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Fiqure 2
[Serum Cholesterol] :

EEZ)WT Females 3 mths n = 15
S BB Females 3 mihs n=9
E E=IWT Females 9mths 11 = 37
= E=Females mths n=13
i
g MMWT Males 3mths  n =29
0
% I Males 3mths n=14
5 BRWT MalesOmths  n=32]
= peed Males 9mths n=11
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Figure 3 (Seq ID No.7)
Seaqyence R;nge: 1 to 7321
>5'prF
1
I 160

CCCCETCACTGGRCAARCTCAGGCATCLCCTCEFCAGECEOAGARATATAGC TCTETGAAGACCACCAGACGATTTCTCCCCAGCCTOCCACTGETTTATGA
GEGRCAGTGACCTET I TGARTCCGTAGRGRACCHTCCECSTCTTATATCGAGRCACCTCTOGTGG T C TG  TARRGRGEGETCEEAGEETGACCARATACT

200
TCCAGTTTCTCAGEAAGGAAATTACCAGATGGCC TEECTAM TEGARAGACAGCCTACCCCAGETCAGAGEETGCARACCAAATCAGTGCTCACTGGCTA
AGETCARAGAGTCCTTCOPT TAATGETCTACCEGACCEATTGACCIM M IO TE TCGEATCEEETCCACTCTCCCACCTTTCETT TACGTCRCGRETGACCCAT

<5'prR
1
] 300
CRGEAAGTCCATC TTCTCCAGCCECAACCEGAACAGCAAGCGAAGAT GCAGEEAGATAGEARCCCTGEOAAGCCTECTGAGTACATCCACACCCACATGCTA
GTCCTTCACSTAGARG ARG TUGECETTCCCC T TG T O T TCC T TOTACCTCCOTCIGTCC TTGCEGACCCT TCGGRACACTCATG TAGG TG TGEGTGTACGAT

>5'armF
|
| . 400
TGGEEECCAGCCTCCCCAATTCCO T FCIGTERETAGGGACAACAGT TAGCTGRGACCOCTERAC TCGC TAGGATACTACTG T PAGGTECCCACAGCOTCA
ACCCCCEGTCCEAGEGETTAAGGGAAGACACCCATCCCTCT TGTCAATCGACTCTGGCEACC TGAGCCACCCTATGATGACARTCCACGGETETCGGAGT

500
ACAGEGGGARCCCCACTGEAGGGTACCCCARGTEGGARCTGACTGEATTGAGCETCCCCARGECCAGAGC TCTACAGCCAAGCAGRGACTTGCTATEGTTS
FETCCCCCTTGEGETCACCTCCCATEEGETTCACCTTEACTEACCTAACTCCCAGGEGTTCCGGTC TCGAGATETCGETTCGTC TCTEAACGATACCARG

600
TGEEGCCTCECCTECTECTCCCAGCTGICATTAGGCCACCCCCARACCG TTCCTCCCCARGC TGCRGCCCACACCTTAAGG TGECCACAGEGACATTCCCA
ACCCOGGAGCGEACGACEAGEETOOACAGTARTOCGATCEEGE T TGECAAGEAGEEETTOGACGTCGRGTCTGEAAT TCCACCGETGTCCC TG TAAGGGT

00
GGGCAGAGRAGCTGGBACGEATECTCTAGTEACAGTGTCAGACCTATGCCTCTGALGTECTTGGTGCAGCCTACAAAGCCECTCTGCTCTTGGGCTCTCC
CCCGTCTCTTCGACCCTECC TACGAGATCAC TG TCACAGTCTGGATACGEAGAC TGCACCARCCACGTCEEATETTTCCGCGAGACGAGAACTCGAGRGE

800
CCECTETECCTGCTGGEAGGGGCATCICCARGAGCARCACCATAGCAACCCTTGAAGAATATCACTTCTACARAGTARRTGATAGCAAGTATGATTCTGC
GGCGACACGTACE ACCCTCCCOG TAGRGSTTCTCG T TETOGTATCGTTCCOALCTTCTTATAGTGARGAT G TTICATTTACTATCAT TCATACTARGACS

900
CTTTTTTAT T TR T TTATCTGAAATAARAGTTCTGATGAGTARGARAGTT TTGAACAGCAGTTACCCEC TAGCTGC TAGACAARGC TTATCAGGTGTTCCA
GAARARATAARRAARTAGACTTTATTTTCAAGAC TACTCATTCTTTCAARACTTGTCGTCAATGEGCEATCGACGATC TGT T TCGARTAGT CCACAAGGT

1000
CACTCACAGGCTGGCEAGRRGCACCTC TEAGH TACATGTAGCC TG EATAARCAGCACAGCACAGCTCTCAGACCCAGECCATGGCAGGCAGCACATEANC
GIGAGTETCCGACCRUTC TTCGTGEAGAC TCCATGTACATCGEACCTAT TTGTCGTETCGTETCGAGAGT CTEEGTCCEETACOGTCCGTCGTGRACTTG

1100
ATGGAGGGAATTCTACCCAGRCAGACACTACGTTGTTCCACATEACGC TPICCCTAAAGCCCAGCTECTCECCCAGTECEEECCCTGAGCCCTACCTCCT
TACCTCCC TP RAGATGEETCTGTC TG IGATECARCAAGGTCTACTGCCARAGGGAT I TCGEETCACGAGCGGE TR ACGCCCGGRACTCGREATGEAGER

1290
GUCCCACTTCTCACTECAGGCCATTAGCAGTCCGEECAGCTGCCETGCCCACCAGGCTEGCATGGGEETCATGGAGGGCANGCAGTCCTGCCAGCCCACAG
CGGEETGAAGAGTEACGTCCGETAATCGTCAGGCCCETCGACGECACGGETGETCCERACGTACCCCCAGTACCTCCCETTCATCAGEACGETCCGRTGTT

1300
CACTGTTGCCAAGTASTAGC TCTCCCCTET TC T TETGGCCCCAGACGGETCACATGCACGCACATC TGGARATGCACGTGTGGCAGGCTITGGACCCCCT
GTEACARCGGETTCATCATCGAGAGEGEACARGAACACCGRGGTCTGCCCAGTETACGTGCETGTAGACCTTTACGTOCACACCCTCOGAAACCTGGEEGA
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1400
GOCCCAGCTCTGETE T T T TCAATTC TAAGCC TGO IO PG IGCCACCAC TETGCC T TCARAGAGC C T T TE TG TCCC TG CECOTGCAGTGAAAGCAGCCAGT

CORGETCGRAGACCACAARAGTTARGATICGAACGAGACACGETGETCACACCEAACT T IO TCGRAMCACACAGEGACCCGRACETCACTTTCGTCAOTCS

1500
ATCTOTATEECEGAGTCPCAGASAGE TCCAACTAT T TTGTCCT TAGTTC TACAGRCARATGTC T T TTAGT TCACTTCOTCARGGCAAAATGCANL TCAR
TACAGATACCCCCTCAGAGTCFCTLCAGGTTGATARAACAGGARTCAAGATGTCTGT TTACAGACAAN TCAAGTGARGGAGTTCCCTTTTACCTTEAGTC

1600
GACAGAACTAAACTGCTCCGEETUCCAGEACCTRAGETGCC TG TACCCANCCIECAGGCOCTCCCTIGCCCACRGGCTCCATGCTCT TCAGEGCAGATAC
CTGTCTTGAT T TRACGAGELCORGGETIC TEARCTCGACGEACATCGETTEEACETCCRCGAGEEAACGEETCCCCGACCTACGAGAAGTCOCGICTATG

1700
BGARCATCCCTCORCCOACCCACCCCOAGOACRES TGCAGAGGATCTGAGCACACTTOATCIGRAGGECAGACTCTCCAACTRCCGCCTC TCCTCCCGARR
PO TG T AGGERGE T GaATCEETEEGEETOGTE TEACCTCTCCTACAC TCCTCTEARC TAGACC T CCGTCTGACAGE TTCACCRCGEAGAGGALCECTTT

. 1800
CCAGCTGTARNCACAGATAGGGAGEEECCTCCGTECCTGCCARGEGAGGCRGCAACTCTGTAAGTARTTGACTCARGGCAARCAAGTGAGGCALGAGTTS
GOTCERCATT TG TG TCFATCCCTOCCCEEAGECACGEACGETICCCTCCGTCGTTGABACACTCATTARCTGAGTTCCRT M IGTTCACTCCGFCCTCARS

1500
TGETGTAGTGCTCACGAGCATCGLTGECTGAEGECTCCTGAGACACAGGLCCTEECCCGELATGC TELCTGCTCCTGEOCTCTGGACCCCACAGCACAGAGG
ACACACCACCAGTGCTCGTAGCGACCEACCOCGAGGACTOTGTETCCOEEACCEEECCETACGACGRACGADCACCGRAGAC CTCGEGTGTCGTCTCTCC

2000
AAGGRGGAACTTCTAATAAACGTAGGAGCOTGATEGC TG TCACTCACTGCTACTEGC TR AGTGGEECAGAGEATGAGGAGGC TAGAACTGETEACTTCCC
TTCCTCCCTGAACATTATTTCCATCCTCGGACTACCGACAGTGAGT GACGATGACCEAATC ACCCCGTCTCOTACTCCTCCGATCT TGACCACTERACGE

2100
ACCARTETEGETUACATAGRC ATGAGC GAGAGRAACAGAGC AGRATCCTTEGACAGAGTGAGT TCCTGCACAGATC TATTCARTATATATC TACARTGCA
TGEPTACACCCAGTETATCTGTACTC GCTCTCO T TG TCTCGTCT TAGCARCC TG FC TCACTCARGGACC TG TCTAGATARG TTATATATAGATGTTACGT

2200

’ AGGTCTCEACCGCATAGTCCCTGTCATCAGRCTTGCCATARAGCCTGAGTCCATARTGCCAGCCARGECCAGGTCAGCAGCAGTGEGEGEEEGERGATAG

TCCAGACCTCCOGTATCAGEEACAGTAGTCTGAACGETAT TTCGGACTCAGGTATTACGETCGETTCCEETCCAGTCETCECTCACCCCCCCCCCCQCATS

2300
TGACCAGGAGAAGACAGAGCTCAACTAATACCCATCCACAGTECCCACAGRGTACCCEGC TGTACTEGCTGETTTTGTGTCAAC T IGACACAAGCTEGAGT
ACTGETCOTCTYCTGTCTCGAGT IGAT TATGGETAGETGTCACGEGIGTC TCATGGECEACATGACCGACCARAACACAGTTGARCTGTGTTCGACCTCA

2400
TATCACAGAGAAAGGAGCTTCAGETEAGEAAATGCCTCCATGAGATCCAGCTGTEEEECATTTTCTCANT TAGEGATCAAGLGGGARAGGCCCCTTGTEE
ATAGTETCTC T TCCTCGARGTCCACTCC TTTACGGAGGTAC TC TAGGTCGACACCCCGTARAAGAGFTAATCCCTAGTTLCCOOT T POCGEGEAACACT

2500
GTGCEACCATCCOTEEGCTGCTGAGTC TTGGETTC TATAAGAGAGCAGGCTGAGCARGLCAGTARAGAACATCCCTCCATEECCTCTGCATCAGCTCCTE
CACCCTGETAGEGACCCGACCACTCAGARCCOARGATAT TC TCTCGTCCGACTCGTTCGETCATT TC T TG TAGGGAGETACCGGRAGACGTAGTCGAGGAC

) 2600
CTTCCTGACCTGCTTGAGTTC CAGTCCTGAC'ITCCTTI‘AGTGATGMCRGCAGTGTGGAAGTGTAAAC'.!‘GMTAMCCC'I‘I‘TCC‘I‘CCCCAAC‘T‘TGC‘I‘TCT
GAAGGACTGEACGARCTCAAGGTCAGGACTGARGEARRTCACTAC TTRTCGTCACACC TTCAC ATTTGAC T TATTTEEGARRGEAGGGOTTGARCGARGA

2700
TTGTCATGATGT TGETGCAGGARTACGARACCCTAACTAAGACAACCTACCCTTCCCTGAGGACTETEACACTCTCATCTGATEGETAAGGL TCCAATARC
ARCAGTACTACAACCACGTCCTTATCT TTGECATTGATTCTGTTGGATGREAAGGGACTCCTGACACTGTGACACTAGRCTACCCATTCCGAGGTTATTG

2800
GTGTGGCACCAGTAGCCACCARRCOCAGGEGTCACATATCCTTTATC TCGEECCTTC TG TGR TARGTGC TAGGEEAGGETECCACAGARCAGAAGGGAAGA
CACACCGTGGTCATCEGTCETTIGEATCCCCAGTGTATAGGARRTAGAGCCCEGAAGACACGATTCACGATCCCOTCCACGETETCTTGTC TICCCTTCT

2900
GRRGAGCGGTCCCAGGGGAGGTEACCAGARAATGATAGACACChEARRGAGACACAL T IO AGGAGTTGE TG TACACCEACCCTOOARGEECCAGTTTC TAG

O TG oA GG T T AT T e G TC T T TAC TATC PG T GG TG T M C I TG TG T GAAGTC CTC ARCCACATGTCRCTGRRAGETTCLLGETCARRGRTC

3000
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COCCCCATGAASCAGGCAGGGS AT TG TCTG S TGRAGCATATACCANCOAC TICTCCTTARAGSS ARG TCAG GECCACTTAGTACTAGGCAGGECCOCACTC
GGEEEGTACTTICGTCCGTCCCCTAACAGACCACCTCCTATATCE T TCGTGARCAGGAA T T TCC TCCAGTC CCGGTGRATCATGATCCGTCCCARGRETEAG

3100
PTG TMICCCCTAGC TGO TEGGAGARCAGETCAGCACTGCAGCETC TTTACTCAGTO SO CTCCCATGCCTECATCTGAATCCATCCCAGCATCACCTGE
GAACGGAAGGGRATCGACGACCOTCTTETCCACTCCTGACCTCCCAGARATGAGTCACCECAGEETACGGACGTAGRC TTACGTAGEETCETAGTEEACE

3200
CBAGCGEAT TG TR GCC TeACCTGRRRAGEARCACAGEC TG TG TACAGACACACAGECTETEEAGCAGGCCTCCCTI TCCCCOAGACCTCECTEOUA
GCTCECCTAGGEACACACGGAC TGS ACCCCTCO TR T eI CCGACACAT G TC PR TETGTCCRACACC TS TCOGEACEERARABEGRGTC TEEAGCSACGET

3300
GIGTECATCIGPECIGECAGRAGGECCOTCCACTCACTGUTGTGACCCACACCCCACACTCUTGLAGTCGECTCTGEAGAGCRAAGTGGGGEACAGRCCTT
CACACGTAGACACGACCGTCTTCCCGEEAGGTCAGTGACCACACTGEGTCTCGRGTETGAGGACGTCAGLCAACACCTC TCGTTCACCCCCTGTCEGGAA

3400
AGTCCCAGCEEEEACCCAACGCACCAGAACCAGTECCAACACCATCAGCCTEECTTCCTCCCT TTCTCCCTECACTCTEEOARACAGEAATETTCECTTC
TCAGEETCECCOCTEEE T T CCGTCGTCL T T AT TOTCCPAGTCGRACCCAAGEAGCGAACAGEGACETEAGACCOT TIETCC TTACARGCGARG

3500
CAGPGTGTCTRC TOGECE T e TG T I T TC T I T TG AT T T TG TG CTGGAGE T TACTIGESCOARGCTETACTTIGAATG EAARGTTCCCCACTANDGANT
GTCACACAGACGAGCCCCACGACAAAGAGAAAACTARAACACGGACCTCCAGATCAACCCGETICCACATCAARCTTACATTTCAAGEGGTEATTTCTTG

3600
TECCTETCCCCRRAGRAC AGGRGAAGAGGAATTC TCTATAGRCCCACTTCCCARACTCGOACTCACTTARCATCAAGACTGACTEGACAGACTGCANCAT
MMGGGGCWCCNTCCACTTCTCCTTMGAGATATCTGGGPGAACGGTHGAGCGNAGTGMTTG‘I‘A_GTTC‘IGACIGACC.TGTCTGACGTTGTA

3700
CAECTCTGTCCTGCCCCRTERETC AGTRACCATEEERGAGGAAAGEAATCCCOGEECTCACCCAGGCCTCCCACGTC TOCCAGCATTECTERATC TAGET
CCCGAGACACGACGEGGCACCCAGTCACTGETACCCCCTOC P CCTTACEECCCCRAGTEEETCCGRAGGETGCAGAGGETCGTAACGACC TAGATCCA

3800
GOCCAGCAMCCTAGCAAGCTTC MGATAAC‘I‘ACAAAGGGC(’;‘TGCCCATCTGA GGGAAATTATGTEGGCACAATGCAGCCAGCATCCATGTTCAGTCCCAG
COEETCOTTGGATC GTTCAAAGTTCTATTGATG T TCCCGEACGEGTAGACTCCOTTTANTACACCCGTG T TACCTCEETCETAGGTACAAGTCAGEATS

3200
GCCTTGTCAGCCTEEEAGETGCCTETECCTCCTGCCTCCTGCCTCCACACACCTCCCGGACAGCTCTICAGECCCCGLTC TCAGGG TACGGTGCAGEEEE
CEGAACAGTCEGACCCTCCACGGACACEGAGGRCEEAGGACCGAGETCTETGGAGEBCCCG TCGRAGARGTCCEGEGCEAGAGTCCCATGCCACGTCCCCC

4000
CTACAGETGTGCAACACCCAGGLAGETGTGTC TCCACATTACCAGATGACAGECTATACT TAGE TCCTCTACACAAGAARGAGGEGECARGGAGGCAGEL
GATGTCCACACGTIGTGEETCCETCCACACAGAGETETAAT GGTCTACTGTCCGATATGAATCCAGGRGATGTGTTCTTTCTCCCCCGTTCCTCCGTCOG

4100
AGCCTTGCACTECCAAGTCE T TTEAGET IO TG TEEG P TC TETCCCCAAAGAGTCCCCTARCCCRTGCCARARGATAGCAGCAGCTC TGO ICCTGETGEAG
TCGEAACGTGACGETTCACCAARCTCCARGACACCCAAGACAGGCETTTC TUAGGEEAT TEEECACGETTTTCCATCOTCETCGAGACEAGGACCACCTC

4200
FAGTGECACAGEAAGGCACACARARGCOTCTC TGETEEGTCACCTGGGATT T TG TTTCCTTCATAARGAGTCCAGGAGTCTCACC AAGGUGATGRATSEG
ATCACCGIGTCCTTCCETGYG I T T TCEGAGAGACCACCCAGTGGACCCTARAACCAAAGGAAGTATTTC TCAGGTCCTCAGAGTGGTTCCGCTACTTACC

4300
CTCCAGLCGLCTGACCCGGACACACACACACGCTEGLACATECCCECACAGRACAGTGCTCACTAACTC TG TCCCTCTC TC TCARCAGC TEGCGARECTEE
GAGGTCGGLGEACTGEGUCTGTGTCTETGTGCGRCCCTCTACGELCGTG ICCTETCACCACTGATTGAGACAGEGAGAGAGAGTTGTOGACGCTTCGACT

<5'armR

|
! 4400
GETGAGCTECCATSTGGACCTETGECCCACTCARACARLACAGCSTGRGC TGAGEAGCCECTETGCCGEANCOTGCGLC TECEECRETEEGTCCTLTCELT
CCACTCGACGGTACACCTCGACRCCGEGTGAGTTGTCETETCECACCCEACTCC TCGECGACACEECLTTGGACGLGGACCCCGACACCCAGGAGAGCGA
MW s CG6 P L NS T™ A WAAEEEPILCCRMNILRILGTLWV L 5 L>
»
EX2__ >
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4500

GCTCTACCTGEGEECAGEGRTCCCTETERGC T TAGGC TATAATECTCTTCTGATGCIGECCARCCTGRCCAGCAAGARCACCATGACCATGCCCGACGTG
CEAGATEEACCCCOGTCCCCAGEEACACTCGARTCCGAT AT TACGAGARGACCACGACCGET TGEACCEGTCGTIC TTGTGE TACTGETACGEACTGCAC
L ANGLASEXNTMTMPE DV

L ¥LGAGV PV SL GYNAMLTETV

>

EX2

—_—

4600

PACTTCRTCAACATCECCETEECEEEECTEATECTCACGECACTEGCACCTGCRTACCTE TTEEECCCTECCCACTCCAGETEECCCCTETEEAGCCTCA
ATGARGCRCTTETACCEECACCGCCCCCACCACRARTGCOGTGACCETEEACGCATGEACAACCCGEGRCGEGTERGETCCACCCRERACRCCTCOEAGT
AP AYL L GPAHSE RWALWS L»

¥ F Y NM AV AGL VDL TATL

—

EX2,

-

4700

GOAGTGAGGCCOATGTEACACTGCTCATCCTET TCAACCTGEC T TCCCTERTGACCATGTACTCCACTECAC TGC TG AGCOTTRACTACTACATOGRGCG
CGTQACTCCGGG‘I‘ACAC'I’G’I‘GAGGABTAGGACMGTTGCACCGAAGGGACCACEGGTAEA‘JSGHGGTGACGTGACGAC‘I‘CGGMC‘?GI\E’GANTAGCTCGC
L L I L F NV ASLVYVPTTH?Y S?®AILULSLDPDY?YTIE R

S 8 RAH VT

4

EX2Z

>

4800

. 'I'GCCCTGOCACGCACOTACA‘I’GGCCAGTGTGTACAACACCCGGCACGTGTGTGGC’PTCGTCTC;‘GGGAGGGGCGG‘IGC‘TCACCAGC‘I‘TCTCCTCCC‘I‘GCTC
ACGGEACGETECETRGATGTACCGETCACACATGTTETECECCE TGCACACACL GAAGCAGACCCOTCOCCGCCACCAGTGGTCGAAGAGGAGECACGAG
AL PRTVYMASY Y NTIREYVCGFVYVYWOGG AV LTS FSSTL I»

>

EX2

>

4940

'I'I‘CTACA'ICTGC‘AGTCACG’I‘GTCTTC‘TAGM‘TCGCTGAGTCTGCCCGGATCCAGMCACGGAGGCAGCCGA’I‘GCTATCCTTG’IGCTCA’X‘CGGCTACGTGG
AAGATCTAGACGTCAGTECACAGARGATC TTAGCEACTCACACGGRCCTACGTC TTHTGCCTCCETCEGCTACGATAGEAACACGAGTAGCCEATGCALT
F ¥ T C S HVSS5RIAECHARMOQNTZEA AAMAMD-ATILYVYVLTIGY VW

EX2,

shetF
1
i

5000

TGOCAGETOTGCCTETE PTG TATGCCCTGECACTCATCTCRAGAATCGGEAAGGAAGACACACCCCTEOACCAGGACACCAGCAGGCTEGACCCTTCGET
ACGETCCAGACCRACACARCATACEGEACOGTEAGTAGRGCTCT TAGCCC TTCO TIC TG TG TGGEEACCTEGTCCTETEETCETCOGACCTGGEERGCCA
VFGLAVLYALALISRIG’KEDTPLDQDTSRLDPSV:-

>

EXZ

>

5100

GCACAGGLTCCTEGTCECCACCATATEACTCAGTITGECCTCTEGACACC T PACTAC TTGAGCC TGGGGCACACAGTEC TGACGTCACGEEEBACEACE
CETGTCCCACGACCACCGETGE0ACACGTGAGTOAARCCGHAGACCTGTEEAATCATGAAC TCEGACCCCETETGTCACGACTGCAGTECCCCCTCCTEE
#H RL LVYATWVCTOQGQE¥ 6L WTPJYUY¥YDL SLGHT®V LTS RGR T

>

EX2,

>

>3'armF
|
1

5200

GTGGAGGEECATTATCTGEECATCC TACAGE P TEC TARGGACCTGECCARG TTCCTEECCTTCTCARGCAGTTC TETGACACCACTGC TCTACCGTPACA
CACCTCCOCGTARTAGACCCGTAGEATETCCAACGATTCCTGGACCGRTTCARGEACCEEAAGAGTTCGTCARGACACTGTGGTGRCARGATGECAATET
VEGHYLGILQVEKDLAKFLAFSSSSVTPLLYRY>

EX2

<hetR

5300
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TCARCARAGCCTICCOCGECARGOTCCBGCCECTGATGANGAAGATGUACTGLGRELECCGLCACTGCTCOCCCGACCCOTOGGEGATACAGCAGETGAT
AT PGP IINCGGAAGGEECCOT TCGARECCRCCGRACTAC TTC TTC TACGTGACGCCCGLGETRGTGACGACGEEGC TGUG EAGCCCCTATEICGTCCACTA
I N XKAF PG KLRRUILMIEKIEKMHECGR RRUETCSPDUPSGCIONOQV M
>
EX2, - >

5400
GECACAGRCGTAGCTRAACCCTCCOTRGGUTGACCACSAGGRAACACTARAACTCA AL TEEACACATAGCAC TR TG T TCOCCAGGCACATCCAGT PTCOAGT
CCETGTCCGCATCCATTCEGAGGRACCCEACTEGTECTCC T TG TGAT TETCAGTTEACC TG TG TATCGTGARACARCGEETCCGTETACC TCGAAGETCG

A Q A *» .

>

8500
CCAGRAGACACECTEARGCOABAGATGCACAGCGEGRCAT M TCTC T TGATGFT TCCTE T I TRC COCTAAAAGGCCAACC TTGCTC T TATGCTGCATGETE
GOTCCTCTRTGCRARTTCGETC TCTACG TG T GCCCCCTAARGAGARC TACARAGGACARAAGECEAT P ICCEETTGGAACCAGAATACGACGTACCAC

EX2 —_—

5600
GARAGCAGAGGTGLCOTETGTGAACAGECTGC TTCTEAC TAACCTTCOCACCT TCTCCCTCAAGG TR TR TECCT T TCICCCAGGRACATC I ICARGETOC
T TCGTC TCCACGEGACACAC T TUTCCGACGAAGRC TRAT TCGANGECTGGARCAGGEAGT TCCACACACGERARGAGGCTCCC TG TAGRAGTIC CAGE

EX2, - >

5700
AFGTCCTCACARGLAGGCTGACCTTCGECCTCOCTEETATT TGGGCTTTC TARATGARGCGATGAAATC TARAGCCAGTATTTATACTTCNTATIGACAT
TACAGGAGTGTTCGTCCGACTEGARGCCCGAGEEACCATARACCCGAAAGATTTACT TCEC TACT R TAGA I TC GG TCATARATATGAAGTATAACTGTA

EX2 . >

. - 5800
GATACTTRATTCTCCTATTAT TAT T T TARARAATAGARGTC T PAGAARGATACCTAGTATTAAGAACARGCCACTTCAGGGEAATCTEAC TG TCAUTE
CTATGAACTARGAGGATAATAATARAAAAATT T TTATCTTCACAATC TTTCTATGGATCATAATTC TTCTTCCETGAAGTCCCCPTACACCGACARCGAC

5900
ATACCAGTETTAGAGCTPGAGGACAGGACAGTGGECCTG T CAGECCTGCAGCACC TACACAGCCATTGCTGACACTGACACCTATERAGCACTGGCCCTC
TATGETCACAATCTCGAAC TCCTGTCCTGTCACCCEEACAGTCCEEACGTCRTCCATE TETCGETARCGAL TGTCACTETCEATACCTCGTEACCCEERS

6000
TOCTCTACTGAGAGAGGATC TP TCCAGTGC T T ARCATATECATATACATARATGEARARAAAACARGTC TGTTC TCT TAGTCCCARAGGCCTTCTGGAG
AGGAGATGACTCPCTCCTAGRARGETUACGARGT TGTATACGTATATG PATF TACCTTTT T T T TCTICACACAAGAGAATCACGET I TOCGGARGACTTC

6100
ACCTGGA‘I‘}\TGGTAGAGGGTTAGCCAGGC.‘\‘I‘A‘GAAGGMGGCAGGATGG'E‘ATGAGACCACGGCT{'.‘CAAGATGACCAGGGACTGGCATCBGGGWGGG
TEERCCTATACC ATCTCCCARTCGETCCGTAT LM P CC P T T T COTCC TACCATACTC TG G TELCGAGG T T TACTGGTLCC TGACCETAGTCCOTTTCCC

6200
CCCTECTTGECCAGTTTCACACAGCTGTGGGTGECACATGAGGAGECTCACCTCCCACAGGTGUCTEGATCCAGGCCTCACCCACGTGU PP C TGRGETCT
GGGACGAACCGETCARAGTG TG TCEACACCCACCATRTACTCCTCCGAGTEGAGGETGTC CACGGACC TAGGTCCGGAGTE GG TGCACEARBACCCCAGA

6300
T TACCATCCTCATET T T GG TART TATCTAC TC TART GTCGECATG AARRGRRTTCCCACCACCCGRATTC TCTCGGUTACATGGCAAGCCCACARGTCD
AARTGGTAGGAGTACARACCAT TAATAGATGAGATTACACCCGTAC T T TC PTARGGGTEGTGGGC TTAAGAGAGCCGATGTACCGTTCCEETETTCAGE

6400
CTGCCCCCASTTCRARAGC TS PCOATBTGACC ATC TCACCOC TG TC TC TACAGAAGGCEEE TG TG TGACCCACATTCAGTECCCT TC T TECATGECCCLA
GACCEGEETCARGATTTCGAGAGETACACT GETAGRGTGEGEACAGAGATGTCTTCCGCCCACACACTGGETOTAAGTCACCGEARGARCGTACCGEEET

6500
CAGCTGGTCCTGECTETCTEGRAACTGCTGL TCTGAG TCAGTARC T T TAGTGTTATC TAT TCTATGCAARC TCCATC ICCATGEACGGTGACGECTCCAG
GTCGACCAGBACCGACAGACCCTIGACGACGAGAC TCAGTCATTGAAATC ACARTAGATARGATACETTTEAGETAGAGETACCTGCCACTGCCGAGETC

6600
TTAATCTGCCTTRACGAGPAKCACGAGRCCCECABCCCTAGC TGTGACCTACTGGRCATECTC TETGGETCTCAGTTCATGAATARRCCAMAGGGC TGEE

AATTAGACGGAATTCCTCTTTGTGCTCCGEGCETCOEEATCGACACTEGATGACCCETACGAGACACCCAGAGT CARGTACTTAT PTGETPFCCCGACCT

6700
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TTAGACAGRCATCTTCAGAGTTGC T TACGEC TETAGART TT TS TT P TCAGEACT T TARATTGECARRCC I GRC T TTOCC TACCOCCGLOOCASETGORCA
ARTCTGTCCRTAGAAGTCTCARCGARTGCCGACATCTTARAACAAARCTCCTGAAAT M TAACCE T TGEACTCAAAGRCATHGOGEOGEGETCCACETGT

6B0C
GCTGAGTGAAGGCTCTEARAAGC TARTGGCTTCCAGGCTTCCCACCCTGATAGCCACAATGAACACCTTAACGCTTEC TGAGCAARCARGARCOCTCACC
CGACTCACTTCCGAGACTTTICGATTACCEARCETOLGAAGEETGEEACTATC GETGTTACT TG T GEARTTGCGAACCACTCC I T TO TICTTCREARTGEG

6200
ATCRAGRTTCTAGCTAGACCTGGCCTECAGECCACEE TANT TCTCC TATGAGAGCARCCCCAGREACCARGETCACATCARRCARANGGCRACCTATGLT
TACTTCCARGATCGATC TGEACCEEACGTCCEETECOAT T AAGAGGATAC TC TCGT TOGEETC R TGET TCCACTGTAGT I TG T T TTCCETTGGATACEA

<3'armR
|
| 7000
CTGEEEETCATAGAGRAARCAGGCT TCAGGTGEECAGREC TG T T T TGATGTIGGCGCCCCAGT I TRACAGSTCTY TECCOTRRGEACCETITTATACCAS
GACCCCCAGTATCTCC TP T TCCAARGTCCACCORTOCRGACARACACTACARCCECOEEGTCARATTETCACAAACGEEACCCOTEECARANTATCGTE

<3'scT =3'prF ’ .
] a
] | 7100
TTRCTCCAGGCACAGETCCAGRGAGEEGL ACAT CCCCAGGTCCAAGTGEGETTETACGCOCTAGAACCCTOCACCCCAGTCACCCCCARGCATEGATAGRG
ARTGAGGTCCGTCTCCAGGTCTC TCCOCGTC TEEEEETCCAGET ICACCCC AR CATGCGECATC TTEGCAGE TRCEETCACTGECGETTCETACTAICTC

7200
AGAGECCCARRCCATETECC T PTETTGCAC T T T TCAGTCACAT TAGG TACARAC TECCOAGETTOTAGGGEACC O T TCAGECG TIGCARGCCAGEACTR
TCTCCGRETTTGETACAAGGAAACARCHETGAARAAGTCACTGTAAT COATE T THGRCCGOTCCARGATCCOCTGAGARCTCCCCAACCTICGATCCTEET

73e0
GGAATCTETGACTGCCATCAATTETATAGCCAATCAC TECCTACCTGEGTCTTCCTTC TGRAGLOGCACATEGOCAGCETAGTGECCATCIGCAGTGLTS
CCTTACACACTGACGATAGT TAACATATCGET FAGTGACGRATGGACCCAGAAGEARCACCTCGEOGTE TACCGETCCCATCACCGETACACGTCACGAL

<3’prR
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ACCCCPTTECTIUTAGRGACCT
TGEEEAARCEACATCTCTGGE
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