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(57) Abstract: An embodiment relates to a nucleic acid 
CH4] analysis method for a sample. The nucleic acid analysis 

method comprises subjecting the sample to an amplifica-
' 75*1 si""" i tion reaction using a first primer and a second primer, 

reacting an amplification reaction product with a nucleic 
acid probe, determining the occurrence of hybridization 
and/or the amount of the hybridization, and determining 
the presence of a target nucleic acid and/or the abund­
ance of the target nucleic acid in the sample. The ampli­
fication product produced using the first primer and/or 
the second primer forms a stem-loop structure. The nuc­
leic acid analysis on the sample can be achieved by de­
tecting the occurrence of the hybridization between a 
nucleic acid probe complementary to the sequence for a 
loop structure and the amplification product and/or 

411 ^ abundance of the hybridization. 
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