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<160> 25
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<210> 1

<211> 127

<212> PRT

<213> Artificial

<220>

ersion 3.5

Sequence

«<223> Description of Artificial

polypeptid

<400> 1
Gin val His Leu
1

Ser val His Mey
20

Trp Met His Trp
35

Gly Tyr Ile Asn
50

Arg Asp Lys Ala
65

Met Gln Leu Ser

Ala Arg Arg Arg
1

e

Gln Gln ser
5

ser Cys Lys

val Lys Glin

Pro Asn Thr
55

Thr Leu Thr
70

Ser Leu Thr
85

Thr Gly Thr

Gly

Ala

Arg

40

Gly

Ala

Ser

Ser

Sequence: Synthetic

Ala Glu Leu Ala
10

Ser Gly Tyr Thr
25

Pro Gly Gin Gly

Tyr Ala Asp Tyr
50

Asp Lys Ser Ser
75

Glu Asp Ser Thr
90

Tyr Phe Asp Tyr
105

Page 1

Lys

Phe

l.eu

45

Asn

Ser

val

Trp

Pro

Thr

30

Glu

Glin

Thr

Tyr

Gly

Gly

15

Thr

Trp

Lys

Ala

Phe

95

Gln

Ala

TYr

Itle

Phe

TvYr

80

Cys

Gly



<210
<211>
<212>
<213>

<220>

115

2
102
PRT

PASBIRIWO_PCTSequencel.isting
Thr Thr Leu Thr val Ser Ser Thr Lys Thr Thr Pro Pro Ser val

artificial sequence

120

<223> Description of Artificial
polypeptide

<400>

2

Gin Thr val Leu Ser

1

Glu Lys val

His Trp Tyr

Ala Th
50

Gly Se
63

Asp Al

Phe G1

<210>
<Z211>
<212>
<213>

<220>

35

r Ser

r Gly

a Ala

y Ala

3
127
PRT

5

Thr Met
20

Gln Gln

Asn Leu

Thr ser

Thr Tyr

85

Gly Thr

Gln

Thr

Lys

Ala

Tyt

70

Tyr

LYS

Ser

Cys

Pro

ser

55

ser

Cys

artificial Seguence

Pro

Arg

Gly

40

Gly

Leu

Gln

<223> Description of Artificial
potypeptide

<400

3

Gln val Gin teu Gln GlIn Ser Gly
1

5

Ser val Lys Leu Ser Cys Lys Ala
20

Trp Met Gln Trp val Lys Gln Arg
35 40

Gly ala Ile Tyr Pro Gly Asp Gly

50

55

125

Sequence: Synthetlic

Ala Ile Leu
10

Ala Ser Ser
25

Ser Ser Pro

val Pro Ala

Thr Ile Ser
75

Gin Trp Thr
90

ser

ser

Lys

ATy

60

Arg

Ser

Ala

val

Pro

45

Phe

val

Asn

Sequence: Synthetic

Ala Glu Leu Ala Arg

10

Ser Gly Tyr Ser Phe
5

Pro Gly GIn Gly Leu

45

Asp Thr Arg Tyr Thr

Page 2

60

ser

Thr

30

Trp

ser

Glu

Pro

Pro

Thr

30

Giu

GIn

Pro

15

Tyr

Ile

Gly

Ala

Leu
95

Trp

Arg

Gly

Met

Phe

Ser

Glu

80

Thr

Ala

Tyr

Ile

Leu



Lys Gly Lys Ala Thr
65

Met Glu Leu Ser Ser

&5

Ala Arg Glu Gly Glu

100

Thr ser val Thr val

<210> 4

115

<211> 103
<212> PRT
<213> Artificial Sequence

<220>

<223> Description of Artificial

polypeptide

<400> 4

70

P4569R1IWO_PCTSequenceLlisting

Leu Ala Ser Glu

Gly asn Ser Ala

105

Ser Ser Ala Lys

Asp Tie val Met Thr Gln Ser

1

Asp Arg

val Ala

Tyr Ser
50

Ser Gly
65
Glu Asp

Thre Phe

<210>

val

Trp

35

Ala

ser

L.eu

Gly

5
<211> 836
<212> PRT
<213> Homo sapiens

<400> 5

Ser

20

Phe

ser

Gly

Thr

Gly

5

val

Gln

TYyr

Th

ASD

85

Gly

Met Ile Pro Phe Leu

1

5

Asn Pro Ile Asn Ala

20

Thr

G1n

Arg

ASp

70

Tvr

Thr

Pro

ASn

Cys

lyS

ASp

55

Phe

Phe

Arg

Met

Asn

120

GIn Lys

Lys Ala
25

Pro Gly
40
Ser Gly

Thr Leu

Cys Leu

Asp Ser Ala val
90

Met Asp Tyr Trp

Thr Thr Pro p
1

2% ]
(R

Sequence: Synthetic

Phe Met Ser Thr
10

Ser GIln Asn val

GIn Ser Pro Lys

val Pro Asp Arg
60

Thr ITe Thr Asn
75

Gin Tyr Gly Thr
90

Leu Thr Ala Asp Lys Ser Ser Ser Thr
75

Tyr
Gly

110

ser

Ser

Gly

30

Thr

Phe

val

Tyr

Ala Tyr

Tyr Cys
85

Gln Gly

val

val Gly
15

Seyr Ser

Leu Ile

Thr Gly

GIn Ser

80

Pro Tyr
95

Phe Ser Leu lLeu lLeu leu Leu Ile val

10

15

His Tyr Asp Lys Ile Leu Ala His Ser
25

Page 3



Arg

Ie

Pro

Thr

LYS

l.eu

145

Leu

Lys

Gly

Ala

va'l

225

Ile

Ser

Ala

Arg

Ile

Leu

50

LyS

Gly

Ile

Gin

ASD

Leu

AsSp

teu

Glu

ASpP

Pro

Tle
290

Arg

35

Gly

ser

Tyr

Asp

Arg

115

ser

ser

ASnN

Leu

Phe

185

Ile

ASp

Ala

Ile

Thr

275

Met

Gly

Thr

Ite

Met

His

100

Tyr

Phe

Asp

Ala

Lys

Ile

Arg

Glu

Leu

260

Asn

Gly

Arg

LYs

Cys

Arg

85

val

ser

Thr

Ile

Leu

165

AsSn

Asn

val

ASD

245

Glu

Glu

ASp

Asp

Lys

Gly

70

Met

Tyr

ASD

Tyr

Gly

His

Gly

Leu

230

ASD

Ala

Ala

Lys

PA569RIWO_PCTSequencelisting
GIn Gly Pro Asn val Cys Ala Leu
40

Gly

Ala

Phe

135

APrg

ser

Mat

Tyr

ASn

215

Thr

Leu

Leu

Phe

val
295

Tyr

Lys

Gly

Thr

ser

120

Ala

Gly

His

Tle

Pro

200

Gin

GIn

ser

Gly

Glu

280

Ala

fhe

Thr

Met

L.eu

105

Lys

Pro

Leu

Met

e

185

AsSN

5er

Lys

Ser

$er Thr

Thr val

75

Lys Gly

Gly Ile

Leu Arg

Ser Asn

Glu Ser

155

Ile Asn

170

Pro Ser

Gly val

Ala Thr

Gly Thr
235

Phe Arg

250

Asp Gly

Leu Pro

Glu Ala

Page 4

cys

60

Leu

Cys

val

Glu

Glu

140

AsSn

LYS

Met

val

Asn

220

Ser

Ala

His

Arg

Leu
300

45

LYS

Tyr

Pro

Gly

Glu

125

Ala

val

Arg

Tyr

Thr

205

Gly

Ile

Ala

Phe

Gly

Met

Asn

Glu

Ala

Ala

110

ile

Trp

Asn

Met

Asn

190

val

vai

Gln

Ala

Thr

270

val

Lys

Gln

Trp

Cys

val

95

Thr

Glu

ASD

val

lLeu

175

Asn

Asn

val

ASp

Tle

255

Leu

Leu

Tyr

Gln

Tyr

Cys

80

l.eu

Thr

Gly

ASh

Glu

160

Thr

lLeu

Cys

His

Phe

240

Thr

Phe

Glu



Ile

305

Phe

Ser

Thr

Ser

Thr

385

Gly

Thr

Ile

Leu

Ala

465

Arg

Lys

Leu

Gly

Thr

545

ASn

Leu

Glu

Ile

Asn

Ala

370

ASD

Glu

Leu

Leu

Glu

450

va'

AsSn

Ser

Ser

530

Ser

Ile

Asn

Thr

The

Leu

Tyr

Ser

Cys

Gly

Leu

Leu

515

Trp

Glu

Ile

Thr

teu

val

340

Gly

GIn

val

Thr

Met

420

val

Ile

Ile

Ala

His

500

Lel

Thr

Glu

et

Leu

Glu

Asn

va'l

val

Ala

Leu

405

ASp

Lys

Gly

Glu

Ile

485

Glu

Glu

Leu

Lys

Tyr
565

Glin

310

Gly

Gly

Ile

Ile

Gin

390

Leu

Gln

vai

Gly

Asn

470

His

Lys

Ala

Phe

Glu

550

His

PA4569R1IWO_PCTSequencetisting
Cys Ser Glu Ser Ile Met Gly Gly

Asn

Ile

His

Glu

375

Leu

Ala

Arg

Gly

LysS

455

ser

Ile

Leu

Ala

val

535

Ile

Leu

Tht

Lys

Leu

360

Ley

Gly

Pro

Leu

Leu

440

Gin

Cys

Phe

Lys

(¥ I o

NN
[

Leu

The

Ile

Met

345

Ije

Leu

val

l.eu

425

Asn

Leu

Met

Arg

Gin

505

Leu

Thr

Pro

315

Glu Ile
330

val Asn
Asp GIn
Gly Lys
Ala ser

395

Asn Asn

410

Lys Leu

Glu Leu

Arg val

Glu Lys

Glu 1le

490

ASp LYS

Lys Glu

ASn Asp

ATg ASD

Gly

LyS

val

Gln

380

Ala

Ala

Ile

Tyr

Phe

460

Gly

Ile

Alg

Leu

Ala

540

Lys

Phe

Cys

Lys

Leu

365

Gin

Leu

Phe

Lau

Asn

445

val

ser

Lys

Phe

Leu

525

Phe

Asnh

ite

Asp

ASp

Ile

Thr

Arg

Ser

Gin

430

Gly

Tyr

Lys

Pro

sar

519

Thr

Lys

Ala

Gly

Ala

Gly

Ile

Pro

Thr

Pro

Asn

Gln

Arg

Gin

Ala

495

Thr

GIn

Gly

ey

LysS
575

val

320

ASP

val

Asp

Phe

ASD

400

Asp

His

Thr

Phe

Pro

Met

GIn

560

Gly



Phe

Ile

ser

Arg

Tle

Leu

Ile

705

Thr

Ile

Arg

Gty

The

785

Asp

Leu

Gly

Glu

phe

LYS

610

LysS

Giu

Gly

Ite

Gln

690

Glu

Glu

ASp

Gly

Lys

GTu

Gin

Arg

Pro

Leu

585

Glu

Leu

Ile

Ser

Thr

675

Pro

Gly

val

Gly

Ile

755

Glu

val

Glu

Ala

Ser
835

Lys

ser

Leu

Ley

Thr

660

Lys

val

740

Thr

Thr

Thr

Ile

ASn

8§20

Gln

val

Glu

ASD

Tyr

ASn

645

Phe

va'l

Ile

Pro

His

725

Pro

Gly

Glu

Lys

Thr

val

Ile

Pro

630

LYS

LYS

vai

Lys

Glu

710

Giy

val

Pro

Glu

Phe

790

Arg

LYS

P4569R1IWO_PCTSequencelisting
Asn Ile teu Lys Thr Thr GIn Gly

Asn ASp
600

Met Thr
615

Ala Asp

teu Ile

Glu Ile

Glu Pro

680

Thr Glu
695

Phe Arg

Giu Pro

Glu ITe

Glu Ile

760

Thr Leu

775

Iie Glu

Leu Leu

val Gln

585

Thr

Thr

Thr

Lys

Pro

665

Lys

Gly

Leu

ITe

The

745

Lys

LysS

Gly

Gn

Gly

Ley

Asn

Prao

TYF

650

val

Ile

Pro

Ile

Ile

730

Glu

Tyr

LyS

Gly

Gly

Ser

Page 6

Leau

Gly

val

635

Thr

Lys

Thr

Lys

Lys

Thr

Leu

ASp

ASp

Arg

val

val

620

Gly

Gin

val

val

Leu
700

Glu

Lys

Glu

Arg

Leu

780

Gly

Thr

Arg

Asn

605

Ile

AsSn

Ile

Tyr

Ile

685

Thr

Gly

Tyr

Thr

Ile

765

Gin

Pro

Arg

590

Glu

His

Asp

LYS

Thr

670

Glu

Lys

Glu

Thr

Glu

Leu

vatl

Leu
830

ser

Leu

val

Gin

Phe

655

Thr

Gly

val

Thr

Thr

Glu

rhe

Lys

val

Leu

640

va'l

LYS

Ser

Lys

Iie

720

Glu

Gly

val

Giu

500

Lys

Glu



<210> 6

<211>
<21Z>
<?213>

<400> 6

Met

1

AsSn

Arg

Ite

Lys

Pro

Pro

Thr

LYS

Leu

145

Leu

Lys

Gly

Ala

val

225

Ile

Ile

Pro

Ile

Leu

50

Lys

Gly

Iie

Gin

Gly

Asp

Leu

Asp

Leu

Arg

Ile

Giu

779
PRT
Homo sapiens

Pro Phe Leu

Ile

Arg

35

Gly

Ser

Tyr

ASp

ser

Ash

Leu

Phe

195

Asp

Ala

Asn

20

Gly

Thr

Ile

Met

His

100

Tyr

Phe

Asp

LYS

Ile

Arg

Glu

5

Ala

Arg

Lys

Cys

Arg

85

val

Ser

Thr

Ile

Leu

ies

Asn

Asn

His

val

ASp

Pro

AsSh

ASH

Lys

Gly

70

Met

Tyr

Asp

Tyr

Gly

His

Gly

Ley

230

ASD

PASH9RIWO_PCTSequencel.isting

Met

Asn

GIn

Glu

Gly

Phe

135

Arg

Ser

Met

Tyr

AsSn

215

Thr

e

phe

Gly

40

Tyr

Lys

Gly

Thr

Ser

120

Ala

Gly

Ile

Pro

200

Gln

Gln

ser

Ser

Tyr

25

Pro

Phe

Thr

Met

Leu

105

Lys

Pro

l.eu

MaT

Ile

185

Asn

Ile

Ile

ser

Leu Leu

‘10

AsSp Lys

Asn val

Ser Thr

Thr val

75

LYS Gly

Gly 1le

Leu Arg

Ser Asn

Glu Ser

155

Ile Asn
170

Pro Ser

Gly val

Ata Thr

Gly Thr
235

Phe Arg
250
Page 7

Leu

Ile

Cys

cys

60

Leu

Cys

val

Glu

Glu

140

Asn

LysS

Met

val

AsSn

220

Ser

Ala

Leu

Leu

Ata

45

LYsS

Tyr

Pro

Gly

Ala

val

Arg

Tyr

The

205

Gly

ile

Leu

Ala

30

Leu

ASN

Glu

Ala

Ala

110

Ile

Trp

ASH

Met

Asn

180

val

val

Gln

Ala

Ile

15

His

Gln

Trp

Cys

vai

95

Thr

Glu

Asp

val

l.eu

175

Asn

Asn

val

ASp

val

ser

Tyr

Cys

80

Leuy

Thr

Gly

ASN

Glu

160

Thr

Leu

Cys

His

Phe

240

Thr



ser Asp

Ala pPro

Arg Ile
290

Ile Leu
305

Phe Giu

Ser Ile

Thr Asn

Ser Ala

370

Thr Asp
385

Gly Glu

Thr Leu

ITe Leu

Leu Glu

450

Ala val
465
Arg Asn

Lys Ser

Leu Ser

Ile

Thr

275

Met

Ash

Thr

Thr

Asn

355

Lys

Leu

Tyr

Ser

Ccys

Gly

l.eu

Ley
515

Asn

Gly

Thr

ey

vat

340

Gly

Gln

val

Thr

Met

420

val

Ile

Ile

Ala

His

500

Leu

Glu

Glu

ASp

Leu

GTu

325

Asn

val

val

Ala

Leu

405

Asp

Lys

Gly

Glu

Ile

485

Glu

Ala

Ala

Lys

Gin

310

Gly

Gly

Ile

Ile

Gln

390

Leu

Gln

val

Gly

Asn

470

His

LYS

Ala

PAS69RIWO_PCTSequencelisting

Leu

Phe

val

295

Cys

AsSn

Ile

His

Glu

375

Leu

Ala

Arg

Gly

Lys

455

ser

Ile

Leu

Ala

Gly

Glu

280

Ala

ser

Thr

Lys

Leu

360

Ley

Gly

Pro

Leu

Ley

440

GlIn

Cys

Phe

Lys

ser

Glu

Ile

Met

345

Ile

Ala

Leu

val

l.ey

425

AsSn

Leu

Met

Arg

Gln

505

Leu

Asp Gly His Phe

ied Pro

Giu Ala

Ser Ile
315

Glu Ile
330

val Asn

Asp Gln

Gly Lys

Ala Sser

395

ASn Asn

410

Lys Leu

Glu Leu

Arg val

Glu Lys

Glu Ile

490

AsSp Lys

Lys Giu

Page 8

Arg

Leu

300

Met

Gly

Lys

val

Gin

380

Ala

Ata

Ile

Tyr

rhe

460

Gly

Ile

Arg

Leu

Gly

285

Met

Gly

Cys

Lys

Leu

365

GIn

Leu

phe

Leu

Asn

445

val

Ser

Lys

Phe

Leu
525

Thr

270

val

Lys

Gly

ASH

Asp

350

Thr

Arg

ser

GIn

430

Gly

TyYr

LYS

Pro

Ser

510

Thr

Leuy

Leu

Tyr

Ala

Pro

Thr

Pro

415

Asn

Gln

ArQ

Gln

Ala

495

Thr

Gin

Phe

Glu

His

val

320

AsH

vat

ASD

Phe

ASp

ASD

His

Ile

Thr

Gly

Glu

Phe

Pro



Gly

Thr

545

AsSn

Phe

Ile

Ser

Arg

Ile

Glu

Tyr

705

LysS

Gly

Gly

Ser

Iie

Glu

Phe

Lys

610

Lys

Glu

Gly

Leu

ASp

Asp

Arg
770

<230 7
<2311> 781

Trp
Glu
Ile
Pro
Leu
5085
Glu
Leu

ITe

Ser

Arg
Leu
Gly
Thr

755

Arg

Thr

Glu

L.eu

Gly

LYyS

sSer

Leu

Leu

Thr

660

Tyr

Thr

Ile

Gin

His

740

Pro

Arg

Leu

Lys

TY Y1

565

val

Glu

ASp

Tyr

Asn

645

Phe

Thr

Arg

Ser

Glu

725

Leu

val

Leu

Phe

His

Thr

val

Ile

Pro

630

Lys

Lys

Lys

Glu

Thr

710

Glu

Phe

Arg

Arg

P4569RIWO_PCTSequencelisting

val

535

Ile

Leu

Asn

Asn

Met

615

Ala

Leu

Glu

Ile

Glu

695

Gly

val

Glu

Lys

Glu
775

Pro Thr Asn Asp Ala Phe Lys

Leu

Thr

Ile

ASp

ITe

Ile

Ite

680

Arg

Gly

Thr

ASD

Ley

760

Gly

Ile

Pro

Leu

585

Thr

Thr

Thr

Lys

Pro

665

ASD

Ite

Gly

LysS

Glu

745

Gin

Arg

Arg

Gly

Lys

Leu

AsSn

Pro

TYr

650

val

Gly

Tle

Glu

vai

730

Glu

Ala

Ser

Page 9

Asp

555

val

Thr

Leu

Gly

val

635

Ile

Thr

val

Thr

Thr

715

Thr

Ite

Asn

540

Lys

Phe

Thr

val

val

620

Gly

Gln

val

Pro

Gly

Glu

Lys

Lys

LYS

Asn

Ile

Gin

Asn

605

AsSn

Iie

Tyr

val

685

Pro

Glu

Phe

Arg

Ala

Gly

Gly

Glu

His

Asp

Lys

Glu

Thr

Ile

Leu

750

val

Gly

l.eu

Lys

575

Ser

Ley

val

Gln

Phe

655

Pro

Ile

Ile

Leu

Glu

735

Leu

Gin

Met

Gin

560

Gly

Lys

LyS

va’l

Leu

640

val

Ile

Thr

LYS

Gly



<212> PRT
<Z213> Homo sapiens

<A00> 7
Met Ile Pro Phe
1

Asn

Arg

Ile

Pro

Thr

LYysS

Leu

145

L.eu

Lys

Gly

Ala

va'l

225

Ile

Pro

Ile

Leu

50

LYs

Gly

Ile

Gin

Gly

ASp

L.ey

Asp

Leu

Arg

210

Ile

Glu

Ile

Arg

35

Gly

Ser

Tyr

Asp

Ser

Asn

Leu

Ile

Asp

Ala

Asn

20

Gly

Thr

Ile

Met

His

100

Tyr

Phe

ASp

Ala

Lys

Ile

Ile

Arg

Glu

Leu

5

Ala

Arg

Lys

Cys

ATg

85

vai

Ser

Thr

Ile

Leu

165

Asn

AsSn

His

val

Pro

Asn

ASD

Lys

Gly

70

Met

Tyr

ASp

Tyr

Gly

His

Gly

Leu

230

Asp

P4569R1WO_PCTSequencelisting

Mat

Asn

Gln

Glu

Gly

Phe

135

Arg

Ser

Met

Tyr

AsSn

215

Thr

Leu

Phe

Gly

40

Tyr

LYsS

Gly

Thr

Ser

120

Ala

Gly

His

Pro
200
Gin

Gln

Ser

Ser

Tyr

25

Pro

Phe

Thr

Met

Leu

105

LyS

Pro

Leu

Met

ITe

185

AsSn

Ile

Ile

sSer

Leu

10

ASp

ASN

Ser

Thr

Leu

Ser

Glu

Ile

170

Pro

Gly

Ala

Gly

Phe
250

Leu

Lys

val

Thr

va'l

75

Gly

Arg

ASN

Ser

155

Asn

ser

val

Thr

Thr

235

Arg

Leu

Ile

Cys

Cys

60

Leu

Cys

va'l

Glu

Glu

140

Asn

LYS

Met

va't

AsSn

220

ser

Page 10

l.eu

Leu

Ala

45

Lys

Tyr

Pro

Gly

val

Arg

Tyr

205

Gly

Ile

Ala

teu

Ala

30

Leu

Asn

Giu

Ala

Ala

110

Ile

Trp

Asn

Met

Asn

180

val

val

Gln

Ala

Ite

15

His

Gln

Trp

Cys

val

95

Thr

Glu

ASD

va'l

Lau

175

Asn

Asn

va'l

Asp

1le
255

val

ser

Gin

Tyr

Cys

&0

Leu

Thr

Gly

Asn

Glu

160

Thr

Leu

Cys

His

Phe

240

Thr



ser

Ala

Arg

Ile

305

Phe

Ser

Thr

Ser

Thr
385

el

Ala

465

Arg

LYs

feu

Asp

Pro

Ile

290

L.eu

Glu

Tie

Asn

Ala

370

AsSp

Glu

Leu

Leu

Glu

450

val

AsSn

Ser

Ser

Ile

Thr

275

Met

Asn

Thr

Thr

Asn

355

Lys

Leu

Tyr

ser

Cys

Gly

Leu

Leu
515

Leu

260

AsSh

Gly

Thr

lL.eu

val

340

Gly

Gin

val

Thr

Met

420

va't

Ile

Ile

Ala

His

500

Leu

Glu

Glu

Asp

Leu

Glu

325

Asn

val

val

Ala

Leu

405

ASD

Lys

Gly

Glu

Ile

485

Glu

Glu

Ala

Ala

LysS

Gin

310

Gly

Gly

Ila

Ile

Gin

390

Leu

Glin

va'l

Gly

ASN

470

Lys

Ala

P4569R1IW0O_PCTSaquencelisting
Leu Gly Arg Asp Gly His prhe
265

Phe Glu
280

val Ala
295

Cys Ser
Asn Thr
ITe Lys
His Leu

360

Glu Leu

375

Leu Gly

Ala Pro

Arg Leu

Gly Leu

440

Lys Gln

ser Cys

Ile pPhe

Leu Lys

Ala Asp
520

LYS

Ser

Glu

Ile

Met

345

Ile

Ala

ey

val

Leu

425

Asn

Ley

Metl

Arg

Gin

505

l.eu

L.eu

Glu

Ser

ASp

Gly

Ala

Asn

410

Lys

Glu

Arg

Glu

Glu

490

ASD

LYS

Pro

Ala

Ile

315

AsNh

Gin

Lys

ser

395

Asn

Leu

Leu

val

Lys

Glu

Arg

Leu

300

Met

Gly

LYS

va'l

Gln

380

Ala

Ala

Ile

Tyr

Phe

4690

Gly

Ile

Arg

Leu

Page 11

Gly

285

Met

Gly

Cys

LYS

Leu

365

Gln

Ley

Phe

Leu

Ash

445

val

Ser

Lys

Phe

Leu
525

Thr

270

val

LYS

Gly

ASD

Thy

Arg

Ser

Gln

430

Gly

Tyr

LYS

Pro

Ser

510

Thr

Leu

Leu

Tyr

Ala

W

LA
%L

Ile

Pro

Thr

Pro

Gln

Arg

Gln

Ala

495

Thr

Gln

Phe

Glu

His

val

320

AsSp

val

Asp

Phe

Asp

Asp

Ile

Thr

Gly

Glu

Phe

Pro



Gly Asp Trp
530

Thr ser Glu
545
Asn Ile Ile
Phe Glu Pro
Ile phe Leu
595
Ser Lys Glu
Asp Lys Lel
Leu Glu Ile
Arg Gly Ser
Leu Thr Lys
Glu Gly Glu
Lys Tyr Thr
Glu Thr Arg
Arg Ile ser
Leu Gln Glu

755

Gln Gly Ser
770

<210> 8
<21i> 751
<212> PRT

Thr

Glu

l.eu

LYs

S5er

Leu

Leu

Thr

660

vai

Thr

Lys

Glu

Thr

740

ASp

Arg

l.eu

LysS

Tyr

565

val

Glu

Asp

TYr

Asn

645

Phe

Lys

Ile

Ie

Glu

725

Gly

Thr

Arg

<213> Homo sapiens

rhe

Glu

550

His

Thr

val

Ile

Pro

630

Lys

Lys

Ile

Thr

Ile

710

Arg

Gly

Pro

Arg

P4569RIW0O_PCTSequencel.isting
val Pro Thr Asn Asp Ala Phe Lys

535

Ile

lL.eu

Asn

Asn

Met

615

Ala

Leu

Glu

Glu

Glu

625

ASD

Ile

Gly

val

Leu
775

lL.eu

Thr

ile

ASp

Thr

ASp

Ile

Gly

val

Gly

Ile

Glu

Arg

760

Arg

Ile

Pro

Leu

585

Thy

Thr

Thr

Lys

Pro

665

Glu

Ile

va'l

Thr

Thy

745

LyS

Glu

Arg

Gly

570

Lys

l.eu

Asn

Pro

Tyr

650

val

Pro

His

Pro

Gly

Glu

Leu

Gly

Page 12

ASp

555

val

Thr

Lay

Gly

val

635

Ile

Thr

Glu

Gy

val

715

Pro

Glu

Gln

Arg

540

LysS

Phe

Thr

val

val

620

Giy

Gln

val

Phe

Glu

700

Gy

Glu

Thr

Ala

ser
780

Asn

Ile

Gln

ASn

605

Ile

Asn

Ile

Tyr

Arg

685

Pro

Ile

Ile

Leu

Asn

765

Gln

Ala

Gly

Gly

Glu

His

ASp

Lys

Thr

Lys

Lys

756

Lys

Gly

Leu

Lys

Ser

l.eu

val

Gin

Phe

655

Pro

Ile

Ile

Glu

Tyr

735

Lys

Lys

Met

Gin

560

Gly

Lys

Lys

va'l

Leu

640

val

Thr

Lys

Lys

LyS

Thr

Leu

val



<400> 8
Mat Ile
1

ASNn Pro
Arg Ile
Tie Leu
50
LYS Lys
Pro Gly
Pro Ile
Thr G1n
Lys Gly
i
Leu Asp
145
Leu Leu
LYs ASD
Gly Leu
Ala Arg

210

val Ile
225

Ite Glu

Ser Asp

Pro

Ile

Arg

35

Gly

Ser

TVF

AsSp

ser

Asn

Leu

Phe

185

Ile

Asp

Ala

Ile

Phe

Asn

20

Gly

Thr

Ile

Met

His

100

TYr

Phe

Asp

Ala

Ile

Arg

Glu

Leu
260

Leu
[
Ala
Arg
Lys
Cys
Arg
85
val
Ser
Thr
Ile
Leu
165
ASh
Asn
His
val

Asp

Glu

Pro

Asn

ASp

LYS

Gly

70

Met

Tyr

ASD

Tyr

Gly
Leu
230

Asp

Ala

P4569RIWO_PCTSequencelisting

Met Phe Ser Leu Leu Leu Leu Leu

AsSH

Gln

Glu

Gly

Ala

Phe

135

Arg

ser

Met

Tyr

Asn

215

Thr

Leu

Leu

His

Gly

40

Tyr

Lys

Gly

Thr

ser

120

Ala

Gly

His

Ile

Pro

200

GIn

Gln

sar

Gly

Tyr

25

Pro

Phe

The

Met

Leu

105

LYS

Pro

Leu

Met

Ile

185

AsT

Ile

Ser

Arg
265

10
ke

ASp

ASn

Ser

Th

LYS

Gly

Leu

ser

Glu

Ile

170

Pro

Gly

Ala

Gly

rhe
250

Lys

va'l

Thr

Vali

75

Gly

Ile

Arg

Asn

AsSn

Ser

val

Thr

Thr

235

Arg

Ile

Cys

Cys

60

Leu

Cys

val

Glu

Glu

140

Asn

Lys

Met

val

Asn

220

Ser

Ala

Asp Gly His

Page 13

Leu

Ala

45

Lys

Tyr

Pro

Gly

Glu

125

Ala

val

Arg

Tyr

Thr

205

Gly

Ile

Ala

Phe

Ala

30

lL.eu

Asn

Glu

Ala

Ala

110

Ile

Trp

ASN

Met

AsSn

190

va'l

val

GlIn

Ala

Thr
270

Glin

Trp

Cys

val

95

Thr

Glu

ASD

val

l.eu

i75

AsSD

Asn

va'l

ASp

Ila

Leu

va i

Ser

Gin

Tyr

Cys

80

l.eu

Thr

Gly

Asn

Glu

160

Thr

Leu

Cys

Phe
240

Thr

Phe



Ala

Arg

Ile

305

phe

ser

Thr

Ser

Thr

385

Gly

Thr

Leu

Ala

465

Arg

LYS

l.eu

Gly

Prao

Ile

250

Leu

Glu

Tle

Asn

Ala

370

Asp

Glu

Leu

Leu

Glu

450

val

AsSnN

ser

ser

530

Thr

275

Met

Asn

Thr

Thr

Asn

355

LYS

Leu

Tyr

Ser

Cys

Gly

Leu

Leuy

515

Trp

Asn

Gly

Thr

Leu

vai

340

Gly

Gln

val

Thr

Met

420

va'l

Ite

Ile

Ala

His

200

el

Thr

Glu

Asp

Leu

Glu

325

Asn

val

val

Ala

Leu

405

ASp

Lys

Gly

Glu

Ile

485

GTu

Glu

lLeu

Ala

Lys

Gln

310

Gly

Gly

Ile

ile

Gin

390

feu

Gin

val

Gly

AST

470

His

Lys

Ala

Phe

PASGORIWO_PCTSaquencelisting

Phe Glu Lys Leu Pro Arg Gly val

vai
295
Cys

Asn

Ile

Glu
375

Leu

Arg

Gly

Ile

Leu

Ala

val
535

280

o A

Ata

Ser

Thr

LyS

Leu

360

lL.eu

Gly

Pro

Leu

Leu

440

Gln

Cys

Phe

LYS

Ser

Glu

Ile

Met

345

Ald

Leu

val

l.ey

425

Asn

Leu

Met

Arg

Gln

505

Leu

Thr

Glu Ala

Ser Iie
315

Glu Ile
330

val Asn
Asp G1In
Gly Lys
Ata ser

395

ASn Asn

410

Lys Leu

Glu lLeu

Arg val

Glu Lys

Glu Tle

490

Asp Ly3

Lys Glu

Leu

300

Met

Gty

LYyS

val

Gln

380

Ala

Ala

Ile

Ty

Phe

460

Gly

Ile

AFg

Leu

Asn Asp Ala

Page 14

540

2RE

L0

Met

Gly

Cys

Lys

Lau

365

Gln

Leu

Phe

Leu

Asn

445

val

ser

LYS

Phe

teu

525

Phe

Lys

Gly

ASp

350

Ile

Thr

Arg

ser

Gln

430

Gly

TY 1

LYS

Pro

ser

510

Thr

LYS

Leu

TYr

Ala

Pro

Thr

Pro

ASD

Asnh

Gin

Arg

Gin

Ala

495

Thr

Gln

Gly

val

320

Asp

val

Asp

Phe

ASp

400

Asp

Thr

Gly

Glu

Fhe

Pro

Met



Fhr

545

Asn

Phe

Ile

Ser

Arg

Ile

Glu

Tyr

705

LYS

Lys

Ser Glu

Ile Ile

Glu Pro

Phe Leu

595

Lys Gtu

610

Lys Leu

Glu Tle

Gly ser

Lys Lys

Thr Arg

Leu Leu

val Gn

<210> 9
<211> 117
<212> PRT

<213>

<220>
<223> Descriptien of artificial
polypeptide

<400> 9

1

Glu

Ley

Gly

LYs

Ser

Leu

el

Thr
660

Tyr

Thr

Ile

Gln

Gly

Lys

Tyr

565

val

Glu

ASD

Tyr

Asn

645

Phe

Thr

ATg

ser

Glu

Ser

[Na N
Ly —
o<

His

Thr

val

Ile

Proa

630

LYS

Lys

LyS

Glu

Thr

710

ASD

Arg

P4569R1WO_PCTSequencebisting

Ile Leu Ile Arg

Leu

Asn

ASn

Met

615

Ala

Leu

Glu

Ile

Glu

695

Gly

Thr

Arg

Artificial Sequence

Thr

Ile

ASP

Thr

Asp

Ile

Ile

Ile

680

Arg

Gly

Pro

Arg

val Thr Leu Arg Glu Ser Gly Pro
5

Pro

feu

585

Thr

Thr

Thr

Lys

Pro

665

ASpP

Ile

Gly

val

Leu
745

Leu

Asn

Pro

Tyr

650

va'l

Gly

ITe

Glu

Arg

Arg

AS
55
val
Thr
Leu
Gly
val
635
Thr
val
Thr
Thr
715

LYS

Glu

Phe

Thr

val

val

620

Gly

Gln

val

Pro

Gly

700

Glu

Leu

Gly

Ile
G]n
Astl
605
ASn
Ile
Tyr
val
685
Pro
Glu

G1n

Arg

Sequence: Synthetic

p Lys Asn Ala
5

Gly

Gly

Glu

ASp

Lys

Lys

670

Glu

Glu

Thr

Ala

Ser
750

Leu

Ley

val

Gin

rhe

655

Pro

Tle

Leu

Ash
735

Gln

LYs

Lys

val

l.eu

640

val

Iie

Thr

Lys

Lys

Lys

Ala teu val Lys Pro Thr GIn Thr

10

Page 15

15



Leu

val

Met

Arg

65

Met

Asp

val

<210>
<211>
<212>
<213>

Thr

Asn

Iie

50

Leu

Thr

Gly

Thr

<220>

<223>

10

111
PRT
Artificial sequence

Leu

Trp

35

Trp

Thr

Asn

Tyr

val
115

Thr

20

Gly

Ile

Met

Tyr

100

ser

Cys

Arg

ASD

Ser

ASD

85

Pro

Ser

potypeptide

<400> 10
Asp Tle val Met Thr Gln Ser

1

Glu

Gly

lYsS

Arg

65

Ser

Glu

Arg

Asn

lL.eu

50

rhe

Leu

ASD

Ala

Ser

35

Leu

Ser

Gln

Pro

<210> 11
<211> 6

Thr

20

Phe

Ile

Gly

Ala

5

Ile

MeT

Tyr

Ser

Glu

85

Thr

Thr

Gln

Gly

Lys

70

Pro

TYyr

ASN

His

L.eu

Gly

70

Asp

Phe

P4569RIWO_PCTSequencelisting
val Ser Gly Phe Ser Leu Ser Ala

Pro

Lvs

55

Asp

val

Ala

Cys

Trp

Ala

55

Ser

val

Gly

Pro

40

Tle

Thr

Asp

Met

Description of Artificial

Pro

Arg

Tyr

40

Ser

Gly

Ala

Gly

25

Gly

val

Ser

Thr

lL.YS

Tyr

LYS

Ala

a0

Asn

Ala

Ash

Asn

75

Thr

Trp

l.eu

Ser

60

Gln

Tyr

Gly

Glu

45

Ala

val

Tyr

Gin

Sequence: Synthetic

Asp

Ala

25

Gin

Asn

Thr

val

5er lLeu Ser

10

Sser

Gln

Leu

Asp

TYr

30

Thr

LYS

LYS

Glu

Phe

75

Tyr

LysS

Sar

Pro

Ser

60

Thr

Cys

val

Page 16

val

val

Gly

45

Gly

Leu

Gin

Glu

30

Trp

Leu

val

Cys

Ser

ASp

30

Gln

val

Thr

GlIn

Ile
110

Leu

Lys

Leu

Ala

95

ser

Leu

15

ser

Pro

Pro

Ile

ASn

95

LYS

ser

Ser
Thr
80

Gly

Leu

Gly

Tyr

Pro

ASp

Ser

&0

Asn



PASGIORIWO_PCTSequencelisting
<212> PRT
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 11
Ala Tyr Ser val Asn Trp
1 5

<210> 12

<211> 16

<212> PRT

<213> Artificial Sequence

<220>
<223> bescription of Artificial Sequence: Synthetic
peptide

<400> 12
Met Ile Trp Gly Asp Gly Lys Ile val Tyr Asn Ser Ala Leu Lys Ser
1 5 10 15

<210> 13

<211> 10

<212> PRT

<213> artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 13
Asp Gly Tyr Tyr Pro Tyr Ala Met Asp Asn
1 5 10

<210> 14

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 14
Arg Ala Ser Lys Ser val Asp Ser Tyr Gly Asn Ser Phe Met His
1 5 10 15

<210> 15

<211> 7

<212> PRT

<213> Artificial Ssequence

<220>
<223> Description of artificial Sequence: Synthetic
peptide

<400> 15

Leu Ata Ser Asn Leu Glu Ser
1 5

Page 17



<210> 16
<211> 9
<212> PRT
<213> Artificial Sequence

<220>

<223>

pepti

<400> 16
%Tn GIn Asn Asn Glu Asp Pro Arg
5

<210> 17
<211> 114
<212> PRT

<213>

<220>

<223>

1

Asp

Gly

L.YS

Arg

65

Ser

GHu

Thr

polypeptide

<400> 17
Asp ITe Gln Leu Thr Gln Ser

Arg val
AsSp Ser

35

Leu Leu

50

Phe Ser

Leu Gln

ASp Pro

val

<210> 18
<211> 114
<21Z2> PRT

<213>

<220>

<223>

1

Thr

20

Tyr

Ile

Gly

Pro

Tyr
100

5

Ile

Met

Tyr

Ser

Glu

85

Thr

polypeptide
<400> 18

Thr

Asn

Ala

Gly

70

AsSp

Phe

P4569RIWO._PCTSequencel.isting

Artiticial Sequence

Cys

Trp

Ala

55

ser

Phe

Gly

Artificial Sequence

pescription of Artificial
de

Description of artificial

Pro

Arg

Tyr

40

Ser

Gly

Ala

Gln

Seguence: Synthetic

Thy

Sequence: Synthetic

ser Ser
10

Ala ser
25

Gin Gln

Tyr Leu

Thr Asp

Thr Tyr

0

Gly Thr

Leu

Gin

LYS

Glu

Phe

75

Tyr

Lys

Ser

Ser

Pro

Ser

60

Thr

Cys

val

Page 18

Ala

val

Gly

45

Galy

Leu

Glin

Glu

Description of Artificial Sequence: Synthetic

Ser

ASD

30

LYS

val

Thr

Gln

Ile
116

val
15

Tyr

Ala

Pro

Ser
95

LYS

Gly

ASp

Pro

Ser

ser

80

His

Arg

Glu val GIn teu val Glu Ser Gly Gly Gly Leu val Gin Pro Gly Gly
5 10 15



Ser Leu

Tyr Ser

val Ala

50

Lys Gly

teu Gln

Ala Arg

Gln Gly

<210> 19

Arg

Trp

35

Ser

Arg

Met

Gly

<21i> 836
<212> PRT
<213> Homo sapiens

<400> 19

Leu

20

Asn

Ile

Ile

AsSn

Ser
100

Met Ile Pro pPhe
1

ASN Pro

Arg Ile

Ile Leu

50

Lys Lys
65
Pro Gly

Pra Ile

Thr Gln

Iie

Arg

35

Gly

ser

Tyr

ASP

Arg

ASn

20

Gly

Thr

Ile

Met

His

180

Tyr

Ser

Trp

Thr

Thr

sSer

85

His

Leu

5

Ala

Arg

LYS

Cys

Arg

85

val

Ser

Cys

Ile

TYr

Ile

70

Leu

Tyr

Pro

Asn

Asp

LYS

Gly

70

Met

Tyr

Asp

P4569RIWO_PCTSequencelisting

Ala val ger Gly Tyr Ser Ile
25

Arg

ASD

55

Ser
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Ile

Pro

l.ey

585

Thr

Thr

Gly

Ala

Asn

410

LysS

Glu

Arg

Glu

Glu

490

AsSp

Lys

Asn

Arg

Gly

Lys

Leu

AsSn

Lys

Ser

395

Asn

Leu

L.eu

val

LYS

Glu

ASp

ASp

555

va

Thr

Leu

Gly

Gln

380

Ala

Ala

Ile

Tyr

Phe

460

Gly

Ile

Arg

Leu

Ala

540

Lys

Phe

Thr

val

val
620
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365

Gln

L.eu

Phe

Leu

Asn

445

val

Ser

LYS

Phe

Leu

525

Phe

Asn

Gln

Asn
605

Ile

Thr

Arg

Ser

Gin

430

Gly

Tyr

Lys

Pro

Ser

510

Thr

LYs

Ala

Gly

His

Pro

Thr

Pro

415

AsSN

Gln

Arg

Gin

Ata

495

Thr

Gin

Giy

Leu

LYyS

Ser

Leu

val

ASp

Phe

Asp

His

Ile

Thr

Gly

Glu

Phe

Pro

Met

Gln

560

Gly

Lys

Lys

val



Arg

Leu

Glu

Arg

l.eu

Gin

Lys

Glu

Gly

Thr

Gly

TYr

Thr

Gln

Giy
770

<210> 22
<21l> 75

<21Z>
<213>

<400> 22
Met Ile Pro Phe Leu

1

Asn

Arg

Ile

Lys

Pro

Pro

Ile

Leu
50

Lys

Gly

Leu

Ile

ser

Thr

Arg

Ser

Glu

755

sSer

1

PRT .
Homo sapiens

Ile

Arg

35

Gly

ser

Tyr

Leu

L.eu

Thr

660

val

Thr

LYS

Glu

Thr

740

ASD

ATg

AsSh

20

Gly

Thr

Ile

Met

Tyr
Asn
645

Phe

Lys

Ile

Glu

725

Gly

Thr

Arg

5

Ala

Arg

LysS

Cys

Arg
85

Pro

630

Lys

LYS

Iie

Thr

Ile

710

Arg

Gly

Pro

Arg

Pro

AsSnh

ASpP

LYS

Gly

70

Met

PA5S6ORIWO_PCTSequencelisting
Ala Asp Thr pPro val Gly Asn Asp

L.eu

Giu

Glu

Glu

695

AsSp

Ile

Gly

val

Leu
775

Met

Asn

Glin

Glu

Ile

Ile

Gly

val

Gly

Ile

Glu

Arg

ATg

rhe

His

Gly

40

Tyr

Lys

Gly

LYS

Pro

665

Glu

val

Thr

Thr

745

l.YS

Glu

ser

Tyr

25

Prao

Phe

Thr

Met

Tyr

650

val

Pro

His

Pro

Gly

Glu

l.eu

Gly

Leu

10

ASp

Asn

Ser

Thr

Lys

635

Ile

Thr

Glu

Gly

val

715

Pro

Glu

Gln

Arg

Leu

Lys

val

Thr

val

75

Gly

Gln

val

Phe

Glu

700

Glu

Giu

Thr

Ala

ser
780

Leu

Cys

Cys

Leu

Cys
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Ile

Tyr

Arg

Pro

L.eu

Asn
765

Leu

Leu

Ala

45

1L.YS

Tyr

Pro

LYs
Arg
670
Leu
Iie
Thr
Lys

Lys

LYs

Leu
Ala
30

Leu
ASN

Glu

Ala

G1n

Phe

655

Pro

Ile

Ile

Glu

Tyr

735

LysS

Lys

Ile

15

His

Gln

Trp

cys

va'
95

Leu

040

val

Thr

Lys

Lys

ieu

val

val

ser

Gln

Tvr



Pro

Thre

LYyS

lLeu

145

Leu

Lys

Ala

val

225

ser

Ala

Arg

ITe

305

Phe

Ser

Thr

TIle

Gin

ASP

Leu

ASp

Leu

Arg

210

Glu

ASP

Pro

Ile

290

Leu

Glu

Ile

Asn

Ser

ASN

Leu

Phe

195

Ile

Asp

Ala

Ile

Thr

275

Met

Asn

Thr

Thr

Ash
355

Tyr

Phe

ASp

Ala

LYS

Ile

Ile

Arg

Glu

Leu

260

AsN

Gly

Thr

Leu

val

340

Gly

val

Ser

Thr

Ile

Leu

165

Asn

Asn

His

val

245

Glu

Glu

ASD

Leu

Glu

325

Asn

val

Tvr

ASD

TYr

Gly

His

Gly

Leu

230

ASp

Ala

Ala

LYS

Gln

316

Gly

Gly

Tie

P4569R1WO_PCTSequencebisting

Gly Thr Leu

Ala

Phe

135

Arg

Ser

Met

Tyr

Asn

215

Thr

Leu

ieu

Phe

val

295

Cys

Asn

Ile

His

Ser

120

Ala

Gly

His

Ile

Pro

200

Gln

Gin

Ser

Gly

Glu

280

Ala

Sar

Thr

EVS

Leu
360

105

Lys

Pro

ey

Met

Ile

185

Asn

Ile

Ile

Ser

265

LYS

Ser

Met
345

Ile

Gly 1le val Gly Al

Leu

Ser

Ghu

Ile

170

Pro

Gly

Ala

Gly

Phe

250

ASp

Leu

Glu

ser

Glu

330

val

Arg

ASn

Ser

155

Asn

ser

val

Thr

Thr

235

Arg

Gly

Pro

Ala

Ile

315

Tie

Ash

Giu

Glu

140

ASN

LYS

Met

val

AsSn

220

ser

Ala

His

Arg

Leu

300

Met

Gly

LYS

Asp Gln val

Page 29

val

Arg

Tyr

Thr

205

Gly

Ile

Ala

Phe

Gly

Met

Gly

Cys

Lys

Lau
365

110

Ile

Trp

Asn

Met

Asn

190

val

vai

Gln

Ala

Thr

270

val

Lys

Gly

Asp

ASp

Ile

Thr

Gliuy

ASp

val

Leu

i75

ASTi

ASn

val

ASp

Ile

255

Leu

Leu

Tyr

Ala

Gly

Tle

Pro

Thr

Gly

Asn

Glu

160

Thr

Leu

Cys

His

Phe

240

Thr

Phe

Glu

val
320
Asp

val

ASp



Ser

Thr

385

Gly

Thr

Ile

Leu

Ala

465

Arg

Lys

Leu

Gly

Thr

545

Asn

Phe

ser

Glu
Leu
l.eu
Glu
450
val
Asn
Ser
Ser
ASp
5

Ser
Ile
Glu
Phe
Lys

610

Lys

LYys

Leu

Tyr

Ser

Cys

Gly

Leu

Leu

515

Trp

Glu

Tle

Pro

Leu

595

Glu

Leu

Gln

val

Thr

Mat

4290

va'l

Ile

Ile

Ala

His

500

Leu

Thr

Glu

Leu

Ser

Leu

val

Ala

Leu

405

AsD

Lys

Gly

Glu

Ile

485

Glu

Glu

L.ay

LYS

Tyr

565

val

Glu

ASp

Tyr

Gin

390

ey

GIn

val

Gly

Asn

470

His

LYS

Ala

Phe

Glu

550

His

Thr

val

Ile

Pro
630

P4569RIWO_PCTSeguencelisting

Glu Leu Ala Gly Lys GIn GIn Thr

I7E
B e

Leu

Ala

Arg

Gy

Ile

Leu

Ala

val

535

Ile

Ley

Asn

Asn

Met

615

Ala

Gly

Pro

Leu

Leu

440

Gin

Cys

Phe

Lys

520

Pro

Leu

Thr

Ile

ASp

l.ey

val

Leu

425

Asn

Ley

Met

Arg

Gln

505

Lau

Thr

Pro

Leu

585

Thr

Thr

Thr

Ala

Asn

410

LYS

Glu

Arg

Glu

Glu

440

ASp

LysS

Asn

Arg

Gly

Lys

Leu

ASn

ser

385

Ash

Leu

Leu

val

Lys

475

Iie

Lys

Glu

Asp

Thr

Leu

Gly

R0

ok AT

Ala
Ala
Ile
Tyr
fhe
460
Gly
Ile
Arg
Leu
Ata
540
LYyS
Phe
Thr

val

val
620

pro val Gly

635
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Leu

Phe

ey

ASn

445

va'l

Ser

Lys

Phe

Leu

525

Phe

AsSn

Tle

Gln

ASh

605

ITe

Asn

Arg

Ser

Gin

430

Gly

Tyr

LYS

Pro

Ser

510

Thr

Lys

Ala

Gly

Gly

Glu

His

ASp

Thr

Pro

415

Asn

Gln

Arg

Gin

Ala

495

Thr

Gln

Gly

ey

Lys

575

Ser

Leu

val

Gln

Phe
ASD
400

ASD

His

Thr

Gly

Glu

Phe

Pro

Met

Gin

560

Gly

LYS

Lys

val

Leu
640



l.eu

Arg

Ile

Giu

TY "

705

LYS

LysS

<210>
<211>
<212>
<213>

<400>
Mat Ile Pro Phe Leu
5

1

Asn

APy

Pro

Thr

Glu

Gly

LYS

Lys

Thi

Leu

val

Pro

Ile

Leu

50

Lys

Gly

Glin

23

695
PRT
Homo sapiens

23

Ile

Ser

LYS

675

Glu

Arg

Leuy

Gln ¢

Ite

Arg

35

Gly

Ser

Tyr

ASD

Arg

l.eu

Thr

660

Tyr

Thr

Ile

Gln

Asn
20

Gly

Thr

Met

His
100

Tyr

Asn

645

phe

Thr

Arg

Ser

Glu

725

ser

Ala

Arg

Lys

Cys

APy

85

val

ser

Lys

Lys

LYS

Glu

Thr

710

ASp

Arg

Pro

AsSn

Asp

LYS

Gly

70

Met

Tyr

ASp

P4569RIWO_PCTSequencel.isting

Leu Ile Lys Tyr Ile Gln Iie Lys

Glu

Glu
695
Gly

Thr

Arg

Met

Asn

GIn

Giu

Gly

Ala

Ile

Ile

680

Arg

Gly

Pro

Aryg

Phe

His

Gly

40

Tyr

LYS

Gly

Thr

ser
120

Pro
665

Asp

Gly

val

Ley
745

Ser

Tyr

25

Pro

Phe

Thr

Met

l.eu

105

L.ys

50

IR

va’l

Gly

Ile

Glu

Arg

Arg

Leu

10

ASD

ASH

Ser

Thr

Lys

Gly

l.eu

Thr

val

Thr

Thr

715

Lys

Glu

Leu

Lys

va't

Thr

val
75

Gly

Ile

Arg

va'l

Pro

Gly

700

Glu

Leu

Gly

Leu

Ile

Cys

Cys

val

Glu
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Tyr

val

685

Pro

Glu

Gln

Arg

Leu

Leu

Ala

45

Lys

Tyr

Pro

Gly

Glu
125

Lys

670

Glu

Glu

Thr

Ala

Ser
750

Leu

Ala

30

Leu

ASn

Glu

Ala

Ala

110

Ile

Pro

Tle

Ile

Leu

Asn

735

Glin

Ile

15

His

Gin

Trp

Cys

vatl

95

Thr

Glu

val

Ile

Th

Lys

val

ser

Thr

Gly



Lys
Leu
145
Leu
Lys
Gly
Ala
val
225

ITe

Ser

Arg
Ile
305
Phe
Ser
Thr

Ser

Thr
385

Gly

ASp

Leu

ASp

Leu

Glu

AsSD

Pro

Ile

290

Leu

Glu

Ile

Asn

Ala

370

ASD

Ser

Ser

AsSn

Ley

Phe

195

Ile

ASD

Ala

Ile

Thr

275

Met

Asn

Thr

Thr

Asn

355

LYS

Leu

Phe

AsSp

Ala

Lys

180

Ile

ITe

Arg

Glu

Leu

260

Asn

Gly

Thr

Leu

va'l

340

Gly

Gin

val

The

Ile

Leu

165

Asn

Asn

His

val

245

Giu

Giu

ASD

Leu

Glu

325

Asn

val

val

Ala

Tyr

150

His

Gly

His

Gly

Leu

230

ASD

Ala

Ala

LYS

Gln

310

Gly

Gly

Ile

GlIn
390

P4569RIWO_PCTSequencebisting
Phe Ala Pro Ser Asn Glu Ala Trp

i35

Arg

Ser

Met

Tyr

Asn

215

Thr

fLeu

Leu

Phe

val

295

Cys

Asn

Ile

His

Glu

375

Leu

Gly

His

Ile

Pro

200

Gln

GIn

Ser

Gly

Glu

280

Ala

Ser

Thr

Lys

Leu

360

Leuy

Gly

Leu

Met

Ash

Iie

Ile

Ser

Arg

Lys

Ser

Glu

Ile

Met

345

Ile

Ala

Leu

Gly

Ile

170

Pro

Gly

Ala

Gly

Phe

250

Asp

Leu

Glu

Ser

Glu

330

val

ASD

Gly

Ala
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Ser

155

ASh

ser

va'l

Thr

Thr

235

ArQ

Gly

Pro

Ala

Ile

315

Tle

Asn

Gln

LYS

Ser
395

140

Asn

Lys

Met

val

Asn

220

Ser

Ala

His

Arg

Leu

300

Met

Gly

Lys

val

Gin

380

Ala

val

Arg

Tyr

Thr

205

Gly

Ile

Ala

Phe

Gly

Cys

Lys

L.eu

365

Gln

Leu

Asn

Met

Asn

190

val

va'l

Glin

Ala

Thr

270

val

Lys

Gly

ASD

W I
wvin
[y

Thr

Arg

ASp

val

Leu

175

AsSN

Asn

val

ASD

[.eu

Tyr

Ala

Pro

Thr

Pro

Asn

Glu

160

Thr

Leu

Cys

Phe
240

Thr

phe

val

320

Asp

val

ASD

Phe

Asp
400



Gly

Thr

Tle

Leu

Ala

465

Arg

Lys

Leu

Gly

Thr

545

ASN

Phe

Ser

Arg

Glu

Leu

Leu

Glu

450

val

ASh

Ser

Ser

530

Ser

Ile

Glu

Phe

Lys

Glu

Gly

Tyr

sar

Cys

Gly

Leu

Leu

515

Trp

Glu

Pro

Leu

595

Glu

Leu

Ile

Ser

Thr

Met

420

val

Ile

Ile

Ala

His

500

Leu

Thr

Glu

Leu

LYS

Ser

Leu

L.eu

Thy
660

Leu

445

ASp

Lys

Gly

Glu

Ile

485

Glu

Glu

f.eu

Lys

Tyr

565

val

Glu

ASD

Tyr

AsSh

645

Phe

Leu

Gln

val

Gly

Asn

470

His

LYS

Phe

Glu

550

Thr

val

Ile

Pro

630

Lys

LYS

PA569RIWO_PCTSequencel.isting
Ala Pro val Asn Asn Ala Phe Ser

Arg

Gly

ile

Leu

Ala

val

535

Iie

Leu

Asn

Asn

Met

Ata

Leu

Giu

l.eu

Leu

440

Glin

Cys

phe

Lys

520

Pro

Leu

Thr

Ile

ASp

Thr

ASp

Ile

Ile

Leu

425

AsSn

Leu

Met

Arq

Gln

505

Leu

Thr

Iie

Pro

Ley

585

Thr

Thr

Thr

Lys

Pro
665

410

Lys

Glu

Arg

Glu

Glu

490

AsSp

Lys

ASN

Arg

Gly

Lys

Leu

Asn

Pro

TYr

650

val

Leu

Ley

val

Lys

475

Ile

Lys

Glu

ASp

Asp

555

val

Thr

Leu

Gly

val

635

Ile

Thr

Ile

Tyt

Phe

460

Gly

Ile

Arg

Leu

Ala

540

Lys

Phe

Thr

val

Gin

val
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l.eu

ASn

445

val

Ser

Lys

Phe

Leu

525

Phe

Asn

Ite

Gin

Asn

605

Tle

Asn

Tyr

Gin

430

Gly

Tyr

LysS

Pro

Ser

510

Thr

Lys

Ala

Gly

His

Asp

LYS

ser
670

GIn

Arg

Gln

Ala

495

Thr

GIn

Gly

Ley

Leu

val

Gln

rhe

655

Pro

Asp

Thr

Phe

Pro

Met

Glin

560

Gly

Lys

Lys

val

Leu

640

val



PA569R1IWO_.PCTSequencelisting
Ile Lys Tyr Thr Arg Ile Ser Thr Gly Gly Gly Glu Thr Glu Glu Thr
675 680 685

Leu Lys Lys Leu Leu Gln Glu
690 695

<Z210> 24

<2311> 117

<212> PRT

<213> Artificial Sequence

<220>
<223> Dpescription of Artificial Sequence: Synthetic
potypeptide

<400> 24
Glu val Gin Leu val Glu Ser Gly Gly Gly Leu val GIn Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ata Ala Ser Gly Phe Thr Phe Ser Asp Tyr
20 25 30

Gly ITe Ala Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45

Ala Phe Ile Ser Asp Leu Ala Tyr Thr Ile Tyr Tyr Ala Asp Thr val
50 55 60

Thr Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu gép Thr Ala val Tyr Tyr Cys
85 95

Ala Arg Asp Asn Trp Asp Ala Met Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

val Thr val Ser Ser
115

<210> 25

<211> 132

<212> PRT

<213> Artificial Seguence

<220>
<223> pescription of Artificial Sequence: Synthetic
polypeptide

<40G0> 25

Asp Ile Gin Met Thr GlIn Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 10 15

Asp Arg val Thr ITe Thr Cys Arg Ser Ser Gln Ser teu Val His Asn
20 25

Page 34



Ash

Pro

Ser

65

Ser

Thr

Ala

Arg

Ser

l.eu

Asn Thr

35

Leu tLeu

phe Ser

teu Gln

val Pro
100

TYFP

ite

Pro
85

Trp

Leu

TYr

Ser

70

Glu

Thr

PA569R1IWO_PCTSequenceListing

His Trp Tyr GIn GIn Lys
40

Lys val Ser Asn Arg Phe
55 60

Gly ser Gly Thr Asp Phe
75

Asp Phe Ala Tgr Tyr Tyr
8

Phe Gly GIn Gly Thr Lys
105

Page 35

Pro Gly
45

Ser Gly
Thr Leu
Cys Ser

val Glu
110

Lys

val

Thr

Gin
g5

Ala

Pro

Ile

80

AsSn

Lys



