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Artificial Sequence

antibacterial composition

1

Met Ala Lys Thr

1

Lys

Asp

Tyr

Leu

65

Lys

Gly

Pro

Tyr

50

Thr

Gln

Thr Val
20

Ser Phe

35

His Ala

Asp Asn

Ser Tyr

Gln

Asp

Gly

Gln

Lys

Gly
85

Ala

Ser

Val

Cys

Val

70

Thr

Glu

Pro

Met

Gln

55

Arg

Gly

Ile

Tyr

Glu

40

Asp

Thr

Phe

Asn

Arg

25

Ala

Leu

Trp

Lys

Lys

10

Ile

Gly

Ile

Gly

Ile
90

Arg

Lys

Ala

Thr

Asn

75

His

Leu

Lys

Ile

Asp

60

Ala

Glu
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Asp

Ala

Asp

45

Tyr

Lys

Asn

Ala

Thr

30

Ala

Val

Asp

Lys

Tyr

15

Ser

Asp

Leu

Gln

Pro
95

Ala

Tyr

Gly

Trp

Ile

80

Ser



Thr

Gln

Thr

Pro

145

Ile

Ser

Ser

Glu

Tyr

225

Ile

Ala

Ser

Val

Gln

Phe

130

Thr

Pro

Ala

Lys

Gly

210

Glu

Ala

Lys

Gly

Pro

Trp

115

Thr

Lys

Val

Ser

Asn

195

Met

Asn

His

Asn

Asn
275

Lys

100

Ile

Arg

Lys

180

His

Val

Ser

Tyr

Gln
260

Phe

Lys

His

Leu

Val

Ala

165

Thr

Ile

Ile

Leu

Tyr

245

Ile

Arg

Gly

Ile

Glu

Asp

150

Gly

Pro

Asn

His

Ala

230

Gly

Ala

Phe

Trp

Gly

Gln

135

Asn

Thr

Ala

Tyr

Asn

215

Asn

Ser

Trp

Ala
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Ile Ala Val Phe Thr Ser Gly Ser

Ile

120

Asn

Tyr

Thr

Pro

Thr

200

Asp

Ala

Glu

His

Gly
280

105

Val

Trp

Tyr

Val

Lys

185

Met

Ala

Gly

Gly

Thr

265

Ile

Tyr

Asn

Gly

Lys

170

Lys

Asp

Gly

Tyr

Tyr

250

Gly

Glu

Asp

Gly

Leu

155

Lys

Lys

Lys

Arg

Ala

235

Val

Asp

Val

Gly

Tyr

140

Thr

Glu

Ala

Arg

Ser

220

Arg

Trp

Gly

Cys
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Gly

125

Ala

His

Thr

Thr

Gly

205

Ser

Tyr

Glu

Thr

Gln
285

110

Asn

Asn

Phe

Ala

Leu

190

Lys

Gly

Ala

Ala

Gly

270

Ser

Thr

Lys

Ile

Lys

175

Lys

Lys

Gln

Asn

Ile

255

Ala

Met

Tyr

Ser

Lys

Glu

160

Lys

Val

Pro

Gln

Gly

240

Asp

Asn

Ser



Ala

Thr

305

Val

Met

Gln

Asn

Lys

385

Trp

Phe

Leu

Tyr

Ala
465

Ser

290

Ala

Arg

Val

Ala

Tyr

370

Thr

Lys

Val

Asn

Asp

450

Tyr

Asp

Glu

Leu

Leu

Ile

355

Met

Ser

Lys

Asn

Ala

435

Glu

Asn

Ala

Lys

His

His

340

Met

Asp

Ser

Asn

Gly

420

Pro

Val

Gly

Gln

Phe

Met

325

Thr

Asn

Lys

Ala

Gln

405

Asn

Val

Cys

Asn

Phe

Lys

310

Glu

Gly

Lys

Gly

Ser

390

Gln

Gly

Ile

Arg
470

Leu

295

Glu

Phe

Phe

Leu

Thr

375

Thr

Gly

Pro

Gly

Gln

455

Val
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Lys Asn Glu Gln Ala Val Phe

Trp

Val

Asn

Lys

360

Ser

Pro

Thr

Ile

Asn

440

Ala

Tyr

Gly

Pro

Pro

345

Asp

Ser

Ala

Trp

Val

425

Leu

Gly

Cys

Leu

Thr

330

Val

Ser

Thr

Tyr

410

Thr

Pro

His

Pro

300

Thr Pro
315

Ala Cys

Thr Gln

Phe Ile

Thr Val
380

Arg Pro
395

Lys Pro

Arg Ile

Ala Gly

Ile Trp

460

Val Arg
475
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Asn

Pro

Gly

Lys

365

Val

Val

Glu

Gly

Ala

445

Ile

Thr

Arg

His

Arg

350

Gln

Lys

Thr

Asn

Ser

430

Thr

Gly

Cys

Gln

Lys

Arg

335

Pro

Ile

Asp

Gly

Ala

415

Pro

Ile

Tyr

Gln

Phe

Thr

320

Ser

Ser

Lys

Gly

Ser

400

Thr

Phe

Val

Asn

Gly
480
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Val Pro Pro Asn His Ile Pro Gly Val Ala Trp Gly Val Phe Lys
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<212>
<213>
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<223>

<400>

2

494

p

RT

485

Artificial Sequence

antibacterial composition

2

Ala Lys Thr

1

Gly

Pro

Tyr

Thr

65

Gln

Val

Gln

Phe

Thr

Ser

His

50

Asp

Ser

Pro

Trp

Thr

Val

Phe

35

Ala

Asn

Tyr

Lys

Gly

115

Ile

Gln

Asp

20

Gly

Gln

Lys

Gly

Lys

100

His

Leu

Ala

Ser

Val

Cys

Val

Thr

85

Gly

Ile

Glu

Glu

Pro

Met

Gln

Arg

70

Gly

Trp

Gly

Gln

Ile

Tyr

Glu

Asp

55

Thr

Phe

Ile

Ile

Asn

Asn

Arg

Ala

40

Leu

Trp

Lys

Ala

Val

120

Trp

Lys

Ile

25

Gly

Ile

Gly

Ile

Val

105

Tyr

Asn

490

Arg

10

Lys

Ala

Thr

Asn

His

90

Phe

Asp

Leu

Lys

Ile

Asp

Ala

75

Glu

Thr

Gly

Asp

Ala

Asp

Tyr

60

Lys

Asn

Ser

Gly

Gly Tyr Ala
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Ala

Thr

Ala

45

Val

Asp

Lys

Gly

Asn

125

Asn

Tyr

Ser

30

Asp

Leu

Gln

Pro

Ser

110

Thr

Lys

495

Ala

15

Tyr

Gly

Trp

Ile

Ser

95

Tyr

Ser

Lys

Lys

Asp

Tyr

Leu

Lys

80

Thr

Gln

Thr

Pro



Thr

145

Pro

Ala

Lys

Gly

Glu

225

Ala

Lys

Gly

Ser

Ala

305

Arg

130

Lys

Val

Ser

Asn

Met

210

Asn

His

Asn

Asn

Asp

290

Glu

Leu

Arg

Lys

Lys

His

195

Val

Ser

Tyr

Gln

Phe

275

Ala

Lys

His

Val

Ala

Thr

180

Ile

Ile

Leu

Tyr

Ile

260

Gln

Phe

Met

Asp

Gly

165

Pro

Asn

His

Ala

Gly

245

Ala

Phe

Phe

Lys

Glu

Asn

150

Thr

Ala

Tyr

Asn

Asn

230

Ser

Trp

Ala

Leu

Glu

310

Phe

135

Tyr

Thr

Pro

Thr

Asp

215

Ala

Glu

His

Gly

Lys

295

Trp

Val
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Tyr

Val

Lys

Met

200

Ala

Gly

Gly

Thr

Ile

280

Asn

Gly

Pro

Gly

Lys

Lys

185

Asp

Gly

Tyr

Tyr

Gly

265

Glu

Glu

Leu

Thr

Leu

Lys

170

Lys

Lys

Arg

Ala

Val

250

Asp

Val

Gln

Thr

Thr

155

Glu

Ala

Arg

Ser

Arg

235

Trp

Gly

Cys

Ala

Pro
315

140

His

Thr

Thr

Gly

Ser

220

Tyr

Glu

Thr

Gln

Val

300

Asn

Ala Cys Pro
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Phe

Ala

Leu

Lys

205

Gly

Ala

Ala

Gly

Ser

285

Phe

Arg

His

Ile

Lys

Lys

190

Lys

Gln

Asn

Ile

Ala

270

Met

Gln

Lys

Arg

Glu

Lys

175

Val

Pro

Gln

Gly

Asp

255

Asn

Ser

Phe

Thr

Ser

Ile

160

Ser

Ser

Glu

Tyr

Ile

240

Ala

Ser

Ala

Thr

Val

320

Met



Val

Ala

Tyr

Thr

385

Lys

Val

Asn

Asp

Tyr

465

Pro

Leu

Ile

Met

370

Ser

Lys

Asn

Ala

Glu

450

Asn

Pro

<210>
<211>
<212>
<213>

His

Met

355

Asp

Ser

Asn

Gly

Pro

435

Val

Gly

Asn

3
1488
DNA

Thr

340

Asn

Lys

Ala

Gln

Asn

420

Val

Cys

Asn

His

325

Gly

Lys

Gly

Ser

Tyr

405

Gln

Gly

Ile

Arg

Ile
485

Phe

Leu

Thr

Thr

390

Gly

Pro

Gly

Gln

Val

470

Pro

Asn

Lys

Ser

375

Pro

Thr

Ile

Asn

Ala

455

Tyr

Gly

Artificial Sequence
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Pro

Asp

360

Ser

Ala

Trp

Val

Leu

440

Gly

Cys

Val

Val

345

Tyr

Ser

Thr

Tyr

Thr

425

Pro

His

Pro

Ala

330

Thr

Phe

Thr

Arg

Lys

410

Arg

Ala

Ile

Val

Trp
490

Gln

Ile

Val

Pro

395

Pro

Ile

Gly

Trp

Arg

475

Gly

Gly Arg Pro

Lys

Val

380

Val

Glu

Gly

Ala

Ile

460

Thr

Val
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Gln

365

Lys

Thr

Asn

Ser

Thr

445

Gly

Cys

Phe

350

Ile

Asp

Gly

Ala

Pro

430

Ile

Tyr

Gln

Lys

335

Ser

Lys

Gly

Ser

Thr

415

Phe

Val

Asn

Gly

Gln

Asn

Lys

Trp

400

Phe

Leu

Tyr

Ala

Val
480



<220>
<223>

<400> 3
atggctaaga

gacagtcctt
gcaggagcaa
tatgtattat
aaacaaagtt
aaaggatgga
gtatatgatg
gctaataaaa
atacctgtaa
acacctgcac
atggataaac
tcagggcaac
attgctcatt
attgcttggc
attgaagtct
gtattccaat
gtaagattgc
acaggattta
gattatttca
gttaaagacg
tggaaaaaga

aaccaaccta

ctcaagcaga
atagaattaa
ttgacgcaga
ggttaacaga
atggtactgg
ttgctgtatt
gaggtaatac
aacctacaaa
aagcaggaac
ctaaaaagaa
gtggtaagaa
aatacgagaa
actatggctc
acacaggaga
gtcaatcaat
ttactgcaga
atatggaatt
atccagtaac
ttaaacaaat
gtaaaacaag
accagtacgg

tagtaactag
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antibacterial composition

aataaataaa
aaaagctaca
tggttactat
taataaagtt
atttaaaata
tacatccggt
ttctacattt
acgtgtagat
tactgttaaa
agcaacacta
acctgaagga
ttcattagct
tgaaggttat
tggaacagga
gagtgctagt
gaaatttaaa
tgttccaaca
acaaggaaga
taaaaactac
tagcgcaagt
aacttggtac

aataggttct

cgtttagacg
agctatgacc
catgcacagt
agaacttggg
catgaaaata
agttatcagc
actattttag
aattattacg
aaagaaacag
aaagtttcta
atggtaatac
aacgcaggtt
gtatgggaag
gcaaactcag
gatgctcaat
gaatggggtc
gcttgtcctc
ccatctcaag
atggataaag
acaccggcaa
aaaccggaaa

ccattcttaa

cttatgcaaa
catcgtttgg
gccaagactt
gtaatgctaa
aaccttctac
aatggggtca
agcaaaactg
gattaactca
ctaagaaaag
agaaccatat
acaacgatgc
atgctagata
caatagatgc
gtaactttag
tccttaaaaa
ttactcctaa
atcgttctat
caataatgaa
gaacttcaag
ctagaccagt
atgcaacatt

atgctccagt
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aggtacagta
tgtaatggaa
aattactgat
agaccaaatc
agtacctaaa
cataggtatt
gaacggttac
ttttattgag
tgcaagtaaa
taactataca
aggtcgttct
tgctaatggt
taagaatcaa
atttgcaggt
cgaacaagca
tcgtaaaact
ggttcttcat
taaactaaaa
ttctacagta
aacaggctct

tgttaatggt

aggaggtaac

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320
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ttaccggcag gagctacaat tgtatatgac gaagtttgta tccaagcagg tcacatttgg 1380
ataggttaca atgcttacaa tggtaacaga gtatattgcc ctgttagaac ttgtcaagga 1440
gttccaccta atcatatacc tggggttgcc tggggagtat tcaaatag 1488
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