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first nucleic acid sequence to aggkippigsrsequence to forma linked nucleic
acid, in which the linker sequence conprises: (i) a first recognition site
for a first nucleic acid cleavage enzyne t hat alloms cl eavage of the first

nucl ei ¢ aci q,SegaUe gri,}:ézggltlon site,
and (ii) a se¢ ol | eavage

enzyme tdm&bmm !m rmﬁmmmw op mAMémmEs Iusmt;he second

recognitfron_site, sald cleavage site ocate al _a position within or about
the first SEQUE NALYSIS OF GENE ON(TERNMEVAL 57 as the
structure: 5 - second recogn|t|on site - flrst recognltion site - first

nucleic acid - 3 (c) cleaving the |linked nucleic acid with the first
nucl ei c aci dWel deseritpen mothydref genepatiny iadiatabase camlp'riﬂihgd ﬁlwgli@mfmdoﬁdsng t he

i nker ﬂuenc i nked to . a nuclg | de seguence presentatjve of the

first nﬁ"t“l dpeord corpprising Whindication wheshes a; gepe, eép'feé?afh "‘6‘6‘?“? fllithter eof : and

(ii) a ﬁﬁ%ﬁ%oﬂiﬁﬁkiﬁg%te?@oﬁ @)9 &ﬁm@mwa@&mdaserqﬁemlenéﬁmnmgtm@n of the
~first nucleic acid det ec e presence, sequence or entity of the

| i nked ffizsy nwlencweldm@qme@g@ tajen b@l@mémnqeatg form p fliskedipucieic peidi inawhign of an
t [ ] f th
bgf} eagg ﬁleoﬂnrkgxg%ﬁg&f&gr ﬁﬁgh%gt ggggxési t&Q gﬂ?rgglgc 305 R R ac‘r:“cf(aéavﬁéé on of the

enzyme that allows cleavage of the first nucleic acid sequence at a site distant from the

first recognition site, and (ii) a second recognition site for a second nucleic acid cleavage
enzyme that allows nucleic acid cleavage at a site distant from the second recognition
site, said cleavage site located at a position within or about the first recognition site; in
which the linked nucleic acid has the structure: 5’ — second recognition site — first
recognition site — first nucleic acid — 3’ (c) cleaving the linked nucleic acid with the first
nucleic acid cleavage enzyme to provide (i) a linked tag comprising the linker sequence

linked to a nucleotide sequence tag representative of the first nucleic acid sequence and

comprising a terminal portion thereof: and (ii) a second nucleic acid sequence comprising
a remainder portion of the first nucleic acid; (d) detecting the presence, sequence or
identity of the linked tag or the nucleotide sequence tag to provide an indication of an
instance of gene expression; and storing an indication of expression of the gene as a

record in the database.
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