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Summary of the Invention 
[Problems to be Solved by the Invention] 

15 The present invention was achieved in view of the above circumstances. An objective 
of the present invention is to provide multispecific antigen-binding molecules that bring T cells 
close to the target cancer cells, and can treat cancer through the cytotoxic activity of T cells 
against target cancer tissues containing glypican 3-expressing cells, and are molecular forms that 
can be produced with high efficiency; methods for producing the antigen-binding molecules; and 

20 pharmaceutical compositions comprising the antigen-binding molecules as active ingredient. 

[Means for Solving the Problems] 
The present inventors discovered an L chain common to a domain comprising a 

glypican 3-binding antibody variable region, and a domain comprising a T-cell receptor 
25 complex-binding antibody variable region, where the common L chain is capable of improving 

affinity to both antigens. This allows preparation of molecular forms that can be produced with 
high efficiency, and further discovery of novel multispecific antigen-binding molecules that 
maintain the strong antitumor activity possessed by T-cell redirecting antibodies such as BiTE 
and the excellent safety property of not inducing a cytokine storm in a cancer antigen-dependent 

30 manner, and also have long half-lives in blood. Furthermore, the present inventors discovered 
that the multispecific antigen-binding molecules comprising common L chains target glypican 3-
expressing cancer cells and cause cell injury. Based on this discovery, the present inventors 
elucidated that the multispecific antigen-binding molecules of the present invention cause injury 
to cancer tissues containing glypican 3-expressing cancer cells. 

35 In one aspect, the present invention refers to a bispecific antibody of any one y \„ -ni) 
below: 
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(111) a bispecific antibody having an antibody 11 chain having glypican 3-binding activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEP ID NO: 
211 and a constant region having the amino acid sequencv VP""- ^ '? o1 • an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid seqnerv v ' > 110 142 and a constant region 
having the amino acid sequence of SEP ID NO: 60: and, a common antibody L chain having the 
amino acid seq uence of SEP ID NO: 223: 
fh2) a bispecific antibody having an antibod\ x I ~nain having glypican 3-binding activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEP ID NO: 
206 and a constant region having the amino acid sequence . yd . an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEQ ID NO: 142 and a constant region, 
having the amino acid sequence of SEP ID NO: 60: and a. common antibody L chain having the 
amino acid sequence of SEC- ID NO: 223: 
(h.3) a bispecific antibody having an antibod :. c'lain having glypican 3-binding activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
206 and a constant region having the amino acid, sequence oi ShP ID NO: (-1, an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEP ID NO: 164 and a constant region 
having the amino acid sequence i _ J p IE hp 0; and a common antibody { _c«nr having the 
amino acid sequence of SEQ ID NO: 223; 
(114) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEP ID NO: 
206 and a constant region having the amino acid sequence of SEP ID NO: 61: an antibody H 
chain, having T-cell receptor com.plex.-bind.ing activity that comprises an antibody H-chain 
variable region having the amino acid seer on >f dt p IP K'P_ • 8 and a. constant region 
having the amino acid sequeiiv e i and a common antibody L chain having the 
amino acid sequence o pgpjjppk :JP3; 
(115) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 
comprises an antibody H-chain variable region, having the amino acid sequence of SEP ID NO: 
206 and, a. constant, region having the amino acid sequence of SEP ID NO: 61; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEP ID NO: 168 and, a constant region 
having the amino acid sequence y tPP J NK • o2; and a common antibody L chain having the 
amino acid sequence of SEQ ID NO: 223; and 
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(I16) a bispecific antibody having an antiboch C D"ah having glypican 3-binding activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEP ID NO; 
2' i and, a constant region having the amino acid sequence of SEP IP NO: 61; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEP ID NO: 164 and a constant region 
having the amino acid sequence of SEP ID NO: 60; and a common antibody L chain having the 
amino acid sequence of SEQ ID NO: 223, 
In another aspect, the 'present invention refers to a pharmaceutical composition comprising the 
bispecific antibody of the present invention and a pharmaceutically acceptable carrier. 
In still another aspect, the present invention refers to a bispecific antibody, wherein an antibody 
variable region having glypican. 3-binding activity, an antibody variable- region having T-cell 
receptor complex-binding activity, and a common I, chain, variable region of the bispecific 
antibody are antibody variable regions comprising any combination of H-chain CDR.1, CDR2, 
and CDR.3 and L-chain CDR.1, CD.R2, and CDR3 selected from fa! ) to (a5) below: 
(a!) H-chaiv PK.L CpC „ and C.DK.3 comprised in the antibody variable region having 
glypican 3-binding activity which, are identical to the amino acid sequences of the C?k 1 
and CDR.3 regions comprised ir d " NOl' 11 ; '-chain DDRC i XdC. and CDR3 comprised 
in the antibody variable region having T-cell receptor complex-binding activity which are 
identical to the amino acid sequences of the CDR.1, CDR2. and CDR3 regions comprised in SEP 
ID NO: 142: arid CI >? !, j, hCk/ i i d CDR.3 comprised in the antibody variable region of the 
common I, chain which are identical to the amino acid sequences of the C'NfC', CDR2, and. 
CDR.3 regions comprised in SEP ID NO: 223; 
(a.2) H-chain CDR.1, C.D.R2, and. CDR.3 comprised in the antibody variable region having 
glypican 3-binding activity which are identical to the amino acid sequences of the CDR1, CDR.2, 
and. CDR3 regions comprised in SEP ID NO: 206; H-eha.D _ C^R.2, and CDR3 comprised 
in the antibody variable region, having T-cell receptor complex-binding activity which are 
identical to the amino acid, sequences of v P J * \2 and C.DR3 regions comprised, in SEP 
ID NO: 164; and CD, 11 'V, and C.DR3 comprised in the antibody variable region of the 
common L chain which, are identical to the amino acid sequences of the CtdvP CD! 12, and 
CDR3 regions comprised in SEP ID NO: 223; 
(a3 > H-chain CDRL CDR2, and CDR3 comprised in the antibody variable region having 
glypican 3-binding activity which are identical to the amino acid sequences oft! s C"~XP JV2 
and CDR3 regions comprised ir Sbp rv NO: 206; H-chai' i2Cd„. CDRP and CDR3 comprised 
in the antibody variable region having T-cell receptor complex-binding activity which are 
identical to the amino acid, sequences of the CDR1, CDR2. and CD.R3 regions comprised in SEQ 
ID NO: 168; and CDRL CDR2, and CPE - comprised in the antibody variable region of the 



6c 

common I, chain which are identical to the amino acid sequences of the * P^, C'"K2, and 
CDR3 regions comprised in SEP ID NO: 223; 
(a4) H-chain CDRL CDR2, and. CDR3 comprised in the antibody variable region having 
glypican 3-binding activity which are identical to the amino acid sequences of the CDRL CDR2, 
and CDR3 regions comprised r ~v Nd: ">; L K chain CDRL CDR2, aiL LlLv" C'vaprised 
in the antibody variable region having T-cell receptor complex-binding activity which are 
identical, to the amino acid, sequences of the CDRL CDR2. and. CDR.3 regions comprised, in. SEQ 
ID NO: 142; and * » . > comprised in the antibody variable region of the 
common I, chain which are identical to the amino acid sequences of the * PL 'VR2. and 
Td _/jegions comprised in SEQ ID NO: 223; 

(a5) H-chain CDRL CDR2. and CPR1 comprised in the antibody variable region haying 
glypican 3-binding activity which are identical to the amino acid sequences of the CDR L CDR2, 
and C.DR3 regions comprised in S^L :T..NO J • ^-chain CDRL CDR2, and CD.R.3 comprised 
in the antibody variable region having T-eell receptor complex-binding activity which are 
identical to the amino acid sequences of the CPJR L CDrL.. and CDR.3 regions comprised in SEQ 
tP NO: 164; and CDRL CDR2, and CDR3 comprised in the antibody variable region of the 
common L chain which are identical to the amino acid sequences of the CDRL CD.R2. and 
C.DR3 regions comprised ii SbQ ID NO 223. 
In one aspect, the present invention refers to a nucleic acid that encodes the bispecific antibody 
of the present in vention. 
In another aspect, the present invention refers to a vector into which the nucleic acid of the 
present invention is introduced. 
In still another aspect, the present invention refers to a cell comprising the vector of the present 
invention. 
In one aspect, the present invention refers to a method for producing the bispecific antibody of 
the present invention by culturing the cell of the present invention. 
In another aspect, the present invention refers to a bispecific antibody produced by the method of 
the present invention. 
In still another aspect, the present invention refers to a pharmaceutical composition coin prising 
the bispecific antibody of the present invention, and a pharmaceutically acceptable earner. 

More specifically. tThe present i»¥eat*e»disclosure also provides the following: 
[1] A multispecific antigen-binding molecule that comprises: 
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(h24) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
211 and a constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 

5 variable region having the amino acid sequence of SEQ ID NO: 164 and a constant region 
having the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 223; and 
(h25) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 

comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
10 211 and a constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 

chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEQ ID NO: 168 and a constant region 
having the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 223. 

15 [23] A nucleic acid that encodes the multispecific antigen-binding molecule of any one of [1] to 
[20] or the bispecific antibody of [21] or [22]. 
[24] A vector into which the nucleic acid of [23] is introduced. 
[25] A cell comprising the nucleic acid of [23] or the vector of [24]. 
[26] A method for producing the multispecific antigen-binding molecule of any one of [1] to 

20 [20] or the bispecific antibody of [21] or [22] by culturing the cell of [25]. 
[27] A multispecific antigen-binding molecule or a bispecific antibody produced by the method 
of [26]. 
[28] A pharmaceutical composition comprising the multispecific antigen-binding molecule of 
any one of [1] to [20] or the bispecific antibody of [21] or [22], and a pharmaceutically 

25 acceptable carrier. 
[29] The pharmaceutical composition of [28], which induces cytotoxicity. 
[30] The pharmaceutical composition of [29], wherein the cytotoxicity is T-cell-dependent 
cytotoxicity. 
[31] The pharmaceutical composition of [28], which is for administration to a patient in need of 

30 the multispecific antigen-binding molecule of any one of [1] to [20] or the bispecific antibody of 
[21] or [22], 

Furthermore, the present weatieadisclosure relates to a kit to be used in a method el' 
sc 1 osed- herein, wherein the kit comprises a multispecific antigen-binding 

molecule ftveatieftas described herein, or a multispecific antigen-binding 
3 5 molecule produced by the production method described herein. The 

present iayeatioftdisclosure also relates to use of a multispecific antigen-binding 



molecule of the present j&yeafeeadisciosure, or use of a multispecific antigen-binding molecule produced 

by the production method of the present inventiondisclosure in the manufacture of a pharmaceutical 

composition for activating cytotoxic activity. The present mventiondisclosure additionally relates to a 

multispecific antigen-binding molecule al!4h€H3f6s^^ described herein, or a multispecific 

antigen-binding molecule produced by the production method described herein 

to be used in a method of the present awefrtk-Mdisclosure. Herein, multispecific antigen-binding 

molecules include bispecific antibodies described herein. 

Furthermore, the present inventiondisclosure relates to a multispecific antigen-binding molecule 

comprising the following domains: 

(1) a domain comprising an antibody variable region having glypican 3-binding activity; 

(2) a domain comprising an antibody variable region having T-cell receptor complex-binding activity; 

wherein the L-chain variable regions contained in the variable regions of (1) and (2) have a commonly 

shared amino acid sequence. The present inventiondisclosure also relates to the domain of (1), which is 

more specifically a domain that comprises antibody heavy-chain and/or light-chain variable regions 

having glypican 3-binding activity, and which is comprised in the multispecific antigen-binding molecule. 

The present inventiondisclosure additionally relates to the domain of (2), which is more specifically a 

domain that comprises an antibody variable region having T-cell receptor complex-binding activity, and 

which is comprised in the multispecific antigen-binding molecule. Details of the domains of (1) and (2) 

may include those described in [1] to [22] mentioned above. The multispecific antigen-binding molecule 

may be a bispecific antibody. Furthermore, the multispecific antigen-binding molecule may further 

comprise a domain comprising an Fc region, and the Fc region may have a reduced Fey receptor-binding 

activity. Details of the domain comprising an Fc region may include those described in [1] to [22] 

mentioned above. The present inventiondisclosure relates to a nucleic acid encoding the multispecific 

antigen-binding molecule or the domains, a vector introduced with the nucleic acid, a cell comprising the 

nucleic acid or the vector, a method for producing the multispecific antigen-binding molecule by 

culturing the cells, and a multispecific antigen-binding molecule or domains comprising an antibody 

variable region having glypican 3-binding activity or T-cell receptor complex-binding activity produced 

by the method. Furthermore, the present layeatieadisclosure relates to a pharmaceutical composition 

comprising the multispecific antigen-binding molecule and a pharmaceutically acceptable carrier. The 

pharmaceutical composition may induce cell injury, the cell injury may be T-cell-dependent cellular 

cytotoxicity, and the composition may be for administration to a patient in need of the multispecific 

antigen-binding molecule. 

The present iaveatieadisclosure also provides a multispecific antigen-binding molecule that 

binds to epitopes overlapping and/or competing with epitopes on each of glypican 3 and T-cell 
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CLAIMS 

1. A bispecific antibody of any one of (hi) to (h6) below: 

(hi) a bispecific antibody having an antibody H chain having glypican 3-binding 

activity that comprises an antibody H-chain variable region having the amino acid 

sequence of SEQ ID NO: 211 and a constant region having the amino acid sequence 

of SEQ ID NO: 61; an antibody H chain having T-cell receptor complex-binding 

activity that comprises an antibody H-chain variable region having the amino acid 

sequence of SEQ ID NO: 142 and a constant region having the amino acid 

sequence of SEQ ID NO: 60; and a common antibody L chain having the amino acid 

sequence of SEQ ID NO: 223; 

(h2) a bispecific antibody having an antibody H chain having glypican 3-binding 

activity that comprises an antibody H-chain variable region having the amino acid 

sequence of SEQ ID NO: 206 and a constant region having the amino acid 

sequence of SEQ ID NO: 61; an antibody H chain having T-cell receptor complex-

binding activity that comprises an antibody H-chain variable region having the amino 

acid sequence of SEQ ID NO: 142 and a constant region having the amino acid 

sequence of SEQ ID NO: 60; and a common antibody L chain having the amino acid 

sequence of SEQ ID NO: 223; 

(h3) a bispecific antibody having an antibody H chain having glypican 3-binding 

activity that comprises an antibody H-chain variable region having the amino acid 

sequence of SEQ ID NO: 206 and a constant region having the amino acid 

sequence of SEQ ID NO: 61; an antibody H chain having T-cell receptor complex-

binding activity that comprises an antibody H-chain variable region having the amino 

acid sequence of SEQ ID NO: 164 and a constant region having the amino acid 

sequence of SEQ ID NO: 60; and a common antibody L chain having the amino acid 

sequence of SEQ ID NO: 223; 

(h4) a bispecific antibody having an antibody H chain having glypican 3-binding 

activity that comprises an antibody H-chain variable region having the amino acid 

sequence of SEQ ID NO: 206 and a constant region having the amino acid 

sequence of SEQ ID NO: 61; an antibody H chain having T-cell receptor complex-

binding activity that comprises an antibody H-chain variable region having the amino 

acid sequence of SEQ ID NO: 168 and a constant region having the amino acid 

sequence of SEQ ID NO: 60; and a common antibody L chain having the amino acid 
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sequence of SEQ ID NO: 223; 

(h5) a bispecific antibody having an antibody H chain having glypican 3-binding 

activity that comprises an antibody H-chain variable region having the amino acid 

sequence of SEQ ID NO: 206 and a constant region having the amino acid 

sequence of SEQ ID NO: 61; an antibody H chain having T-cell receptor complex-

binding activity that comprises an antibody H-chain variable region having the amino 

acid sequence of SEQ ID NO: 168 and a constant region having the amino acid 

sequence of SEQ ID NO: 62; and a common antibody L chain having the amino acid 

sequence of SEQ ID NO: 223; and 

(h6) a bispecific antibody having an antibody H chain having glypican 3-binding 

activity that comprises an antibody H-chain variable region having the amino acid 

sequence of SEQ ID NO: 211 and a constant region having the amino acid sequence 

of SEQ ID NO: 61; an antibody H chain having T-cell receptor complex-binding 

activity that comprises an antibody H-chain variable region having the amino acid 

sequence of SEQ ID NO: 164 and a constant region having the amino acid 

sequence of SEQ ID NO: 60; and a common antibody L chain having the amino acid 

sequence of SEQ ID NO: 223. 

2. The bispecific antibody of claim 1, further comprising a common L chain constant 

region having the amino acid sequence of SEQ ID NO: 63. 

3. A pharmaceutical composition comprising the bispecific antibody of claim 1 or 2 

and a pharmaceutical^ acceptable carrier. 

4. A bispecific antibody, wherein an antibody variable region having glypican 3-

binding activity, an antibody variable region having T-cell receptor complex-binding 

activity, and a common L chain variable region of the bispecific antibody are antibody 

variable regions comprising any combination of H-chain CDR1, CDR2, and CDR3 

and L-chain CDR1, CDR2, and CDR3 selected from (a1) to (a5) below: 

(a1) H-chain CDR1, CDR2, and CDR3 comprised in the antibody variable region 

having glypican 3-binding activity which are identical to the amino acid sequences of 

the CDR1, CDR2, and CDR3 regions comprised in SEQ ID NO: 206; H-chain CDR1, 

CDR2, and CDR3 comprised in the antibody variable region having T-cell receptor 

complex-binding activity which are identical to the amino acid sequences of the 
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CDR1, CDR2, and CDR3 regions comprised in SEQ ID NO: 142; and CDR1, CDR2, 

and CDR3 comprised in the antibody variable region of the common L chain which 

are identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 

comprised in SEQ ID NO: 223; 

(a2) H-chain CDR1, CDR2, and CDR3 comprised in the antibody variable region 

having glypican 3-binding activity which are identical to the amino acid sequences of 

the CDR1, CDR2, and CDR3 regions comprised in SEQ ID NO: 206; H-chain CDR1, 

CDR2, and CDR3 comprised in the antibody variable region having T-cell receptor 

complex-binding activity which are identical to the amino acid sequences of the 

CDR1, CDR2, and CDR3 regions comprised in SEQ ID NO: 164; and CDR1, CDR2, 

and CDR3 comprised in the antibody variable region of the common L chain which 

are identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 

comprised in SEQ ID NO: 223; 

(a3) H-chain CDR1, CDR2, and CDR3 comprised in the antibody variable region 

having glypican 3-binding activity which are identical to the amino acid sequences of 

the CDR1, CDR2, and CDR3 regions comprised in SEQ ID NO: 206; H-chain CDR1, 

CDR2, and CDR3 comprised in the antibody variable region having T-cell receptor 

complex-binding activity which are identical to the amino acid sequences of the 

CDR1, CDR2, and CDR3 regions comprised in SEQ ID NO: 168; and CDR1, CDR2, 

and CDR3 comprised in the antibody variable region of the common L chain which 

are identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 

comprised in SEQ ID NO: 223; 

(a4) H-chain CDR1, CDR2, and CDR3 comprised in the antibody variable region 

having glypican 3-binding activity which are identical to the amino acid sequences of 

the CDR1, CDR2, and CDR3 regions comprised in SEQ ID NO: 211; H-chain CDR1, 

CDR2, and CDR3 comprised in the antibody variable region having T-cell receptor 

complex-binding activity which are identical to the amino acid sequences of the 

CDR1, CDR2, and CDR3 regions comprised in SEQ ID NO: 142; and CDR1, CDR2, 

and CDR3 comprised in the antibody variable region of the common L chain which 

are identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 

comprised in SEQ ID NO: 223; 

(a5) H-chain CDR1, CDR2, and CDR3 comprised in the antibody variable region 

having glypican 3-binding activity which are identical to the amino acid sequences of 

the CDR1, CDR2, and CDR3 regions comprised in SEQ ID NO: 211; H-chain CDR1, 
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CDR2, and CDR3 comprised in the antibody variable region having T-cell receptor 

complex-binding activity which are identical to the amino acid sequences of the 

CDR1, CDR2, and CDR3 regions comprised in SEQ ID NO; 164; and CDR1, CDR2, 

and CDR3 comprised in the antibody variable region of the common L chain which 

are identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 

comprised in SEQ ID NO: 223. 

5. The bispecific antibody of claim 4, which further comprises a heterodimeric Fc 

region with reduced binding activity towards an Fc receptor. 

6. The bispecific antibody of claim 5, wherein the heterodimeric Fc region is the 

combination of amino acid sequences of (b1) below: 

(b1) a combination of an amino acid sequence identical to the Fc region of a 

constant region having the amino acid sequence of SEQ ID NO: 60 or 62, and an 

amino acid sequence identical to the Fc region of a constant region having the amino 

acid sequence of SEQ ID NO: 61. 

7. A nucleic acid that encodes the bispecific antibody of any one of claims 4 to 6. 

8. A vector into which the nucleic acid of claim 7 is introduced. 

9. A cell comprising the vector of claim 8. 

10. A method for producing the bispecific antibody of any one of claims 4 to 6 by 

culturing the cell of claim 9. 

11. A bispecific antibody produced by the method of claim 10. 

12. A pharmaceutical composition comprising the bispecific antibody of any one of 

claims 4 to 6, and a pharmaceutically acceptable carrier. 
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CLAIMS / 

1. A multispecific antigen-binding molecule that comprises: / 
5 (1) a domain comprising an antibody variable region having glypican 3-binding activity, 

(2) a domain comprising an antibody variable region having T-cell receptor/complex-binding 

activity, and / 
(3) a domain comprising an Fc region with reduced binding activity towards an Fey receptor, 
wherein the L chain variable regions comprised in the variable region of (1) and the variable 

10 region of (2) have a common amino acid sequence; wherein the multispecific antigen-binding 
molecule has a cytotoxic activity equivalent to or greater than tnat of a bispecific antibody 

comprising a glypican 3-binding domain comprising SEQ IT/NOS: 47 and 48, and a T-cell 
receptor complex-binding domain comprising SEQ ID NGfs: 49 and 50. 

15 2. The multispecific antigen-binding molecule of cMm 1, wherein the cytotoxic activity is T-
cell-dependent cytotoxic activity. / 

3. The multispecific antigen-binding molecule of claim 1 or 2, wherein the T-cell receptor 

complex-binding activity is binding activity towards a T-cell receptor. 

20 / 
4. The multispecific antigen-binding molecule of any one of claims 1 to 3, wherein the T-cell 

receptor complex-binding activityls binding activity towards a CD3e chain. 

5. The multispecific antiger/binding molecule of any one of claims 1 to 4, wherein the antibody 

25 variable region of (1) in craim 1 is an antibody variable region that comprises any one of the 
combinations of H-cham CDR1, CDR2, and CDR3 selected from (al) to (a5) below, or an 
antibody variable region functionally equivalent thereto: 
(al) CDR1, GDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 res^rns comprised in SEQ ID NO: 40; 
30 (a2) CDRL CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR/regions comprised in SEQ ID NO: 197; 
(a3) /CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

andjCDR3 regions comprised in SEQ ID NO: 206; 

(/A) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 
35 /and CDR3 regions comprised in SEQ ID NO: 211; and 
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(a5) CDR1, CDR2, and CDR3 identical to the amino acid sequences of tf f, CDR2, 
and CDR3 regions comprised in SEQ ID NO: 215. 

6. The multispecific antigen-binding molecule of any one of claims 1 to 4, w he antibody 
5 variable region of (2) in claim 1 is an antibody variable region that comprises any one of the 

combinations of H-chain CDR1, CDR2, and CDR3 amino acid sequences selected from (bl) to 
(bl5) below, or an antibody variable region functionally equivalent thereto: 
(bl) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ ID NO: 52; / 
10 (b2) CDR1, CDR2, and CDR3 identical to the amino acid/sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ ID NO: 103; / 
(b3) CDR1, CDR2, and CDR3 identical to the amino/acid sequences of the CDR1, CDR2, 
and CDR3 regions comprised in SEQ ID NO: 122; / 
(b4) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

15 and CDR3 regions comprised in SEQ ID NO: \2®\ 
(b5) CDR1, CDR2, and CDR3 identical to/me amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ ID NO: 129; 
(b6) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ ED NO: 132; 
20 (b7) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SJ^Q ID NO: 142; 
(b8) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprisedm SEQ ID NO: 144; 
(b9) CDR1, CDR2, anp CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

25 and CDR3 regions comjmsed in SEQ ID NO: 164; 
(blO) CDR1, CDR/, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions/aDmprised in SEQ ID NO: 168; 
(bl 1) CDR1, JCDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ ID NO: 421; 
30 (b l2) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ ID NO: 424; 
(bl3y CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 
and/CDR3 regions comprised in SEQ ID NO: 426; 
6614) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

35 /and CDR3 regions comprised in SEQ ID NO: 429; and 



115 

(bl 5) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDJRfl, CDR2, 
and CDR3 regions comprised in SEQ ID NO: 430. / 

7. The multispecific antigen-binding molecule of any one of claims 1 to 4. Wherein the antibody 

5 variable regions of (1) and (2) in claim 1 are antibody variable regions comprising any one of the 
combinations of H-chain CDR1, CDR2, and CDR3 selected from the Mlowing (cl) to (cl9), or 

antibody variable regions functionally equivalent thereto: / 
(cl) CDR1, CDR2, and CDR3 comprised in the antibody varumle region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2,/nd CDR3 regions comprised in 

10 SEQ ID NO: 40; and CDR1, CDR2, and CDR3 comprised in/me antibody variable region of (2) 

in claim 1 and identical to the amino acid sequences of the/CDRl, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 52; / 
(c2) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 

15 SEQ ID NO: 40; and CDR1, CDR2, and CDR3 own prised in the antibody variable region of (2) 
in claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 421; / 

(c3) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
20 SEQ ID NO: 40; and CDR1, CDR2yand CDR3 comprised in the antibody variable region of (2) 

in claim 1 and identical to the ammo acid sequences of the CDR1, CDR2, and CDR3 regions 

comprised in SEQ ID NO: 426/ 
(c4) CDR1, CDR2, and CcDR3 comprised in the antibody variable region of (1) in claim 1 

and identical to the amino/cid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
25 SEQ ID NO: 40; and C1H11, CDR2, and CDR3 comprised in the antibody variable region of (2) 

in claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQIE) NO: 429; 
(c5) CDRlyCDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
30 SEQ ID NO: 40; and CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) 

in claim / and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
composed in SEQ ID NO: 430; 
(c6X CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

md identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
35 /SEQ ID NO: 197; and CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) 
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in claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR! 
comprised in SEQ ID NO: 128; 

(c7) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
5 SEQ ID NO: 206; and CDR1, CDR2, and CDR3 comprised in the antibod//ariable region of (2) 

in claim 1 and identical to the amino acid sequences of the CDR1, CDRZ, and CDR3 regions 

comprised in SEQ ID NO: 142; / 
(c8) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 

10 SEQ ID NO: 206; and CDR1, CDR2, and CDR3 comprised iiyme antibody variable region of (2) 
in claim 1 and identical to the amino acid sequences of the QDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 144; / 
(c9) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
15 SEQ ID NO: 206; and CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) 

in claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 164; / 

(c 10) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acid sequence/of the CDR1, CDR2, and CDR3 regions comprised in 

20 SEQ ID NO: 206; and CDR1, CDR2, amd CDR3 comprised in the antibody variable region of (2) 
in claim 1 and identical to the aminosacid sequences of the CDR1, CDR2, and CDR3 regions 

comprised in SEQ ID NO: 168; / 
(cl 1) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acjo sequences of the CDR1, CDR2, and CDR3 regions comprised in 
25 SEQ ID NO: 211; and CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) 

in claim 1 and identical m the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID/NO: 142; 

(cl2) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

and identical to tKe amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 

30 SEQ ID NO: 241; and CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) 
in claim 1 artel identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprisejnn SEQ ID NO: 144; 

(c 13) /CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

and Identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
35 SEQ ID NO: 211; and CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) 
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in claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDRo regions 

comprised in SEQ ID NO: 164; / 
(c 14) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 

5 SEQ ID NO: 211; and CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) 
in claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 

comprised in SEQ ID NO: 168; / 
(cl5) CDR1, CDR2, and CDR3 comprised in the antibody van^Dle region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 

10 SEQ ID NO: 215; and CDR1, CDR2, and CDR3 comprised bl the antibody variable region of (2) 

in claim 1 and identical to the amino acid sequences of theX'DR 1, CDR2, and CDR3 regions 

comprised in SEQ ID NO: 103; / 
(cl6) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 

15 SEQ ID NO: 215; and CDR1, CDR2, and CDR3/x>mprised in the antibody variable region of (2) 
in claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 122; / 
(c 17) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
20 SEQ ID NO: 215; and CDR1, CDR2/and CDR3 comprised in the antibody variable region of (2) 

in claim 1 and identical to the amiiro acid sequences of the CDR1, CDR2, and CDR3 regions 

comprised in SEQ ID NO: 129,/ 
(c 18) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 

25 SEQ ID NO: 215; and CJ^Rl, CDR2, and CDR3 comprised in the antibody variable region of (2) 

in claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 

comprised in SEQ lp NO: 132; and 
(c 19) CDR1, QDR2. and CDR3 comprised in the antibody variable region of (1) in claim 1 

and identical toqiie amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 

30 SEQ ID NO/215; and CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) 
in claim band identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
compm/d in SEQ ID NO: 424. 

8./The multispecific antigen-binding molecule of any one of claims 5 to 7, wherein CDR1, 
35 and CDR3 are CDR1, CDR2, and CDR3 regions based on Kabat numbering. 
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9. The multispecific antigen-binding molecule of any one of claims 1 to 4, wherein the antibody 
variable region of (1) in claim 1 is an antibody variable region comprising any out/of the H-

chain variable regions selected from (al) to (a5) below, or an antibody variable/egion 

functionally equivalent thereto: / 
5 (al) an H-chain variable region having the amino acid sequence of SE0 ID NO: 40; 

(a2) an H-chain variable region having the amino acid sequence of SEQ ID NO: 197; 

(a3) an H-chain variable region having the amino acid sequence of SEQ ID NO: 206; 
(a4) an H-chain variable region having the amino acid sequence/of SEQ ID NO: 211; and 
(a5) an H-chain variable region having the amino acid sequence of SEQ ID NO: 215. 

10 / 
10. The multispecific antigen-binding molecule of any one m claims 1 to 4, wherein the 

antibody variable region of (2) in claim 1 is an antibody variable region comprising any one of 
the H-chain variable regions selected from (bl) to (bl5VDelow, or an antibody variable region 
functionally equivalent thereto: / 
(bl) an H-chain variable region having the amino acid sequence of SEQ ID NO: 52; 
(b2) an H-chain variable region having the amino acid sequence of SEQ ID NO: 103; 
(b3) an H-chain variable region having th&J amino acid sequence of SEQ ID NO: 122; 
(b4) an H-chain variable region having ̂ e amino acid sequence of SEQ ID NO: 128; 
(b5) an H-chain variable region having the amino acid sequence of SEQ ID NO: 129; 
(b6) an H-chain variable region having the amino acid sequence of SEQ ID NO: 132; 
(b7) an H-chain variable region having the amino acid sequence of SEQ ID NO: 142; 
(b8) an H-chain variable region having the amino acid sequence of SEQ ID NO: 144; 
(b9) an H-chain variable region having the amino acid sequence of SEQ ID NO: 164; 
(blO) an H-chain variable /eg ion having the amino acid sequence of SEQ ID NO: 168; 
(bl 1) an H-chain variable region having the amino acid sequence of SEQ ID NO: 421; 
(bl2) an H-chain variable region having the amino acid sequence of SEQ ID NO: 424; 
(bl 3) an H-chain variable region having the amino acid sequence of SEQ ID NO: 426; 
(bl4) an H-chain/ 'variable region having the amino acid sequence of SEQ ID NO: 429; 
(bl5) an H-chjmi variable region having the amino acid sequence of SEQ ID NO: 430. 

30 / 
11. The muni specific antigen-binding molecule of any one of claims 1 to 4, wherein the 
antibody variable regions of (1) and (2) in claim 1 are antibody variable regions comprising any 
one of the combinations of H-chain variable regions selected from (cl) to (cl9) below, or 

antibody variable regions functionally equivalent thereto: 
35 {cl) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

which has the amino acid sequence of SEQ ID NO: 40; and an H-chain variable region 
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comprised in the antibody variable region of (2) in claim 1 which has the amino acid sequence of 
SEQ ID NO: 52; / 

(c2) an H-chain variable region comprised in the antibody variable region of (l/f in claim 1 
which has the amino acid sequence of SEQ ID NO: 40; and an H-chain variable .region 

5 comprised in the antibody variable region of (2) in claim 1 which has the amhro acid sequence of 

SEQ ID NO: 421: / 

(c3) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 
which has the amino acid sequence of SEQ ID NO: 40; and an H-chaM variable region 
comprised in the antibody variable region of (2) in claim 1 which \rA the amino acid sequence of 

10 SEQ ID NO: 426; / 
(c4) an H-chain variable region comprised in the antibodwvariable region of (1) in claim 1 

which has the amino acid sequence of SEQ ID NO: 40; and/an H-chain variable region 
comprised in the antibody variable region of (2) in claim A which has the amino acid sequence of 
SEQ ID NO: 429; / 

/y 
15 (c5) an H-chain variable region comprised in the/antibody variable region of (1) in claim 1 

which has the amino acid sequence of SEQ ID N0: 40; and an H-chain variable region 
comprised in the antibody variable region of {2n in claim 1 which has the amino acid sequence of 
SEQ ID NO: 430; / 

(c6) an H-chain variable region composed in the antibody variable region of (1) in claim 1 
20 which has the amino acid sequence of SEQ ID NO: 197; and an H-chain variable region 

comprised in the antibody variable region of (2) in claim 1 which has the amino acid sequence of 

SEQ ID NO: 128; / 
(c7) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 
which has the amino acid seouence of SEQ ID NO: 206; and an H-chain variable region 

25 comprised in the antibody Variable region of (2) in claim 1 which has the amino acid sequence of 

SEQ ID NO: 142; / 
(c8) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

which has the ami wo acid sequence of SEQ ID NO: 206; and an H-chain variable region 
comprised in th</antibody variable region of (2) in claim 1 which has the amino acid sequence of 

30 SEQ ID NOyM4; 
(c9) an/H-chain variable region comprised in the antibody variable region of (1) in claim 1 
which hafs the amino acid sequence of SEQ ID NO: 206; and an H-chain variable region 
comprised in the antibody variable region of (2) in claim 1 which has the amino acid sequence of 

SEQ ID NO: 164; 
35 iclO) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

/ which has the amino acid sequence of SEQ ID NO: 206; and an H-chain variable region 
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comprised in the antibody variable region of (2) in claim 1 which has the amino acid/sequence of 
SEQ ID NO: 168; / 
(cl 1) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 
which has the amino acid sequence of SEQ ID NO: 211; and an H-chain variable region 

5 compri sed in the antibody variable region of (2) in claim 1 which has the amino acid sequence of 
SEQ ID NO: 142; / 
(cl2) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 
which has the amino acid sequence of SEQ ID NO: 211; and an Hnmain variable region 
comprised in the antibody variable region of (2) in claim 1 whicbr has the amino acid sequence of 

10 SEQ ID NO: 144; / 
(cl3) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 
which has the amino acid sequence of SEQ ID NO: 211;yind an H-chain variable region 
comprised in the antibody variable region of (2) in claim 1 which has the amino acid sequence of 
SEQ ID NO: 164; / 

15 (cl4) an H-chain variable region comprised iiyne antibody variable region of (1) in claim 1 
which has the amino acid sequence of SEQ ID-NO: 211; and an H-chain variable region 
comprised in the antibody variable region of/(2) in claim 1 which has the amino acid sequence of 
SEQ ID NO: 168; / 
(c 15) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

20 which has the amino acid sequence of SEQ ID NO: 215; and an H-chain variable region 
comprised in the antibody variable/region of (2) in claim 1 which has the amino acid sequence of 
SEQ ID NO: 103; / 
(c 16) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 
which has the amino acid sequence of SEQ ID NO: 215; and an H-chain variable region 

25 comprised in the antibod/ variable region of (2) in claim 1 which has the amino acid sequence of 
SEQ ID NO: 122; / 
(cl7) an H-chain/variable region comprised in the antibody variable region of (1) in claim 1 
which has the amino acid sequence of SEQ ID NO: 215; and an H-chain variable region 
comprised in me antibody variable region of (2) in claim 1 which has the amino acid sequence of 

30 SEQ ID NO/J29; 
(c l 8) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 
which Was the amino acid sequence of SEQ ID NO: 215; and an H-chain variable region 
com wised in the antibody variable region of (2) in claim 1 which has the amino acid sequence of 
SEQ ID NO: 132; and 

35 Ac 19) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 
/ which has the amino acid sequence of SEQ ID NO: 215; and an H-chain variable region 



121 

compri sed in the antibody variable region of (2) in claim 1 which has the ai ' id sequence of 

SEQ ID NO: 424. 

12. The multispecific antigen-binding molecule of any one of claims 1 to 1 , -ein the 

5 common L chain of claim 1 is a common L chain comprising any one of/he combinations of 
CDR1, CDR2, and CDR3 selected from (dl) to (dl 1) below, or a common L chain functionally 

equivalent thereto: / 
(dl) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ ID NO: 53; / 
10 (d2) CDR1, CDR2, and CDR3 identical to the amino acjfi sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ ID NO: 223; / 
(d3) CDR 1, CDR2, and CDR3 identical to the amkro acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ ID NO: 299; / 
(d4) CDR1, CDR2, and CDR3 identical to the/amino acid sequences of the CDR1, CDR2, 

15 and CDR3 regions comprised in SEQ ID NO: 301; 
(d5) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ ID NO: 302; 
(d6) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ/ID NO: 304; 
20 (d7) CDR1, CDR2, and CDR3/aentical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in/SEQ ID NO: 306; 

(d8) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ ID NO: 307; 
(d9) CDR1, CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

25 and CDR3 regions apprised in SEQ ID NO: 309; 
(dlO) CDR1, CDJR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 region/comprised in SEQ ID NO: 310; and 
(dl 1) CDR I/CDR2, and CDR3 identical to the amino acid sequences of the CDR1, CDR2, 

and CDR3 regions comprised in SEQ ID NO: 319. 

30 / 
13. Th/multispecific antigen-binding molecule of any one of claims 1 to 11, wherein the L 
chaii/variable region of claim 1 is a variable region of any one of the L chain amino acid 
sequences selected from(dl) to (dl 1) below: 

Ad 1) an L chain comprising the amino acid sequence of SEQ ID NO: 53; 

35 / (d2) an L chain comprising the amino acid sequence of SEQ ID NO: 223; 
/ (d3) an L chain comprising the amino acid sequence of SEQ ID NO: 299; 



122 

(d4) an L chain comprising the amino acid sequence of SEQ ID NO: 301; / 
(d5) an L chain comprising the amino acid sequence of SEQ ID NO: 302; / 
(d6) an L chain comprising the amino acid sequence of SEQ ID NO: 304; / 
(d7) an L chain comprising the amino acid sequence of SEQ ID NO: 306; / 

5 (d8) an L chain comprising the amino acid sequence of SEQ ID NO: 307:/ 
(d9) an L chain comprising the amino acid sequence of SEQ ID NO: 309; 
(dlO) an L chain comprising the amino acid sequence of SEQ ID NOc 310; and 
(dl 1) an L chain comprising the amino acid sequence of SEQ ID NO: 319. 

10 14. The multispecific antigen-binding molecule of any one of/claims 1 to 4, wherein the 
antibody variable regions of (1) and (2) of claim 1 and the common L chain variable region are 
antibody variable regions comprising any one of the combinations of H-chain CDR1, CDR2, and 
CDR3 and L-chain CDR1, CDR2, and CDR3 selected/from (el) to (e25) below, or antibody 
variable regions functionally equivalent thereto: / 

15 (el) CDR1, CDR2, and CDR3 comprised in me antibody variable region of (1) in claim 1 
and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 197; CDR1, CDR2, and CDR3xomprised in the antibody variable region of (2) in 
claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 128; and CDR1, CDR2, and CDR3 comprised in the antibody 

20 variable region of the common L chain and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions compiled in SEQ ID NO: 53; 
(e2) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acra sequences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 197; CDR1, JCDR2, and CDR3 comprised in the antibody variable region of (2) in 

25 claim 1 and identical tcyuie amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ II>rslO: 128; and CDR1, CDR2, and CDR3 comprised in the antibody 
variable region of the common L chain and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO: 299; 
(e3) CDR4, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

30 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ IEKNO: 197; CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) in 
claim/ and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 128; and CDR1, CDR2, and CDR3 comprised in the antibody 
variable region of the common L chain and identical to the amino acid sequences of the CDR1, 

35 /^DR2, and CDR3 regions comprised in SEQ ID NO: 310; 
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(e4) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in/laim 1 
and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 197; CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) in 
claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 

5 comprised in SEQ ID NO: 128; and CDR1, CDR2, and CDR3 comprised iiyme antibody 
variable region of the common L chain and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO: 319; / 
(e5) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2, ana CDR3 regions comprised in 
10 SEQ ID NO: 206; CDR1, CDR2, and CDR3 comprised in the a/ibody variable region of (2) in 

claim 1 and identical to the amino acid sequences of the CDIM, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 142; and CDR1, CDR2, and CDR3 comprised in the antibody 
variable region of the common L chain and identical to me amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NOyz23; 

15 (e6) CDR1, CDR2, and CDR3 comprised in th/antibody variable region of (1) in claim 1 
and identical to the amino acid sequences of the JCDRl, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 206; CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) in 
claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 144; and CDM, CDR2, and CDR3 comprised in the antibody 

20 variable region of the common L chain/and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO: 223; 
(el) CDR1, CDR2, and CDR? comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acid/equences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 206; CDR1, CL5R2, and CDR3 comprised in the antibody variable region of (2) in 

25 claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 164; and CDR1, CDR2, and CDR3 comprised in the antibody 
variable region of thexommon L chain and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR^egions comprised in SEQ ID NO: 223; 
(e8) CDRlyCDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

30 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ ID N&. 206; CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) in 
claim 1 afnd identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
compulsed in SEQ ID NO: 168; and CDR1, CDR2, and CDR3 comprised in the antibody 
variable region of the common L chain and identical to the amino acid sequences of the CDR1, 

35 QDR2, and CDR3 regions comprised in SEQ ID NO: 223; 
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(e9) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in cjaim 1 
and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 211; CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) in 
claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 

5 comprised in SEQ ID NO: 142; and CDR1, CDR2, and CDR3 comprised in Itie antibody 
variable region of the common L chain and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO: 223; / 
(elO) CDR1, CDR2, and CDR3 comprised in the antibody variable/region of (1) in claim 1 
and identical to the amino acid sequences of the CDR1, CDR2, ancLCDR3 regions comprised in 

10 SEQ ID NO: 211; CDR 1. CDR2, and CDR3 comprised in the anybody variable region of (2) in 
claim 1 and identical to the amino acid sequences of the CDR1/CDR2, and CDR3 regions 
comprised in SEQ ID NO: 142; and CDR1, CDR2, and CDR3 comprised in the antibody 
variable region of the common L chain and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO: 299: 

15 (ell) CDR1, CDR2, and CDR3 comprised in the/ntibody variable region of (1) in claim 1 
and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 211; CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) in 
claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 144; and CDRl/fCDR2, and CDR3 comprised in the antibody 

20 variable region of the common L chain *md identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised/m SEQ ID NO: 223; 
(el2) CDR1, CDR2, and CDR3/Comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 211; CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) in 

25 claim 1 and identical to the/amino acid sequences of the CDR1, CDR2. and CDR3 regions 
comprised in SEQ ID NGl: 164; and CDR1, CDR2, and CDR3 comprised in the antibody 
variable region of the /ommon L chain and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 legions comprised in SEQ ID NO: 223; 
(el3) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

30 and identical m the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ ID No/211; CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) in 
claim 1 identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 168; and CDR1, CDR2, and CDR3 comprised in the antibody 
variable region of the common L chain and identical to the amino acid sequences of the CDR1, 

35 CpR2, and CDR3 regions comprised in SEQ ID NO: 223; 
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(el4) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions/comprised in 
SEQ ID NO: 215; CDR1, CDR2, and CDR3 comprised in the antibody variable/region of (2) in 
claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and GDR3 regions 

5 comprised in SEQ ID NO: 103; and CDR1, CDR2, and CDR3 comprised M the antibody 
variable region of the common L chain and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO: 53; / 
(el5) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
10 SEQ ID NO: 215; CDR1, CDR2, and CDR3 comprised in the/itibody variable region of (2) in 

claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 103; and CDR1, CDR2, and CDR3 comprised in the antibody 
variable region of the common L chain and identical tcvlhe amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO/299; 

15 (el6) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acid sequences of the/CDRl, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 215; CDR1, CDR2, and CDR3 /omprised in the antibody variable region of (2) in 
claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 103; and CDjKl, CDR2, and CDR3 comprised in the antibody 

20 variable region of the common L cham and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO: 301; 
(el7) CDR1, CDR2, and CDRo comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acid/sequences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 215; CDR1, QDR2, and CDR3 comprised in the antibody variable region of (2) in 

25 claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 103; and CDR1, CDR2, and CDR3 comprised in the antibody 

f /common L chain and identical to the amino acid sequences of the CDR1, 
gions comprised in SEQ ID NO: 302; 
12, and CDR3 comprised in the antibody variable region of (1) in claim 1 
mino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
DR1, CDR2, and CDR3 comprised in the antibody variable region of (2) in 
to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 

) NO: 103; and CDR1, CDR2, and CDR3 comprised in the antibody 
s common L chain and identical to the amino acid sequences of the CDR1, 
gions comprised in SEQ ID NO: 304; 
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(el9) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (\) w claim 1 
and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regionj/comprised in 
SEQ ID NO: 215; CDR1, CDR2, and CDR3 comprised in the antibody variabh/region of (2) in 
claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and GDR3 regions 

5 comprised in SEQ ID NO: 103; and CDR1, CDR2, and CDR3 comprised ill the antibody 
variable region of the common L chain and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO: 306; / 
(e20) CDR1, CDR2, and CDR3 comprised in the antibody variajde region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
10 SEQ ID NO: 215; CDR1, CDR2, and CDR3 comprised in the/ntibody variable region of (2) in 

claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 103; and CDR1, CDR2, and CDR 3 comprised in the antibody 
variable region of the common L chain and identical to/the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO: 307; 

15 (e21) CDR1, CDR2, and CDR3 comprised in tMe antibody variable region of (1) in claim 1 
and identical to the amino acid sequences of thi/CDRl, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 215; CDR1, CDR2, and CDR3/omprised in the antibody variable region of (2) in 
claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 103; and CDJU, CDR2, and CDR3 comprised in the antibody 

20 variable region of the common L chain and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO: 309; 
(e22) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acicr sequences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 215; CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) in 

25 claim 1 and identical to ttte amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID WO: 122; and CDR1, CDR2, and CDR3 comprised in the antibody 
variable region of the common L chain and identical to the amino acid sequences of the CDR1, 
CDR2, and CDRJ^regions comprised in SEQ ID NO: 53; 
(e23) CDR1/CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

30 and identical/lo the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
SEQ ID NO: 215; CDR1, CDR2, and CDR3 comprised in the antibody variable region of (2) in 
claim Land identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
composed in SEQ ID NO: 129; and CDR1, CDR2, and CDR3 comprised in the antibody 
vamble region of the common L chain and identical to the amino acid sequences of the CDR1, 

35 /DR2, and CDR3 regions comprised in SEQ ID NO: 53; 
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(e24) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1 )m claim 1 
and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 region/comprised in 
SEQ ID NO: 215; CDR1, CDR2, and CDR3 comprised in the antibody variabiyregion of (2) in 
claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 

5 comprised in SEQ ID NO: 132; and CDR1, CDR2, and CDR3 comprised in the antibody 
variable region of the common L chain and identical to the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO: 53; and / 
(e25) CDR1, CDR2, and CDR3 comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions comprised in 
10 SEQ ID NO: 215; CDR1, CDR2, and CDR3 comprised in the Antibody variable region of (2) in 

claim 1 and identical to the amino acid sequences of the CDR1, CDR2, and CDR3 regions 
comprised in SEQ ID NO: 424; and CDR1, CDR2, and CDR3 comprised in the antibody 
variable region of the common L chain and identical to/the amino acid sequences of the CDR1, 
CDR2, and CDR3 regions comprised in SEQ ID NO/53. 

15 / 
15. The multispecific antigen-binding molecule/of any one of claims 1 to 4, wherein the 
antibody variable regions of (1) and (2) of claim 1 and the common L chain variable region are 
antibody variable regions comprising any one of the combinations of variable regions selected 
from (fl) to (f26) below, or antibody variable regions functionally equivalent thereto: 

20 (fl) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acid sequence of SEQ ID NO: 197; an H-chain variable region 
comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 
sequence of SEQ ID NO: 128;/nd an antibody variable region of the common L chain identical 
to the amino acid sequence of the variable region comprised in SEQ ID NO: 53; 

25 (f2) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 
and identical to the ammo acid sequence of SEQ ID NO: 197; an H-chain variable region 
comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 
sequence of SEQ IJD NO: 128; and an antibody variable region of the common L chain identical 
to the amino aci</ sequence of the variable region comprised in SEQ ID NO: 299; 

30 (f3) an Hicham variable region comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acid sequence of SEQ ID NO: 197; an H-chain variable region 
comprise/in the antibody variable region of (2) in claim 1 and identical to the amino acid 
sequence of SEQ ID NO: 128; and an antibody variable region of the common L chain identical 
to the amino acid sequence of the variable region comprised in SEQ ID NO: 310; 

35 (£4) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 
And identical to the amino acid sequence of SEQ ID NO: 197; an H-chain variable region 
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comprised in the antibody variable region of (2) in claim 1 and identical to the ammo/acid 
sequence of SEQ ID NO: 128; and an antibody variable region of the common L cKain identical 
to the amino acid sequence of the variable region comprised in SEQ ID NO: 319; 
(f5) an H-chain variable region comprised in the antibody variable region/of (1) in claim 1 

5 and identical to the amino acid sequence of SEQ ID NO: 206; an H-chain variable region 
comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 
sequence of SEQ ID NO: 142; and an antibody variable region of the common L chain and 
identical to the amino acid sequence of the variable region comprise/in SEQ ID NO: 223; 
(f6) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

10 and identical to the amino acid sequence of SEQ ID NO: 206; an H-chain variable region 
comprised in the antibody variable region of (2) in claim 1 ana identical to the amino acid 
sequence of SEQ ID NO: 144; and an antibody variable region of the common L chain identical 
to the amino acid sequence of the variable region comprised in SEQ ID NO: 223; 
(f7) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

15 and identical to the amino acid sequence of SEQ ID/NO: 206; an H-chain variable region 
comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 
sequence of SEQ ID NO: 164; and an antibody/v ariable region of the common L chain and 
identical to the amino acid sequence of the variable region comprised in SEQ ID NO: 223; 
(f8) an H-chain variable region composed in the antibody variable region of (1) in claim 1 

20 and identical to the amino acid sequent^of SEQ ID NO: 206; an H-chain variable region 
comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 
sequence of SEQ ID NO: 168; and/an antibody variable region of the common L chain identical 
to the amino acid sequence of th/variable region comprised in SEQ ID NO: 223; 
(f9) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

25 and identical to the amino ajdid sequence of SEQ ID NO: 211; an H-chain variable region 
comprised in the antibody^variable region of (2) in claim 1 and identical to the amino acid 
sequence of SEQ ID NO: 142; and an antibody variable region of the common L chain identical 

f uence of the variable region comprised in SEQ ID NO: 223; 
'ariable region comprised in the antibody variable region of (1) in claim 1 
nino acid sequence of SEQ ID NO: 211; an H-chain variable region 
body variable region of (2) in claim 1 and identical to the amino acid 
NO: 142; and an antibody variable region of the common L chain identical 
uence of the variable region comprised in SEQ ID NO: 299; 
'ariable region comprised in the antibody variable region of (1) in claim 1 
mino acid sequence of SEQ ID NO: 211; an H-chain variable region 
body variable region of (2) in claim 1 and identical to the amino acid 
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sequence of SEQ ID NO: 144; and an antibody variable region of the common L chain identical 
to the amino acid sequence of the variable region comprised in SEQ ID NO: 223; / 
(f 12) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequence of SEQ ID NO: 211; an H-chain variable region 
5 comprised in the antibody variable region of (2) in claim 1 and identical to/the amino acid 

sequence of SEQ ID NO: 164; and an antibody variable region of the common L chain identical 
to the amino acid sequence of the variable region comprised in SEQ LD NO: 223; 
(f 13) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequence of SEQ ID NO: 211; an/] 1-chain variable region 
10 comprised in the antibody variable region of (2) in claim 1 am/identical to the amino acid 

sequence of SEQ ID NO: 168; and an antibody variable region of the common L chain identical 
to the amino acid sequence of the variable region comprised in SEQ ID NO: 223; 
(f 14) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequence of SEQ ID/NO: 215; an H-chain variable region 
15 comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 

sequence of SEQ ID NO: 103; and an antibody/variable region of the common L chain identical 
to the amino acid sequence of the variable region comprised in SEQ ID NO: 53; 
(f 15) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequence of SEQ ID NO: 215; an H-chain variable region 
20 comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 

sequence of SEQ ID NO: 103; and/an antibody variable region of the common L chain identical 
to the amino acid sequence of the variable region comprised in SEQ ID NO: 299; 
(f 16) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

and identical to the amino/c\d sequence of SEQ ID NO: 215; an H-chain variable region 
25 comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 

sequence of SEQ ID m): 103; and an antibody variable region of the common L chain identical 
to the amino acid sequence of the variable region comprised in SEQ ID NO: 301; 
(f 17) an H-chmn variable region comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequence of SEQ ID NO: 215; an H-chain variable region 
30 comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 

sequence/of SEQ ID NO: 103; and an antibody variable region of the common L chain identical 
to the amino acid sequence of the variable region comprised in SEQ ID NO: 302; 
(fl 80 an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

aim identical to the amino acid sequence of SEQ ID NO: 215; an H-chain variable region 
35 /comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 
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sequence of SEQ ID NO: 103; and an antibody variable region of the common L chair/identical 
to the amino acid sequence of the variable region comprised in SEQ ID NO: 304; / 
(fl 9) an H-chain variable region comprised in the antibody variable region of/l) in claim 1 

and identical to the amino acid sequence of SEQ ID NO: 215; an H-chain variable region 
5 comprised in the antibody variable region of (2) in claim 1 and identical to me amino acid 

sequence of SEQ ID NO: 103; and an antibody variable region of the common L chain identical 
to the amino acid sequence of the variable region comprised in SEQ ID/NO: 306; 
(f20) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequence of SEQ ID NO: 215; an II-chain variable region 
10 comprised in the antibody variable region of (2) in claim 1 and/identical to the amino acid 

sequence of SEQ ID NO: 103; and an antibody variable region of the common L chain identical 
to the amino acid sequence of the variable region comprises in SEQ ID NO: 307; 
(f21) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 
and identical to the amino acid sequence of SEQ ID NO: 215; an H-chain variable region 

15 comprised in the antibody variable region of (2) in/claim 1 and identical to the amino acid 
sequence of SEQ ID NO: 103; and an antibody Variable region of the common L chain identical 
to the amino acid sequence of the variable region comprised in SEQ ID NO: 309; 
(f22) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequence/of SEQ ID NO: 215; an H-chain variable region 
20 comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 

sequence of SEQ ID NO: 122; andjk\\ antibody variable region of the common L chain identical 
to the amino acid sequence of thj?variable region comprised in SEQ ID NO: 53; 
(f23) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

and identical to the amino a/id sequence of SEQ ID NO: 215; an H-chain variable region 
25 comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 

sequence of SEQ ID NO: 129; and an antibody variable region of the common L chain and 
identical to the amiao acid sequence of the variable region comprised in SEQ ID NO: 53; 
(f24) an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

and identical u/.he amino acid sequence of SEQ ID NO: 215; an H-chain variable region 
30 comprised m the antibody variable region of (2) in claim 1 and identical to the amino acid 

sequence >of SEQ ID NO: 132; and an antibody variable region of the common L chain and 
identical to the amino acid sequence of the variable region comprised in SEQ ID NO: 53; 
(f25/J an H-chain variable region comprised in the antibody variable region of (1) in claim 1 

and identical to the amino acid sequence of SEQ ID NO: 215; an H-chain variable region 
35 /comprised in the antibody variable region of (2) in claim 1 and identical to the amino acid 
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sequence of SEQ ID NO: 424; and an antibody variable region of the common L cjnain and 
identical to the amino acid sequence of the variable region comprised in SEQ IlVNO: 53; and 

(f26) multispecific antigen-binding molecule that binds to an epitope overlapping with each of 

the epitopes on glypican 3 and T-cell receptor complex bound by the multispecific antigen-
5 binding molecule of any one of (f 1) to (f25), and which has a common Iychain. 

16. The multispecific antigen-binding molecule of any one of claims 1 to 15, wherein the Fc 
region of (3) in claim 1 is an Fc region with an amino acid mutatkm at any of the Fc region-
constituting amino acids of SEQ ID NOs: 23 to 26 (IgGl to IgG4). 

10 / 
17. The multispecific antigen-binding molecule of claim 1/6, wherein the Fc region of (3) in 

claim 1 is an Fc region with mutation of at least one amino acid selected from the following 

amino acid positions specified by EU numbering: / 
position 220, position 226, position 229, position 2/1, position 232, position 233, position 234, 

15 position 235, position 236, position 237, position/238, position 239, position 240, position 264, 
position 265, position 266, position 267, position 269, position 270, position 295, position 296, 
position 297, position 298, position 299, position 300, position 325, position 327, position 328, 

position 329, position 330, position 331, and position 332. 

20 18. The multispecific antigen-binding molecule of claim 16, wherein the Fc region of (3) in 
claim 1 is an Fc region comprising/at least one amino acid selected from the following amino 

acids specified by EU numberii 
Arg at amino acid position 234, Ala or Arg at amino acid position 235, Lys at amino acid 

position 239, and Ala at aipfao acid position 297. 

25 
19. The multispecific/ntigen-binding molecule of any one of claims 16 to 18, wherein the Fc 
region of (3) in claim 1 further comprises an amino acid mutation for promoting formation of a 

heterodimeric Fc Region. 

30 20. The mumspecific antigen-binding molecule of claim 19, wherein the heterodimeric Fc 

region is me amino acid sequence combination of (gl) or (g2) below: 
(gl) a combination of an amino acid sequence identical to the Fc region of a constant region 
composing the amino acid sequence of SEQ ID NO: 57, and an amino acid sequence identical to 

the/Fc region of a constant region comprising the amino acid sequence of SEQ ID NO: 58; and 
35 fg2) a combination of an amino acid sequence identical to the Fc region of a constant region 

comprising the amino acid sequence of SEQ ID NO: 60 or 62, and an amino acid sequence 
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identical to the Fc region of a constant region comprising the amino acid sequence ol/SEQ ID 

NO: 61. / 

21. The multispecific antigen-binding molecule of any one of claims 1 to 20/wherein the 
5 multispecific antigen-binding molecule is a bispecific antibody. / 

22. A bispecific antibody of any one of (hi) to (h25) below: / 
(hi) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 

comprises an antibody H-chain variable region having the amino/acid sequence of SEQ ID NO: 

10 215 and a constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 

variable region having the amino acid sequence of SEQ lp NO: 424 and a constant region 
having the amino acid sequence of SEQ ID NO: 60 or $2; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 53;/ 

15 (h2) a bispecific antibody having an antibody JH chain having glypican 3-binding acti vity that 
comprises an antibody H-chain variable region-Having the amino acid sequence of SEQ ID NO: 
215 and a constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 

chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 

variable region having the amino acid sequence of SEQ ID NO: 103 and a constant region 
20 having the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 

having the amino acid sequence ol/SEQ ID NO: 53; 

(h3) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
215 and a constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 

25 chain having T-cell reeeriior complex-binding activity that comprises an antibody H-chain 
variable region having/the amino acid sequence of SEQ ID NO: 103 and a constant region 
having the amino at/id sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 
having the amino/acid sequence of SEQ ID NO: 299; 

(h4) a bisnecific antibody having an antibody H chain having glypican 3-binding activity that 
30 comprises ap antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 

215 and a/constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 

variable region having the amino acid sequence of SEQ ID NO: 103 and a constant region 
having the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 

35 /having the amino acid sequence of SEQ ID NO: 301; 
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(h5) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SBO ID NO: 
215 and a constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 

5 variable region having the amino acid sequence of SEQ ID NO: 103 and a constant region 
having the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 302; 
(h6) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 

comprises an antibody H-chain variable region having the amino apfa sequence of SEQ ID NO: 
10 215 and a constant region having the amino acid sequence of SE0 ID NO: 61; an antibody H 

chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEQ ID JQO: 103 and a constant region 
having the amino acid sequence of SEQ ID NO: 60 or 62/and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 304; 

15 (h7) a bispecific antibody having an antibody H/chain having glypican 3-binding activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
215 and a constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEQ ID NO: 103 and a constant region 

20 having the amino acid sequence of SEQTD NO: 60 or 62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 306; 
(h8) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 

comprises an antibody H-chain/variable region having the amino acid sequence of SEQ ID NO: 
215 and a constant region ha/mg the amino acid sequence of SEQ ID NO: 61; an antibody H 

25 chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having me amino acid sequence of SEQ ID NO: 103 and a constant region 
having the amino acicrsequence of SEQ ID NO: 60 or 62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 307; 
(h9) a bispeyific antibody having an antibody H chain having glypican 3-binding activity that 

30 comprises anintibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
215 and a constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 
chain ha/mg T-cell receptor complex-binding activity that comprises an antibody H-chain 
v aria We region having the amino acid sequence of SEQ ID NO: 103 and a constant region 
having the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 

35 Mving the amino acid sequence of SEQ ID NO: 309; 
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(hlO) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
215 and a constant region having the amino acid sequence of SEQ ID NOyol; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an/antibody H-chain 

5 variable region having the amino acid sequence of SEQ ID NO: 122 and a constant region 
having the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 53; / 
(hi 1) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 

comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
10 215 and a constant region having the amino acid sequence/of SEQ ID NO: 61; an antibody H 

chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEQ ID NO: 129 and a constant region 
having the amino acid sequence of SEQ ID NO: 60/or 62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 33; 

15 (hi2) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
215 and a constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid/sequence of SEQ ID NO: 132 and a constant region 

20 having the amino acid sequence of AEQ ID NO: 60 or 62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 53; 
(hi3) a bispecific antibody raving an antibody H chain having glypican 3-binding activity that 

comprises an antibody H-chafm variable region having the amino acid sequence of SEQ ID NO: 
197 and a constant region Jiaving the amino acid sequence of SEQ ID NO: 61; an antibody H 

25 chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region havin/the amino acid sequence of SEQ ID NO: 128 and a constant region 
having the amino apd sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 
having the amino4cid sequence of SEQ ID NO: 299; 
(hi4) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 

30 comprises at/antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
197 and a/Constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEQ ID NO: 128 and a constant region 
haying the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 

35 having the amino acid sequence of SEQ ID NO: 310; 
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(hi5) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
197 and a constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an smtibody H-chain 

5 variable region having the amino acid sequence of SEQ ID NO: 128 and a constant region 
having the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 319; / 
(hi 6) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 

comprises an antibody H-chain variable region having the ammo acid sequence of SEQ ID NO: 
10 197 and a constant region having the amino acid sequence pi SEQ ID NO: 61; an antibody H 

chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEw ID NO: 128 and a constant region 
having the amino acid sequence of SEQ ID NO: 60pr 62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 53; 

15 (hi7) a bispecific antibody having an antibody H chain having glypican 3-binding acti vity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
211 and a constant region having the amin/o acid sequence of SEQ ID NO: 61; an antibody II 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid/sequence of SEQ ID NO: 142 and a constant region 

20 having the amino acid sequence ofpEQ ID NO: 60 or 62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 299; 
(hi 8) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 

comprises an antibody H-chafln variable region having the amino acid sequence of SEQ ID NO: 
211 and a constant region Jiaving the amino acid sequence of SEQ ID NO: 61; an antibody H 

25 chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEQ ID NO: 142 and a constant region 
having the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 
having the amine/acid sequence of SEQ ID NO: 223; 
(hi9) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 

30 comprises a/antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
211 and a/conslant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 
chain h/ving T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEQ ID NO: 144 and a constant region 
ha/mg the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 

35 Waving the amino acid sequence of SEQ ID NO: 223; 
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(h20) a bispecific antibody having an antibody H chain having glypican 3-binditfg activity that 
comprises an antibody H-chain variable region having the amino acid sequence m SEQ ID NO: 
206 and a constant region having the amino acid sequence of SEQ ID NO: 61/an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 

5 variable region having the amino acid sequence of SEQ ID NO: 144 and/constant region 
having the amino acid sequence of SEQ ID NO: 60 or 62; and a comnpn antibody L chain 
having the amino acid sequence of SEQ ID NO: 223; 
(h21) a bispecific antibody having an antibody H chain having/lypican 3-binding activity that 

comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
10 206 and a constant region having the amino acid sequence ol/SEQ ID NO: 61; an antibody H 

chain having T-cell receptor complex-binding activity that/comprises an antibody H-chain 
variable region having the amino acid sequence of SEQ/LD NO: 142 and a constant region 
having the amino acid sequence of SEQ ID NO: 60 o/62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 21 

15 (h22) a bispecific antibody having an antibod/H chain having glypican 3-binding activity that 
comprises an antibody H-chain variable regio/having the amino acid sequence of SEQ ID NO: 
206 and a constant region having the amino/acid sequence of SEQ ID NO: 61; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid/Sequence of SEQ ID NO: 164 and a constant region 

20 having the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 
having the amino acid sequence of SEQ ID NO: 223; 
(h23) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 

comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
206 and a constant regionJiaving the amino acid sequence of SEQ ID NO: 61; an antibody H 

25 chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEQ ID NO: 168 and a constant region 
having the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 
having the amiiWacid sequence of SEQ ID NO: 223; 
(h24) a bispecific antibody having an antibody H chain having glypican 3-binding activity that 

30 comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 
211 and /constant region having the amino acid sequence of SEQ ID NO: 61; an antibody H 
chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
variable region having the amino acid sequence of SEQ ID NO: 164 and a constant region 
hafving the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 

35 /having the amino acid sequence of SEQ ID NO: 223; and 
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(h25) a bispecific antibody having an antibody H chain having glypican 3-bindin/activity that 
comprises an antibody H-chain variable region having the amino acid sequence of SEQ ID NO: 

211 and a constant region having the amino acid sequence of SEQ ID NO: 61; /n antibody H 

chain having T-cell receptor complex-binding activity that comprises an antibody H-chain 
5 variable region having the amino acid sequence of SEQ ID NO: 168 and a/constant region 

having the amino acid sequence of SEQ ID NO: 60 or 62; and a common antibody L chain 

having the amino acid sequence of SEQ ID NO: 223. / 

23. A nucleic acid that encodes the multispecific antigen-binding molecule of any one of claims 

10 1 to 20 or the bispecific antibody of claim 21 or 22. / 

24. A vector into which the nucleic acid of claim 23 is introduced. 

25. A cell comprising the nucleic acid of claim 23pi the vector of claim 24. 

15 / 
26. A method for producing the multispecifi<ydntigen-binding molecule of any one of claims 1 
to 20 or the bispecific antibody of claim 21 px. 22 by culturing the cell of claim 25. 

27. A multispecific antigen-binding molecule or a bispecific antibody produced by the method 

20 of claim 26. / 

28. A pharmaceutical composition comprising the multispecific antigen-binding molecule of 
any one of claims 1 to 20 onme bispecific antibody of claim 21 or 22, and a pharmaceutical^ 

acceptable carrier. / 

25 / 
29. The pharmaceutical composition of claim 28, which induces cytotoxicity. 

30. The pharmaceutical composition of claim 29, wherein the cytotoxicity is T-cell-dependent 

cytotoxicity. / 
30 / 

31. The/pharmaceutical composition of claim 28, which is for administration to a patient in need 

of the/multispecific antigen-binding molecule of any one of claims 1 to 20 or the bispecific 

antioody of claim 21 or 22. 


