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<210 1

<211> 459

<21Z2> PRT

<213> Homo sapiens

<400> 1

Met Asp Phe Phe Arg val val Glu Asn GIn Gln Pro Pro Ala Thr Met
1 5 10 15

Pro Leu Asn val Ser Phe Thr Asn Arg Asp Tyr Asp Ley ASD Tyr Asp
20 25 30

- Ser val Gln Pro Tyr Phe Tyr Cys Asp Glu Glu Glu Asn phe Tyr Gln
35 40 45

Gln ggn Gln Gln Ser Glu Leu Gln Pro Pro Ala gro Ser &ld Asp Ile
53 ‘ O

Trp Lys Lys Phe Glu Leu Leu Pro Thr Pro Pro Leu Ser Pro Ser Arg
65 70 75 80

Arg Ser Gly Lsu Cys Ser Pro Ser Tyr val Ala val Thr Pro Phe Ser

Leu Arg Gly Asp Asn Asp Gly Gly Gly Gly Ser Phe Ser Thr ala Asp
100 105 110

Gln Leu Glu Met val Thr Glu Leu teu Gly Gly Asp Metr val Asn Gln
115 120 125

ser Phe Ile Cys Asp Pro Asp Asp Glu Thr Phe Tle Lys Asn Ile Ile
130 135 140

Ite Gln Asp Cys Met Trp Ser Gly Phe Ser ala Ala ala Lys Leu val
145 150 155 180

Ser Glu Lys teu Ala Ser Tyr GIn Ala Ala Arg Lys Asp Ser Gly Ser
163 170 175
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val
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Ley
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Leu Arg Lys Gly Glu Leu Asn Ser
450 ' 455

<210> 2

«211> 497

<212» PRT

<213> arvificial Sequence

<220>

<223> Dascription of artificial

polypeptide
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Lys Leuy Glu
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<210> 3

<211» 6

<2312 PRT

<213> Artificial seauence

<220>

<223> Description of Artificial Sequence: Synthetic
6xHis tag

<400> 3 ) )
His His His His His His
1 b

<210> 4

<Z211> 14

<212> PRT

<213» Artificial Sequence

<220>

<223> pescription of Artificial Sequence: Synthetic
peptide

<400> 4
Gly Lys Pro Ile Proc Asn Pro Leu Leu Gly Leu ASp Ser Thr
5 10

<210> 3

<211> %

<212> PRT

<213> ArtiTicial Sequence

<220

<223> Description of artificial Sequence: Synthetic
peptide

<400% 5

I'te Pro Asn Pro Leu Leu Gly Leu Asp
1 5

<210> &

<21i> ¢

<21Z> PRT

<213> Human immunodeficiency virus

<A00> 6
Arg Lys LyS Arg Arg GIn Arg Arg Arg
1 5
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