25

Met Val Pro Cys

1

Thr

Ala

Glu

Asn

65

Thr

Thr

Cys

Gly

Gln

Arg

Gly

50

Ile

Gln

Trp

Tyr

Lys
130

<210>

Thr

Thr

35

Gln

Asn

Gln

Val

Met

115

Val

26

Arg

20

Val

Ile

Leu

Trp

Ala

100

Glu

Leu

Thr

Ala

Pro

Thr

Ser

Gly

85

Thr

His

Val

Leu

Ser

Pro

Val

Trp

Asp

Arg

Ser

Leu

Leu

Lys

Met

Thr

55

Arg

Val

Ile

Gly

Gln
135

Leu

Ser

Val

40

Cys

Gln

Leu

Ser

Gln

120

Ser

Leu

Tyr

25

Gln

Arg

Asp

Pro

Gln

105

His

His

Leu

10

Pro

Val

Ala

Gly

Asp

90

Gly

Ser

Trp

Ala

Tyr

Thr

Ser

Val

75

Gly

Glu

Thr

Gln

Ala

Asp

Arg

Gly

60

Ser

Asn

Glu

His

Thr
140

14

Ala

Val

Ser

45

Phe

Leu

Gly

Gln

Pro

125

Phe

Leu

Pro

30

Glu

Tyr

Ser

Thr

Arg

110

Val

His

Ala

15

Asp

Ala

Pro

His

Tyr

95

Phe

Pro

Pro

Tyr

Ser

Trp

Asp

Gln

Thr

Ser

40
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<211>
<212>
<213>

<220>
<223>

<400>

128
PRT

Artificial Sequence

Artificial polypeptide

26

Met Ala Pro

1

Val

Thr

Asp

Gln

65

Met

Cys

Asp

Asn

Ala

Leu

50

Gly

Ala

Ala

Phe

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala

Ala
35

Gln

Leu

Ser

Thr

Leu

115

27
125
PRT

Ala

Ile

20

Glu

Glu

Arg

His

Gln

100

Leu

Arg

Gln

Met

Pro

Gly

Tyr

85

Ile

Val

Ser

Glu

Asn

Thr

Ser

70

Lys

Ile

Ile

Pro

Ala

Glu

Cys

55

Leu

Gln

Thr

Pro

Artificial Sequence

Ser

Arg

Thr

40

Leu

Thr

His

Phe

Phe
120

Artificial polypeptide

27

Met Ala Pro

1

Val Glu Ala

Thr Leu Asn

35

Lys Leu Thr

50

Arg Gly Asn

65

Thr

Ile

20

Glu

Cys

Phe

Arg

Lys

Glu

Val

Thr

Ser

Glu

Val

Gln

Lys
70

Pro

Ala

Glu

Thr

55

Leu

Ile

Leu

Val

40

Arg

Lys

Pro

Arg

25

Val

Gln

Lys

Cys

Glu

105

Asp

Thr

Asn

25

Val

Leu

Gly

Ser

10

Leu

Glu

Thr

Leu

Pro

90

Ser

Cys

Val

10

Leu

Ser

Lys

Ala

Thr

Leu

Val

Arg

Lys

75

Pro

Phe

Trp

Thr

Leu

Asn

Ile

Leu
75

Gln

Asn

Ile

Leu

60

Gly

Thr

Lys

Glu

Arg

Asp

Glu

Phe

60

Asn

15

Pro

Leu

Ser

45

Glu

Pro

Pro

Glu

Pro
125

Pro

Asp

Phe

45

Glu

Met

Trp

Ser

30

Glu

Leu

Leu

Glu

Asn

110

Val

Trp

Met

30

Ser

Gln

Thr

Glu

15

Arg

Met

Tyr

Thr

Thr

95

Leu

Gln

Lys

Pro

Phe

Gly

Ala

His

Asp

Phe

Lys

Met

80

Ser

Lys

Glu

His

Val

Lys

Leu

Ser
80



16

Tyr Tyr Gln Thr Tyr Cys Pro Pro Thr Pro Glu Thr Asp Cys Glu Thr

85

90

95

Gln Val Thr Thr Tyr Ala Asp Phe Ile Asp Ser Leu Lys Thr Phe Leu

100

105

110

Thr Asp Ile Pro Phe Glu Cys Lys Lys Pro Val Gln Lys

115

<210>
<211>
<212>
<213>

28
781
DNA
Homo

<400> 28
acacagagag

gcactgtggc
gggagcatgt
ctgctgagat
cctgcctaca
tcaagggccc
aaacttcctg
ttctgcttgt
aggctggcca
catcttggag
gggccacact
aatcagtaat

catattccat

<210>
<211>
<212>
<213>

29

144
PRT
Homo
<400> 29

Met Trp Leu
1

Ser Ala Pro

Val Asn Ala
35

Thr Ala Ala

sapiens

aaaggctaaa
ctgcagcatc
gaatgccatc
gaatgaaaca
gacccgcctg
cttgaccatg
tgcaacccag
catccccttt
agecggggag
ggaccaaggg
gaccctgata
atttatatat

atttattcaa

sapiens
Gln

Ser

Ala
20

Arg
Ile

Gln

Glu Met

Leu Leu

Ser Pro

Glu Ala

Asn Glu

120

gttctctgga
tctgcacccg
caggaggccc
gtagaagtca
gagctgtaca
atggccagcc
attatcacct
gactgctggg
ctgctctctc
gtgggccaca

caggcatggc

ttatattttt

gatgttttac

Leu

Ser

40

ggatgtggct
cccgctcgec
ggecgtctect
tctcagaaat
agcagggcct
actacaagca
ttgaaagttt
agccagtcca
atgaaacaag
gccatggtgg
agaagaatgg
aaaatattta

cgtaataatt

Leu Gly Thr
10

Pro Ser Thr
25

Arg Arg Leu Leu

Thr vVal Glu Vval

125

gcagagcctg
cagccccagc
gaacctgagt
gtttgacctc
geggggeage
gcactgccct
caaagagaac
ggagtgagac
agctagaaac
gagtggcctg
gaatatttta
tttatttatt

attattaaaa

ctgctcttgg
acgcagccct
agagacactg
caggagccga
ctcaccaagc
ccaaccccgg
ctgaaggact
cggccagatg
tcaggatggt
gacctgccct
tactgacaga
tatttaagtt

atatgcttct

Val Ala Cys Ser Ile

15

Gln Pro Trp Glu His

30

Asn Leu Ser Arg Asp

45

Ile Ser Glu Met Phe

60

120

180

240

300

360

420

480

540

600

660

720

780

781



50

Asp Leu

Gln Gly

Met Ala

Cys Ala

Asp Phe
130

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gln Glu

Leu Arg

Ser His
100

Thr Gln
115

Leu Leu

30
20
DNA

Pro

Gly

85

Tyr

Ile

Val

Thr

70

Ser

Lys

Ile

Ile

55

Cys

Leu

Gln

Thr

Pro
135

Artificial Sequence

Artificial polynucleotide

30

tccatgacgt tcctgacgtt

Leu

Thr

His

Phe

120

Phe

Gln

Lys

Cys

105

Glu

Asp

Thr

Leu

90

Pro

Ser

Cys

Arg

Lys

Pro

Phe

Trp

60

Leu

Gly

Thr

Lys

Glu
140

17

Glu

Pro

Pro

Glu

125

Pro

Leu

Leu

Glu

110

Asn

Val

Tyr

Thr

95

Thr

Leu

Gln

Lys

Met

Ser

Lys

Glu

20





