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FIG. 1

Amino acid sequence of human menin, 1soform 1 (SEQ ID NO: 1):

MGLKAAQKTLFPLRSIDDVVRLFAAELGREEPDLVLLSLVLGEFVEHFLAVNRVIPTNVPE
LTFQPSPAPDPPGGLTYEFPVADLS I IAALYARFTAQIRGAVDLSLYPREGGVSSRELVEKK
VODVIWNSLSRSYFKDRAHIQOSLESEFITGWSPVGTKLDSSGVAFAVVGACQALGLRDVHL
ALSEDHAWVVEFGPNGEQTAEVIWHGKGNEDRRGOTVNAGVAERSWLY LKGS YMRCDRKME
VAFMVCAINPSIDLHTDSLELLOLOOKLLWLLYDLGHLERYPMALGNLADLEELEPTPGR
PDPLTLYHRKGIASAKTYYRDEHIYPYMY LAGYHCRNRNVREALOAWADTATVIQDYNYCR
EDEEIYRKEFFEVANDVIPNLLKEAASLLEAGEERPGEQSQGTOSQOGSALOQDPECFAHLLR
FYDGICKWERGSPTPVLHVGWATEFLVOSLGRFEGOVRORKVRIVSREARAAEAREPWGEEA
REGRRRGPRRESKPEEPPPPRKKPALDKGLGTGQGAVSGPPRKPPGTVAGTARGPEGGSTA

OVPAPTASPPPEGPVLTEFOSEKMKGMKELLVATKINSSAIKLOLTAQSQVOMKKOKVSTP
SDYTLOSFLKRORKGL
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FIG. 2
Amino acid sequence of human menin, 1soform 2 (SEQ ID NO: 2):

MGLKAAQKTLFPLRSIDDVVRLFAAELGREEPDLVLLSLVLGEFVEHFLAVNRVIPTNVPE
LTFQPSPAPDPPGGLTYEFPVADLS I IAALYARFTAQIRGAVDLSLYPREGGVSSRELVEKK
VODVIWNSLSRSYFRKDRAHIQOSLESEFITGTKLDSSGVAFAVVGACOALGLRDVHLALSED
HAWVVEFGPNGEQTAEVIWHGKGNEDRRGOTVNAGVAERSWLY LKGSYMRCDRKMEVAEMYV
CAINPSIDLHTDSLELLOQLOOKLIWLLYDLGHLERYPMALGNLADLEELEPTPGRPDPLT
LYHRKGIASAKTYYRDEHIYPYMYLAGYHCRNRNVREALOQAWADTATVIQDYNYCREDEE
YREFFEVANDVIPNLLKEAASLLEAGEERPGEQSQGTOSQGSALODPRECFAHLLREYDGL
CKWEEGSPTPVLHVGWATEFLVOSLGRFEGOVROKVRIVSREAEAARAREPWGEEAREGRR
RGPRRESKPEEPPPPRKKPALDKGLGTGOGAVSGPPRKPPGTVAGTARGPEGGSTAQVPAP

TASPPPEGPVLTFOSERKMKGMKELLVATKINSSAIKLOLTAQSOVOMKKORKVSTPSDY T L
S FLKRORKGL
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FIG. 3

Amino acid sequence of human menin, 1soform 3 (SEQ ID NO: 3):

MGLKAAQKTLFPLRSIDDVVRLFAAELGREEPDLVLLSLVLGEFVEHFLAVNRVIPTNVPE
LTFQPSPAPDPPGGLTYEFPVADLS I IAALYARFTAQIRGAVDLSLYPREGGVSSRELVEKK
VODVIWNSLSRSYFRKDRAHIQOSLESEFITGTKLDSSGVAFAVVGACOALGLRDVHLALSED
HAWSWLYLKGSYMRCDRKMEVAFMVCAINPSIDLHTDSLELLOLOOKLLWLLYDLGHL.
YPMALGNLADLEELEPTPGRPDPLTLYHKGIASARKTYYRDEHIYPYMYLAGYHCRNRNVR
EALOQAWADTATVIODYNYCREDERIYRKEFFEVANDVIPNLLKEAASLLEAGEERPGEQSO
GTOSOGSALODPECFAHLLREYDGICKWEREGSPTPVLHVGWATEFLVOSLGREFEGOVROQRKY
RIVSREAEAAFAREPWGEEAREGRRRGPRRESKPEEPPPPRKKPALDKGLGTGQGAVSGPP
RKPPGTVAGTARGPEGGSTAQVPAPTASPPPRGPVLTFOSEKMKGMKELLVATKINSSAL
KLOLTAQSQVOMKKOKVSTPSDYTLSFLKRORKGL
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