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FIG. 3A (cont'd)
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FIG. 3B (cont'd)
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FIG. 4A (cont'd)
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FIG. 4B (cont'd)
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FIG. BA (cont'd)
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FIG. BA (cont'd)

2 pmoles
150 - GFP+
] 871

100+
e
=
3
| 50-_

0-

0 10% 105 108 107
FL1-H :: FITC-H
4 pmoles

200

GFP+ ]
150 - 89.9 s

I |
8100;
501
0- , -
0 104 105 108 107

FL1-H :: FITC-H

SUBSTITUTE SHEET (RULE 26)



% GFP+ CELLS

WO 2022/182976

99

3
“

S0

e

85 g An o
Pt TR i TR o SR s

i
o3

$oit
£

o

SE+5

L
o 4 E 2
(5] 553 445

n GEFE Intensity (FLI-H)
ﬂé’h
4]
4
7t

e oo
R
A
IS

Bhpriin

e
4%,,
i

15/60

FIG. 6B
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FIG. 8A (cont'd)
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FIG. 8A (cont'd)
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FIG. 8A (cont'd)
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FIG. 8B (cont'd)
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FIG. 8B (cont'd)
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FIG. 8B (cont'd)

16
14
12 e
o
= 10
Rudd
u ‘E“
g: 8 \ ....................................... .........................................
e ! i
o
3.5 |
4
0

NOUTR KOZAK 5' 3 Kozak+3" 5+3'

SUBSTITUTE SHEET (RULE 26)



WO 2022/182976 PCT/US2022/017880

27/60
FIG. 9A
No UTR
“ GFP+
300 -
. 250
200 -
= 4
=
Q
Q .
100 -
L SR AV P aa
FL1-H . FITC-H
Kozak
] GFP+
200 ~ , 523
H
_ 150+
. 150~
D -
o J
Q
100
50 =
L)
0. /

SN O SRS S S A LA S
104 108 108 W07
FL1-H  FITC-H

SUBSTITUTE SHEET (RULE 26)



WO 2022/182976 PCT/US2022/017880
28/60

FIG. 9A (cont'd)
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FIG. 9A (cont'd)
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FIG. 9B (cont'd)
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FIG. 9B (cont'd)
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FIG. 10A (contd)
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FIG. 10A (contd)
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FIG. 10B (contd)
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FIG. 10B (contd)
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FIG. 11A (contd)
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FIG. 11A (contd)
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FIG. 11A (contd)
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FIG. 11B (contd)
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FIG. 11B (contd)
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FIG. 11B (contd)
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FIG. 12B
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FIG. 14
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FIG. 14 (contd)
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FIG. 14 (contd)
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FIG. 14 (contd)
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FIG. 14 (contd)
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GGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCE
ACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTG
AAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTG
ACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTC
AAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGC
AACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGA
GCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACA
ACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGA
ACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGC
AGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACC
CAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTC
GTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTAATGCATACCTCTA
ACGGTCTTGAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA (SEQ ID
NO: 55)

EGFP
GGGAGACAUACUCAGCCACCAUGGUGAGCAAGGGCGAGGAGCUGUUCACCGGGGUGGU
GCCCAUCCUGGUCGAGCUGGACGGCGACGUAAACGGCCACAAGUUCAGCGUGUCCGGC
GAGGGCGAGGGCGAUGCCACCUACGGCAAGCUGACCCUGAAGUUCAUCUGCACCACCG
GCAAGCUGCCCGUGCCCUGGCCCACCCUCGUGACCACCCUGACCUACGGCGUGCAGUG
CUUCAGCCGCUACCCCGACCACAUGAAGCAGCACGACUUCUUCAAGUCCGCCAUGCCCG
AAGGCUACGUCCAGGAGCGCACCAUCUUCUUCAAGGACGACGGCAACUACAAGACCCGC
GCCGAGGUGAAGUUCGAGGGCGACACCCUGGUGAACCGCAUCGAGCUGAAGGGCAUCG
ACUUCAAGGAGGACGGCAACAUCCUGGGGCACAAGCUGGAGUACAACUACAACAGCCAC
AACGUCUAUAUCAUGGCCGACAAGCAGAAGAACGGCAUCAAGGUGAACUUCAAGAUCCG
CCACAACAUCGAGGACGGCAGCGUGCAGCUCGCCGACCACUACCAGCAGAACACCCCCA
UCGGCGACGGCCCCGUGCUGCUGCCCGACAACCACUACCUGAGCACCCAGUCCGCCCU
GAGCAAAGACCCCAACGAGAAGCGCGAUCACAUGGUCCUGCUGGAGUUCGUGACCGCC
GCCGGGAUCACUCUCGGCAUGGACGAGCUGUACAAGUAAUGCAUACCUCUAACGGUCU
UGAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA (SEQID NO: 56)
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FIG. 15 (cont'd)
UTRs underlined & polyA tails bolded

OCT4
GACTCCTAATACGACTCACTATAGGGAGACATACTCAGCCACCATGGCGGGACACCTGGC
TTCGGATTTCGCCTTCTCGCCCCCTCCAGGTGGTGGAGGTGATGGGCCAGGGGGGCCGE
AGCCGGGCTGGGTTGATCCTCGGACCTGGCTAAGCTTCCAAGGCCCTCCTGGAGGGCCA
GGAATCGGGCCGGGGGTTGGGCCAGGCTCTGAGGTGTGGGGGATTCCCCCATGCCCCE
CGCCGTATGAGTTCTGTGGGGGGATGGCGTACTGTGGGCCCCAGGTTGGAGTGGGGCTA
GTGCCCCAAGGCGGCTTGGAGACCTCTCAGCCTGAGGGCGAAGCAGGAGTCGGGGTGGA
GAGCAACTCCGATGGGGCCTCCCCGGAGCCCTGCACCGTCACCCCTGGTGCCGTGAAGC
TGGAGAAGGAGAAGCTGGAGCAAAACCCGGAGGAGTCCCAGGACATCAAAGCTCTGCAG
AAAGAACTCGAGCAATTTGCCAAGCTCCTGAAGCAGAAGAGGATCACCCTGGGATATACAC
AGGCCGATGTGGGGCTCACCCTGGGGGTTCTATTTGGGAAGGTATTCAGCCAAACGACCA
TCTGCCGCTTTGAGGCTCTGCAGCTTAGCTTCAAGAACATGTGTAAGCTGCGGCCCTTGCT
GCAGAAGTGGGTGGAGGAAGCTGACAACAATGAAAATCTTCAGGAGATATGCAAAGCAGA
AACCCTCGTGCAGGCCCGAAAGAGAAAGCGAACCAGTATCGAGAACCGAGTGAGAGGCA
ACCTGGAGAATTTGTTCCTGCAGTGCCCGAAACCCACACTGCAGCAGATCAGCCACATCG
CCCAGCAGCTTGGGCTCGAGAAGGATGTGGTCCGAGTGTGGTTCTGTAACCGGCGCCAG
AAGGGCAAGCGATCAAGCAGCGACTATGCACAACGAGAGGATTTTGAGGCTGCTGGGTCT
CCTTTCTCAGGGGGACCAGTGTCCTTTCCTCTGGCCCCAGGGCCCCATTTTGGTACCCCA
GGCTATGGGAGCCCTCACTTCACTGCACTGTACTCCTCGGTCCCTTTCCCTGAGGGGGAA
GCCTTTCCCCCTGTCTCCGTCACCACTCTGGGCTCTCCCATGCATTCAAACTGATGCATAC
CTCTAACGGTCTTGAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
(SEQ ID NO: 57)

OCT4
GGGAGACAUACUCAGCCACCAUGGCGGGACACCUGGCUUCGGAUUUCGCCUUCUCGCC
CCCUCCAGGUGGUGGAGGUGAUGGGCCAGGGGGGCCGGAGCCGGGCUGGGUUGAUCC
UCGGACCUGGCUAAGCUUCCAAGGCCCUCCUGGAGGGCCAGGAAUCGGGCCGGGGGU
UGGGCCAGGCUCUGAGGUGUGGGGGAUUCCCCCAUGCCCCCCGCCGUAUGAGUUCUG
UGGGGGGAUGGCGUACUGUGGGCCCCAGGUUGGAGUGGGGCUAGUGCCCCAAGGCGG
CUUGGAGACCUCUCAGCCUGAGGGCGAAGCAGGAGUCGGGGUGGAGAGCAACUCCGAU
GGGGCCUCCCCGGAGCCCUGCACCGUCACCCCUGGUGCCGUGAAGCUGGAGAAGGAGA
AGCUGGAGCAAAACCCGGAGGAGUCCCAGGACAUCAAAGCUCUGCAGAAAGAACUCGAG
CAAUUUGCCAAGCUCCUGAAGCAGAAGAGGAUCACCCUGGGAUAUACACAGGCCGAUGU
GGGGCUCACCCUGGGGGUUCUAUUUGGGAAGGUAUUCAGCCAAACGACCAUCUGCCGC
UUUGAGGCUCUGCAGCUUAGCUUCAAGAACAUGUGUAAGCUGCGGCCCUUGCUGCAGA
AGUGGGUGGAGGAAGCUGACAACAAUGAAAAUCUUCAGGAGAUAUGCAAAGCAGAAACC
CUCGUGCAGGCCCGAAAGAGAAAGCGAACCAGUAUCGAGAACCGAGUGAGAGGCAACCU
GGAGAAUUUGUUCCUGCAGUGCCCGAAACCCACACUGCAGCAGAUCAGCCACAUCGCCC
AGCAGCUUGGGCUCGAGAAGGAUGUGGUCCGAGUGUGGUUCUGUAACCGGCGCCAGAA
GGGCAAGCGAUCAAGCAGCGACUAUGCACAACGAGAGGAUUUUGAGGCUGCUGGGUCU
CCUUUCUCAGGGGGACCAGUGUCCUUUCCUCUGGCCCCAGGGCCCCAUUUUGGUACCC
CAGGCUAUGGGAGCCCUCACUUCACUGCACUGUACUCCUCGGUCCCUUUCCCUGAGGG
GGAAGCCUUUCCCCCUGUCUCCGUCACCACUCUGGGCUCUCCCAUGCAUUCAAACUGA
UGCAUACCUCUAACGGUCUUGAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAA (SEQ ID NO: 58)
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FIG. 15 (contd)
UTRs underlined & polyA tails bolded

IL2 Complete DNA Sequence (with Riboz UTRs and PolyA tail)
GACTCCTAATACGACTCACTATAGGGAGACATACTCAGCCACCATGTACAGGATGCAACTC
CTGTCTTGCATTGCACTAAGTCTTGCACTTGTCACAAACAGTGCACCTACTTCAAGTTCTAC
AAAGAAAACACAGCTACAACTGGAGCATTTACTGCTGGATTTACAGATGATTTTGAATGGAA
TTAATAATTACAAGAATCCCAAACTCACCAGGATGCTCACATTTAAGTTTTACATGCCCAAG
AAGGCCACAGAACTGAAACATCTTCAGTGTCTAGAAGAAGAACTCAAACCTCTGGAGGAAG
TGCTAAATTTAGCTCAAAGCAAAAACTTTCACTTAAGACCCAGGGACTTAATCAGCAATATC
AACGTAATAGTTCTGGAACTAAAGGGATCTGAAACAACATTCATGTGTGAATATGCTGATGA
GACAGCAACCATTGTAGAATTTCTGAACAGATGGATTACCTTTTGTCAAAGCATCATCTCAA
CACTGACTTGATGCATACCTCTAACGGTCTTGAGGAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAAA (SEQ ID NO: 59)

Complete RNA Sequence (with Riboz UTRs and PolyA tail)
GGGAGACAUACUCAGCCACCAUGUACAGGAUGCAACUCCUGUCUUGCAUUGCACUAAGU
CUUGCACUUGUCACAAACAGUGCACCUACUUCAAGUUCUACAAAGAAAACACAGCUACAA
CUGGAGCAUUUACUGCUGGAUUUACAGAUGAUUUUGAAUGGAAUUAAUAAUUACAAGAA
UCCCAAACUCACCAGGAUGCUCACAUUUAAGUUUUACAUGCCCAAGAAGGCCACAGAAC
UGAAACAUCUUCAGUGUCUAGAAGAAGAACUCAAACCUCUGGAGGAAGUGCUAAAUUUA
GCUCAAAGCAAAAACUUUCACUUAAGACCCAGGGACUUAAUCAGCAAUAUCAACGUAAUA
GUUCUGGAACUAAAGGGAUCUGAAACAACAUUCAUGUGUGAAUAUGCUGAUGAGACAGC
AACCAUUGUAGAAUUUCUGAACAGAUGGAUUACCUUUUGUCAAAGCAUCAUCUCAACAC
UGACUUGAUGCAUACCUCUAACGGUCUUGAGGAAAAAAAAAAAAAAAAAAAAAAAAAA
AAAAAAAAAAAAAA (SEQ ID NO: 60)
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