Drawings

pUCS57-kana-T1/T2 Terminator - Test plasmid

3405 bp

Figure 1
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pUC57-kana-T1/T2 Terminator -

With Lac promoter functional region
3623 bp

Figure 6
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Plasmid 3
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Figure 18 (Continued)
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Figure 19

Figure 20
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Figure 21
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