
sequence listing ascii.txt 
SEQUENCE LISTING 

<110> Apt, Kirk 
Pfeifer III, Joseph W. 
Hansen, Jon Milton 
Behrens, Paul Warren 
Zirkle, Ross 
Stahl, Tracey Lynn 

<120> Thraustochytrids, Fatty Acid Compositions, and Methods of 
Making and uses Thereof 

<130> 2715.003P000 

<140> To be assigned 
<141> Herewith 

<160> 5 

<170> Patentin version 3.3 

<210> 1 
<211> 1713 
<212> DNA 
<213> Schizochytrium sp. 

<400> 1 

	

acctggttga tcctgccagc tgtcatttgc tcgtctaaaa gattaagcca tgcatgtcta 	60 

	

agtataaaca aattatacgg tgaaactgcg aacggctcat tatatcagtt atagtttctt 	120 

	

tgatagtgta tttctatatc tatttggata actgtggcaa ttctagagct aacacatgct 	180 

	

ttcgagtggg actttttggt accactgcat ttattagatt ttgaagccaa cgtaaaattg 	240 

	

gtgattcatg ataactttgc gaatcgcagt agcgtcttgt acgcggcgat gaatcattca 	300 

	

agtttctgcc ccatcagctg tcgatggtac ggtattggcc taccatggct ttcacgggtg 	360 

	

acggagaatt agggtttgat tccggagagg acgcttgaga gacggcgacc acatccaagg 	420 

	

aaggcagcag gcgcgtaaat tacccaatgg ggactccccg aggtagtgac aagaaataaa 	480 

	

aatgaggagc gctttgcgtt tttcaatttg aatgagagaa tcgtacaatc ctcatcgagg 	540 

	

atcaattgga gggcaagtct ggtgccagca gccgcggtaa ctccagctcc aatagcaaat 	600 

	

attagagttg ttgcagttaa aaagctcgta gttgaatttc cgatagtctt tggccgtgtc 	660 

	

cttggtctcg tatcatgggt ttattgtgcc aagatgatcg tcctctatgg ttagtgatag 	720 

	

tcatagtcgt ttactgtaaa aaaactggag tgtttaaagc atttctttgg gaaaggtaca 	780 

	

tattagtata ggataattag ataggacctg tgattcttat ttggttggtt tgtgagtcat 	840 

	

ggtaatgatt aatagggaca atcgggggta ttcgaattta attgtcagag gtgaaattct 	900 

	

tggatttaag aaagtcgaac tactgcgaag gcatttacca aggatgtttt cattaataaa 	960 

	

gaacgaaagt taggggatcg aagatgatta gataccatcg tagtcttaac tgtaaactat 	1020 

	

gccgacttgc gattgtccgt cgttgttttt tcaaaaaaga gacctgggca gcagcacatg 	1080 

agaaatcaaa gtttttgggt tccgggggga gtatggtcgc aaggctgaaa cttaaaggaa 1140 

	

ttgacggaag ggcaccacca ggagtggagc ctgcggctta attcgactca acacgggaaa 	1200 

	

acttaccagg tccagacata gtaaggattg acagattgag agctctttct tgattctatg 	1260 
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Z abuci 

ST 
	

OT 
	

S 	I 
dal usv Jgd. LPA DLI ALD s !-I nLD @LI clad JAI ski nab JLII nal LPA 

E <00t> 

-ds wrqa1ALIDozNDS <ETZ> 
Dm <ZTZ> 
T6Z <TIP-
E <OTZ> 

VZ6 
	

PP06 PDDalDDEDD 1.00601005 

006 
	

6aDDTeDDI.D 66D66D1P66 1.6166010Pa eeP06D6P63 00000bD601 66166PP0aP 

OVS 
	

6UPSZEDDPD 0IODD6D651. 0P31.61.661P 6P66pp6p66 1006060600 631p0665p6 

08L 
	DP16ZEDDPD 01.0661.6600 a6auD1601E. 0PP0060P1.5 1.00,266pp06 00IT1P6D16 

OZL 
	DP6D6a6PP6 1PDIX6DP6P D01.1.61e00p 6p60p05160 660060066p 66ye06601p 

099 
	01.1.601.6006 EDD11DaD6l 66,26000061. D6D0a106D6 p6DpE06601 p60p01p61.6 

009 
	Depp66DE66 0061.06.260,2 1D6p6pp6E5 61_3601.6D16 01.6p600600 660p6.2p61.p 

OtS 
	

6p66.2DDE63 laDE6D1D6D 66a60pa06a 61D6ET5-266 PP01E0P6D6 D6Z6DaPPP6 

0817 
	0606.260060 0,260.260.201 1.5D1.Dv1.666 06Dbp660p6 10D1P6PP61 U61P0Pa0P6 

OZt 
	00.261.00.260 600561.D661. DDP6D1ED6D 61.061.66060 E0E0331D60 6D D666,26 

09E 
	DP1DaEDDD6 1.600P0P060 pD163661.p6 p66601.1p60 106a600606 6D0e00PD60 

00E 
	066601.1.060 pa61.DDDI.61. D61.50D66ED 0IXOPP016D Eq61PD3660 D616DEp01.1. 

OtZ 
	DDP6P6D115 TeD1726p000 p61.p06D6p6 0630,2.25066 PEDDDDPPDa 00000066U6 

081 
	0DPDI.D6105 16DDDDPD6P 66,26000606 61.606061.06 P6DPP0P1.01 aDDEDPDTED 

OZT 
	

661.01P6PP6 P661P0P60P 6661.DPE0DP 616DIX066D P06P601T60 00P16PE01.0 

09 
	

6DP61.D6161. 661.6D6PPD6 P6P0E066P6 0.2666b 60 Pa006aP66P PETDDP6D1P 
Z <0017> 

ds wnplApozNDS <ETZ> 
YNG <ZTZ> 
17Z6 <TTZ> 
Z <OTZ> 

TE6 631.101PPE6 1.P00I_66DP P611P5D0P1 

D6DDPDPDP1 611.10D0610 D01.60p11p6 1.1.,2061.1.06,2 01.E016pp06 

aapp66p60p ppplDappla pllppD61.11 1.1,26,210666 61p5160161 

a0appa1661 pp66p6p6DD .11.13p1.1p1 apa0l01.1.D6 11.1106p661. 

PDPED11P6P DP61P1DU1D 606060,2060 0666101161 P6P1000061. 

DPEITPD56P 61116'2E65P p6500p1116 66Daalpya 66p6p11p11 

p5151.e1p6.2 61611T1PD6 1.6516P1EPP 10P1006E01 00P6P60PP6 

PP1166101.6 1aaP61.6P66 166116P110 1.16DD661E0 6166166166 

lxa.H_Dsp bupsq aDuanbas 

ETZT 

0891 DDUD5Da6DD 

OZ9T DPPPa6U1DD 

09ST 
	0a61.PPP1Da 

00ST SUZ66DDILP 

017171 
	Pea6aD166E 

HET D6D1PPEPED 

OUT 
	0.2,21160011 



sequence listing ascii.txt 
Asp Asp Met Glu Lys Ile Trp His His Thr Phe Tyr Asn Glu Leu Arg 

	

20 	 25 	 30 

Val Ala Pro Glu Glu His Pro Val Leu Leu Thr Glu Ala Pro Leu Asn 

	

35 	 40 	 45 

Pro Lys Ala Asn Arg Glu Arg Met Thr Gin Ile Met Phe Glu Thr Phe 

	

50 	 55 	 60 

Asn Val Pro Ala Met Tyr val Asn Ile Gin Ala val Leu Ser Leu Tyr 

	

65 	 70 	 75 	 80 

Ala Ser Gly Arg Thr Thr Gly Ala Val Leu Asp Ser Gly Asp Gly Val 

	

85 	 90 	 95 

Thr His Thr Val Pro Ile Tyr Glu Gly Tyr Ala Leu Pro His Ala Val 
100 	 105 	 110 

Leu Arg Ile Asp Leu Ala Gly Arg Asp Leu Thr Asp Tyr Met Met Lys 

	

115 	 120 	 125 

Ile Leu Thr Glu Arg Gly Tyr Ser Phe Thr Thr Thr Ala Glu Arg Glu 

	

130 	 135 	 140 

Ile Val Arg Asp Ile Lys Glu Lys Leu Cys Tyr Val Ala Leu Asp Phe 

	

145 	 150 	 155 	 160 

Asp Gln Glu Met Lys Thr Ala Ala Glu Ser Ser Ser Leu Glu Lys Ser 

	

165 	 170 	 175 

Tyr Glu Leu Pro Asp Gly Asn val Ile Thr Ile Gly Asn Glu Arg Phe 

	

180 	 185 	 190 

Arg Cys Pro Glu val Leu Phe Gln Pro Ser Phe Ile Gly Lys Glu Ala 

	

195 	 200 	 205 

Ala Gly Val His Glu Thr Met Phe Gln Thr Ile Met Lys Cys Asp Val 

	

210 	 215 	 220 

Asp Ile Arg Lys Asp Leu Tyr Ala Asn Ile Val met Ser Gly Gly Ser 

	

225 	 230 	 235 	 240 

Thr Met Tyr Glu Gly Ile Ala Ala Arg Leu Glu Lys Glu Met Val Ser 

	

245 	 250 	 255 

Leu Ala Pro Ser Thr Met Lys Ile Lys Val val Ala Pro Pro Glu Arg 

	

260 	 265 	 270 

Lys Tyr Ser val Trp Ile Gly Gly Ser Ile Leu Ala Ser Leu Ser Thr 

	

275 	 280 	 285 
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Phe Gln Gln 
290 

sequence listing ascii.txt 

<210> 4 
<211> 918 
<212> DNA 
<213> Schizochytrium sp. 

<400> 4 

	

gatctgcagc tggagcgcat caacgtgtac ttcaacgagg ccacgggcgg ccgctacgtg 	60 

	

ccgcgcgcca tcctcatgga cctggagccc ggtacgatgg actctgtccg cgccggcccc 	120 

	

tttggccagc tcttccgccc agacaacttc gtcttcgggc agacgggcgc cggtaacaac 	180 

	

tgggccaagg gccactacac tgagggcgcg gagcttatcg actcggtgct cgacgtggtg 	240 

	

cgcaaggagg cagagtcgtg cgactgcctg cagggcttcc agatcaccca ctcgctcggc 	300 

	

ggcggcacgg gctccggtat gggcacgctt ctcatcagca agatccgcga ggagtacccc 	360 

	

gaccgcatca tgctgacctt ctccatcgtg ccctcgccca aggtgtcgga caccgtcgtg 	420 

	

gagccctaca acgcgacgct ctcggtgcac cagctcgtgg agaacgccga cgaggtcatg 	480 

	

gtcctcgaca acgaggcgct gtacgacatc tgcttccgca ccttgaagct caccacgccc 	540 

	

acctacggcg acctcaacca cctcgtgtgc gccgccatga gcgggtgcac gtgctgcctg 	600 

	

cgcttcccgg gccagctcaa ctcggacctg cgcaagctgg ccgtcaacct ggtgcccttt 	660 

	

ccgcgcctcc acttcttcat gatcggcttc tcgcccctca cctcgcgtgg ctcgcagcag 	720 

	

taccgcgccc tgaccgttcc ggagctcacg cagcaggcgt ttgacgctaa gaacatgatg 	780 

	

tgcgccgccg acccgcgcca cggccgctac ctgacggcga cgacgctctt ccgcgggcgc 	840 

	

atgtcgacca aggaggtgga cgagcagatg ctcaacatcc agaacaagaa ctcgtcgtac 	900 

tttgtcgagt ggatcccc 	 918 

<210> 5 
<211> 307 
<212> PRT 
<213> Schizochytrium sp. 

<400> 5 

Asp Asp Leu Gln Leu Glu Arg Ile Asn val Tyr Phe Asn Glu Ala Thr 
1 	 5 	 10 	 15 

Gly Gly Arg Tyr val Pro Arg Ala Ile Leu Met Asp Leu Glu Pro Gly 
20 	 25 	 30 

Thr Met Asp Ser val Arg Ala Gly Pro Phe Gly Gln Leu Phe Arg Pro 
35 	 40 	 45 

Asp Asn Phe Val Phe Gly Gln Thr Gly Ala Gly Asn Asn Trp Ala Lys 
50 	 55 	 60 

Gly His Tyr Thr Glu Gly Ala Glu Leu Ile Asp Ser Val Leu Asp val 
65 	 70 	 75 	 80 
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sequence listing ascii.txt 

val Arg Lys Glu Ala Glu Ser Cys Asp Cys Leu Gln Gly Phe Gln Ile 

	

85 	 90 	 95 

Thr His Ser Leu Gly Gly Gly Thr Gly Ser Gly Met Gly Thr Leu Leu 
100 	 105 	 110 

Ile Ser Lys Ile Arg Glu Glu Tyr Pro Asp Arg Ile Met Leu Thr Phe 
115 	 120 	 125 

Ser Ile Val Pro Ser Pro Lys Val Ser Asp Thr Val Val Glu Pro Tyr 
130 	 135 	 140 

Asn Ala Thr Leu Ser Val His Gln Leu Val Glu Asn Ala Asp Glu Val 
145 	 150 	 155 	 160 

Met Val Leu Asp Asn Glu Ala Leu Tyr Asp Ile Cys Phe Arg Thr Leu 

	

165 	 170 	 175 

Lys Leu Thr Thr Pro Thr Tyr Gly Asp Leu Asn His Leu val Cys Ala 
180 	 185 	 190 

Ala Met Ser Gly Cys Thr Cys Cys Leu Arg Phe Pro Gly Gln Leu Asn 
195 	 200 	 205 

Ser Asp Leu Arg Lys Leu Ala Val Asn Leu Val Pro Phe Pro Arg Leu 
210 	 215 	 220 

His Phe Phe met Ile Gly Phe Ser Pro Leu Thr Ser Arg Gly Ser Gln 
225 	 230 	 235 	 240 

Gln Tyr Arg Ala Leu Thr Val Pro Glu Leu Thr Gln Gln Ala Phe Asp 

	

245 	 250 	 255 

Ala Lys Asn Met Met Cys Ala Ala Asp Pro Arg His Gly Arg Tyr Leu 
260 	 265 	 270 

Thr Ala Thr Thr Leu Phe Arg Gly Arg Met Ser Thr Lys Glu Val Asp 
275 	 280 	 285 

Glu Gin Met Leu Asn Ile Gln Asn Lys Asn Ser Ser Tyr Phe val Glu 
290 	 295 	 300 

Trp Ile Pro 
305 


