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ANTH-Gla ANTI-His

PREP DESCRIPTION
1 pEAKA-CMYV BO176 Gla+tGF  PROTHROMBIN SIGNAL SEQUENCE/PROPEPTIDE
2 pEAKR-CMY BO178 Gla

{3} pEAKA-CMV BO178 Gla+EGF
4 pEAKA-CMY FVIl Gla

{(5)  pEAKR-CMY FVII Gla+EGF
6 pEAKI-CMY Protein Gla
7 pEAKE-CMV ProteinZ Gla+EGF

18 ) pEAKH-CMVY ProteinS Gla

\8/  pEAKA-CMV Proteind Gla+EGF
10 pEAKI-CMY PROTHROMBIN Gia
11 pEAKA-CMV PROTHROMBIN Gla+KRINGLE

FIG. 2
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Gla PROTEIN  Gla DOMAIN ONLY (kDa) GlatECFKRINGLE (kDa)

BO178 6.5 154
VI 65 154
PROTEINZ 6.7 15.3
PROTEN S 64 28
PROTHROMBIN 6.3 28.5
ANTI f;is -
-

20ul OF SAMPLE (1/100 OF TOTAL CELL PELLET) LOADED

3

DESCRIPTION
pEAKR-CMY BO178 Gla+EGF  PROTHROMBIN SIGNAL SEQUENCE/PROPEPTIDE
pEAKA-CMV BO178 Gla
oEAKT-CMY BO178 GlarECF
pEAKA-CMV FVi Gla
pEAKA-CMV FVI Gla+EGF
pEAKT-CMY ProteinZ Gla
PEAKT-CMY Protein Gla+EGF
pEAKA-CMVY ProteinS Gla
pEAKA-CMV ProteinS Gla+EGF
pEAKH-CMY PROTHROMBIN Gla
pEAKA-CMY PROTHROMBIN Gla+KRINGLE

FIG. 3
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BEIERE |

0D280mm 04110841 057 | 0.37 STARTING MATERIAL
PROTEINCONC.| 0.13] 0771 0.88 | 0.44 FRONM 0% STEP ELUTON
PROTEIN (ug) |65 {385 | 340 | 220

‘\..........,.‘{.._m_.!

~(.9 mg PROTEIN,

FIG. 6



SPECIFICITY OF ANTI-His FITC

ANTIBODY
1

718

PP2012-02-12 PROTEIN S.017P1

. UNTREATED
+ STAURQSPORIN ;

1+ STAURO
L +PROTENS

P M R P R R
ANTHHiS-FITC

‘ 163

i JUNTREATED{ + STAU [UNTREATED
+PROTS

+ STAU
+PROT S

MR 09 0.79 4.74

159.3

SPECIFICITY OF ANThHis FITC

ANTIBODY

PP2012-02-24 REPEAT .016\P1

~ UNTREATED

UNTRENTEDS, . . prorENs |

+ STAURGSPORI

3
&£
g

2
L

+ STAURQ
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=
igd
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+PROTS

+ 8TAU
+PROT S

8 0.38 23
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ME 0

108.5

FIG.

SPECIFICITY OF ANNEXIN-FITC
BINDING TO APOPTOTIC CELLS

PP2012-02-12 PROTEIN 5.018P1
+ STAUROSPORIN
UNTREATED &

fe-i el 1el o2 1ed
AnnexinV-FITC

i [UNTREATED| +STAU

MFLL 183 32.3

SPECIFICITY OF ANNEXIN-FITC
BINDING TO APQPTOTIC CELLS

PP2012-02-24 REPEAT 0151
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. UNTREATED |
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A
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0194 180 1é1 182 1ed
AnnexinV-FITC

D [UNTREATED] +STAU
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ANNEXIN V COMPETES OFF PROTEIN S BINDING WEAK BINDING OF PROTEIN & TO UNTREATED
TO STAURQSPORIN TREATED JURKAT CELLS JURKAT 1S ALSC COMPETED OFF BY ANNEXINY
PR012-02-12 PROTEIN S.001%™1 1 PP2012-02-12 PROTEIN S.0111P1
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S
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LG
EIAN
3 i i
: 3
3, e
R WX
X 2
& R
T 3
B
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&

TSI T N T Ik 7 X IR
ANTLHis-FITC ANTEHis-FITC
NOPROTS |+PROTSI+PROTS (+PROTS [+PROTS i} {NOPROTS +PROTSI+PROTS [+PROTS [+PROTS
0.2 Anee Vi 20K ApneV 1 B0K A + 0.2 Ao i 20 AneeV 14 B A
(.79 1563 1531 194 821 WFE 091 477 14 39 285

ANNEXIN V COMPETES OFF PROTEIN & BINDING WEAK BINDING OF PROTEIN S TO UNTREATED
T0 STAUROSPORIN TREATED JURKAT CELLS

JURKAT 18 ALSO COMPETED OFF BY ANNEXINY
PP2012-02-24 REPEAT 00611 PP2012-02-24 REPEAT .0161P1
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A

el w0 B T

- o AN
16 fo-! i et 182 13
ANTIHis-FITC ANTI-HIs-FITC
NOPROTS (+PROTSI+PROTS 1+PROTS [+PROTS {3 [HOPROTS [+PROTS{+PROTS 1+PROTS [+PROTS
+ 04X a1+ 400 AV 1+ 100K Anel) 4% AneeV 40 A 1+ 1008 Anael
MR (38 1085 103 83 454 MR 038 124 Ry 258 IRV




