
What is claimed: 

1. 	A method for assessing the efficacy of a therapy for treating a sarcoma in a subject, the 

method comprising: 

comparing the level of expression of a marker present in a first sample obtained from 	e 

subject prior to administering at least a portion of the therapy to the subject, wherein the 	rker is 

selected from the group consisting of LAMAS, PXLDC1, p300 CBP, P53R2, Phosphatidylserine 

Receptor, Cytokeratin Peptide 17, Cytokeratin peptide 13, Neurofilament 160, Neut.. ilament 200, 

Rab5, Filensin, MSH6, Heat Shock Factor 2, AFX, FLIPg d, JAB 1, Myosine, M r 	4, cRaf 

pSer621, FKHR FOXO1a, MDM2, Fas Ligand, Myosin Regulatory Light Ch. • 	Ubiquilin 1 

(Phosphatase 2A), alpha 2-HS glycoprotein, beta actin, heat shock protein 7 IdD, beta tubulin, ATP 

dependent helicase II, ER lipid raft associated 2 isoform 1 (beta actin), s !nal sequence receptor 1 

delta, ADRB, CEACAM1, DUSP4, FOXC2, FOXP3, GCGR, GPD1 	OXI, IL4R, INPPL1, IRK 

and VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspa,  - 12, Phospholipase Dl, P34 cdc2, 

P53 BP1, BTK, ASC2, BUBR1, ARTS, PCAF, Rafl, MSK1, 	AP25, APRIL, DAPK, RAIDD, 

HAT1, PSF, HDAC1, Rad17, Survivin, SLIPR, MAG13, C. pase 10, Crk2, Cdc 6, P21 WAF 1 Cip 

1, ASPP 1, HDAC 4, Cyclin B1, CD 40, GAD 65, TAP, 	ar4 (prostate apoptosis response 4), MRP1; 

ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3 	IAC2, Nitric Oxide Synthase bNOS, Acetyl 

phospho Histone H3 AL9 S10, MTA 2, Glutamic 	id Decarboxylase GAD65 67, KSR, HDAC4, 

BOB1 OBF1, al Syntrophin, BAP1, Importin-a , Importin-a 7, a E-Catenin, Grb2, Bax, Actin-like 

6A, Eukaryotic Initiation Factor 4A11, Nude. Chloride Channel protein, Proteasome 26S subunit, 

Translin-associated factor X, Arsenite tra 	locating ATPase, Spermine synthetase, ribosomal protein 

SA, dCTP pyrophosphatase 1, proteas. 	e beta 3, proteasome beta 4, acid phosphatase 1, diazepam 

binding inhibitor, ribosomal protein '2 (RPLP2); histone H2A, lamin B1, SMT 3 suppressor of mif 

two 3 homolog 2, DNA directed 'NA polymerase epsilon 3 (canopy 2 homolog), Angiotensin-

converting enzyme (ACE), C..pase 3, GARS, Matrix Metalloproteinase 6 (MMP-6), Neurolysin 

(NLN)-Catalytic Domain, 	eurolysin (NLN), MDC1, Laminin2 a2, bCatenin, FXR2, AnnexinV, 

SMAC Diablo, MBNL , Dimethyl Histone h3, Growth factor independent 1, U2AF65, mTOR, E2F2, 

Kaiso, Glycogen S 	ase Kinase 3, ATF2, HDRP MITR, Neurabin I, AM, and Apafl; and 

the level 	expression of the marker present in a second sample obtained from the subject 

following ad 	istration of at least a portion of the therapy, 

wherein a 	:her level of expression of a marker selected from the group consisting of: 

(a) 	LAMAS, PXLDC1, p300 CBP, P53R2, Phosphatidylserine Receptor, Cytokeratin 

Peptide 17, Cytokeratin peptide 13, Neurofilament 160, Neurofilament 200, Rab5, Filensin, 
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MSH6, Heat Shock Factor 2, AFX, FLIPg d, JAB 1, Myosine, MEKK4, cRaf pSer621, 

FKIIR FOXO I a, MDM2, Fas Ligand, Myosin Regulatory Light Chain, Ubiquilin 1 

(Phosphatase 2A), alpha 2-HS glycoprotein, beta actin, heat shock protein 701cD, beta tubur. 

and/or 

a lower 

ATP dependent helicase II, ER lipid raft associated 2 isoform 1 (beta actin), signal sequf. ce 

receptor 1 delta, ADRB, CEACAM1, DUSP4, FOXC2, FOXP3, GCGR, GPD1, HMt 	1, 

IL4R, INPPL1, IRS2 and VEGFA, putative c-myc-responsive isoform 1, PDK 1, I' aspase 12, 

Phospholipase DI, P34 cdc2, P53 BP1, BTK, ASC2, BUBR1, ARTS, PCAF, ' :fl, MSK1, 

SNAP25, APRIL, DAPK, RAIDD, HAT1, PSF, HDAC1, Rad17, Survivin, : IPR, MAG13, 

Caspase 10, Crk2, Cdc 6, P21 WAF 1 Cip 1, ASPP 1, HDAC 4, Cyclin : 	CD 40, GAD 65, 

TAP, Par4 (prostate apoptosis response 4), and MRP1; 

level of expression of a marker selected from the group consLing of 

(b) 	ANGPTL3, CCL2, CDHS, CXCL1, CXCL3, P' 	T3, HDAC2, Nitric Oxide 

Synthase bNOS, Acetyl phospho Histone H3 AL9 S I, MTA 2, Glutamic Acid 

Decarboxylase GAD65 67, KSR, HDAC4, BOB 	IIBF1, al Syntrophin, BAP 1, Importin-a 5, 

Importin-a 7, a E-Catenin, Grb2, Bax, Actin-I' e 6A, Eukaryotic Initiation Factor 4A11, 

Nuclear Chloride Channel protein, Proteas. 	e 26S subunit, Translin-associated factor X, 

Arsenite translocating ATPase, Spermin synthetase, ribosomal protein SA, dCTP 

pyrophosphatase 1, proteasome beta 	, proteasome beta 4, acid phosphatase 1, diazepam 

binding inhibitor, ribosomal prote. 	P2 (RPLP2); histone H2A, lamin Bl, SMT 3 suppressor 

of mif two 3 homolog 2, DNA i i ected DNA polymerase epsilon 3 (canopy 2 homolog), 

Angiotensin-converting enz 	e (ACE), Caspase 3, GARS, Matrix Metalloproteinase 6 

(MMP-6), Neurolysin 	-Catalytic Domain, Neurolysin (NLN), MDC1, Laminin2 a2, 

bCatenin, FXR2, Ann; inV, SMAC Diablo, MBNL1, Dimethyl Histone h3, Growth factor 

independent 1, U2 .4 65, mTOR, E2F2, Kaiso, Glycogen Synthase Kinase 3, ATF2, HDRP 

MITR, Neurabi • , API, and Apafl 

in the seco i I sample as compared to the first sample is an indication that the therapy is 

efficac • s for treating the sarcoma in the subject. 

2. method of assessing whether a subject is afflicted with a sarcoma, the method comprising: 
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determining the level of expression of a marker present in a biological sample obtained from 

the subject, wherein the marker is selected from the group consisting of LAMAS, PXLDC1, p300 

CBP, P53R2, Phosphatidylserine Receptor, Cytokeratin Peptide 17, Cytokeratin peptide 13, 

Neurofilament 160, Neurofilament 200, Rab5, Filensin, MSH6, Heat Shock Factor 2, AFX, FL Pg d, 

JAB 1, Myosine, MEKK4, cRaf pSer621, FKHR FOXO1a, MDM2, Fas Ligand, Myosin Regu latory 

Light Chain, Ubiquilin 1 (Phosphatase 2A), alpha 2-HS glycoprotein, beta actin, heat sho 	protein 

7010, beta tubulin, ATP dependent helicase II, ER lipid raft associated 2 isoform 1 (be . actin), signal 

sequence receptor 1 delta, ADRB, CEACAM1, DUSP4, FOXC2, FOXP3, GCGR, 	°D1, HMOX1, 

IL4R, INPPL1, 112.S2 and VEGFA, putative c-myc-responsive isoform 1, PDK 1 	aspase 12, 

Phospholipase Dl, P34 cdc2, P53 BP1, BTK, ASC2, BUBR1, ARTS, PCAF, ' afl, MSK1, SNAP25, 

APRIL, DAPK, RAIDD, HAT1, PSF, HDAC1, Rad17, Survivin, SLIPR, 	AG13, Caspase 10, Crk2, 

Cdc 6, P21 WAF 1 Cip 1, ASPP 1, HDAC 4, Cyclin Bl, CD 40, GAD 	TAP, Par4 (prostate 

apoptosis response 4), MRP1; ANGPTL3, CCL2, CDH5, CXCL1, C CL3, PRMT3, HDAC2, Nitric 

Oxide Synthase bNOS, Acetyl phospho Histone II3 AL9 S10, M 	2, Glutamic Acid Decarboxylase 

GAD65 67, KSR, HDAC4, BOB1 OBF1, al Syntrophin, BAP , Importin-a 5, Importin-a 7, a E- 

Catenin, Grb2, Bax, Actin-like 6A, Eukaryotic Initiation Fa• or 4A11, Nuclear Chloride Channel 

protein, Proteasome 26S subunit, Translin-associated fac or X, Arsenite translocating ATPase, 

Spermine synthetase, ribosomal protein SA, dCTP p •sphosphatase 1, proteasome beta 3, proteasome 

beta 4, acid phosphatase 1, diazepam binding inhi I ' or, ribosomal protein P2 (RPLP2); histone II2A, 

lamin Bl, SMT 3 suppressor of mif two 3 home og 2, DNA directed DNA polymerase epsilon 3 

(canopy 2 homolog), Angiotensin-convertin enzyme (ACE), Caspase 3, GARS, Matrix 

Metalloproteinase 6 (MMP-6), Neurolysi, (NLN)-Catalytic Domain, Neurolysin (NLN), MDC1, 

Laminin2 a2, bCatenin, FXR2, Annex* V, SMAC Diablo, MBNL1, Dimethyl Histone h3, Growth 

factor independent 1, U2AF65, mT*R, E2F2, Kaiso, Glycogen Synthase Kinase 3, ATF2, HDRP 

MITR, Neurabin I, API, and Ap 	; and 

comparing the level 	expression of the marker present in the biological sample obtained 

from the subject with the 1' el of expression of the marker present in a control sample, 

wherein a lower level o' expression of a marker selected from the group consisting of: 

(a) 	L:/ A5, PXLDC1, p300 CBP, P53R2, Phosphatidylserine Receptor, Cytokeratin 

Peptid- 	7, Cytokeratin peptide 13, Neurofilament 160, Neurofilament 200, Rab5, Filensin, 

MS 6, Heat Shock Factor 2, AFX, FLIPg d, JAB 1, Myosine, MEKK4, cRaf pSer621, 

F' 	P FOXO1a, MDM2, Fas Ligand, Myosin Regulatory Light Chain, Ubiquilin 1 

(Phosphatase 2A), alpha 2-HS glycoprotein, beta actin, heat shock protein 701(D, beta tubulin, 

ATP dependent helicase II, ER lipid raft associated 2 isoform 1 (beta actin), signal sequence 
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receptor 1 delta, ADRB, CEACAM1, DUSP4, FOXC2, FOXP3, GCGR, GPD I , HMOX1, 

IL4R, INPPL1, IRS2 and VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 12, 

Phospholipase Dl, P34 cdc2, P53 BP1, BTK, ASC2, BUBR1, ARTS, PCAF, Rafl, MSK1 

SNAP25, APRIL, DAPK, RAIDD, HAT1, PSF, HDAC1, Rad17, Survivin, SLIPR, MAC 13, 

Caspase 10, Crk2, Cdc 6, P21 WAF 1 Cip 1, ASPP 1, EIDAC 4, Cyclin B1, CD 40, 	.• 1 65, 

TAP, Par4 (prostate apoptosis response 4), and MRP1; 

and/or 

a higher level of expression of a marker selected from the group consisting of 

(b) 	ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, HD • 	2, Nitric Oxide 

Synthase bNOS, Acetyl phospho Histone 113 AL9 S10, MTA 2, ro utamic Acid 

Decarboxylase GAD65 67, KSR, HDAC4, BOB1 OBF1, al S 	trophin, BAP1, Importin-a 5, 

Importin-a 7, a E-Catenin, Grb2, Bax, Actin-like 6A, Euk. 	otic Initiation Factor 4A11, 

Nuclear Chloride Channel protein, Proteasome 26S sub 	it, Translin-associated factor X, 

Arsenite translocating ATPase, Spennine synthetase 	ibosomal protein SA, dCTP 

pyrophosphatase 1, proteasome beta 3, proteasom• beta 4, acid phosphatase 1, diazepam 

binding inhibitor, ribosomal protein P2 (RPLP 	; histone 1I2A, lamin B1, SMT 3 suppressor 

of mif two 3 homolog 2, DNA directed DN • polymerase epsilon 3 (canopy 2 homolog), 

Angiotensin-converting enzyme (ACE), r aspase 3, GARS, Matrix Metalloproteinase 6 

(MMP-6), Neurolysin (NLN)-Catalyti• Domain, Neurolysin (NLN), MDC1, Laminin2 a2, 

bCatenin, FXR2, AnnexinV, SMA' Diablo, MBNL1, Dimethyl Histone h3, Growth factor 

independent 1, U2AF65, mT0 • 	2F2, Kaiso, Glycogen Synthase Kinase 3, ATF2, HDRP 

MITR, Neurabin I, API, and 	pafl 

in the biological sample obtained from the subject relative to the level of expression of the 

marker in the control .ample is an indication that the subject is afflicted with a sarcoma, 

thereby assessing 'hether the subject is afflicted with a sarcoma. 

3. 	A method 2 f prognosing whether a subject is predisposed to developing a sarcoma, the 

method compri 'ng: 

deter ining the level of expression of a marker present in a biological sample obtained from 

the subje , wherein the marker is selected from the group consisting of LAMAS, PXLDC1, p300 

CBP, P 3R2, Phosphatidylserine Receptor, Cytokeratin Peptide 17, Cytokeratin peptide 13, 
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Neurofilament 160, Neurofilament 200, RabS, Filensin, MSH6, Heat Shock Factor 2, AFX, FLIPg d, 

JAB 1, Myosine, MEKK4, cRaf pSer621, FKHR FOXO1a, MDM2, Fas Ligand, Myosin Regulatory 

Light Chain, Ubiquilin 1 (Phosphatase 2A), alpha 2-HS glycoprotein, beta actin, heat shock protei  

701cD, beta tubulin, ATP dependent helicase II, ER lipid raft associated 2 isoform 1 (beta actin), signal 

sequence receptor 1 delta, ADRB, CEACAM1, DUSP4, FOXC2, FOXP3, GCGR, GPD1, 	''OXI, 

IL4R, INPPL1, IRS2 and VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 2, 

Phospholipase Dl, P34 cdc2, P53 BPI, BTK, ASC2, BUBR1, ARTS, PCAF, Rafl, M 	1, SNAP25, 

APRIL, DAPK, RAIDD, HAT1, PSF, HDACI, Rad17, Survivin, SLIPR, MAG13, 	.spase 10, Crk2, 

Cdc 6, P21 WAF 1 Cip 1, ASPP 1, HDAC 4, Cyclin B1, CD 40, GAD 65, TAP, P . r4 (prostate 

apoptosis response 4), MRP1; ANGPTL3, CCL2, CDH5, CXCLI, CXCL3, P N T3, HDAC2, Nitric 

Oxide Synthase bNOS, Acetyl phospho Histone H3 AL9 S10, MTA 2, Glu :mic Acid Decarboxylase 

GAD65 67, KSR, HDAC4, BOB1 OBF1, al Syntrophin, BAPI, Importi • -a 5, Importin-a 7, a E- 

Catenin, Grb2, Bax, Actin-like 6A, Eukaryotic Initiation Factor 4All, 	uclear Chloride Channel 

protein, Proteasome 26S subunit, Translin-associated factor X, Ar -nite translocating ATPase, 

Spermine synthetase, ribosomal protein SA, dCTP pyrophosph ase 1, proteasome beta 3, proteasome 

beta 4, acid phosphatase 1, diazepam binding inhibitor, ribo 	mal protein P2 (RPLP2); histone H2A, 

lamin B 1, SMT 3 suppressor of mif two 3 homolog 2, D A directed DNA polymerase epsilon 3 

(canopy 2 homolog), Angiotensin-converting enzyme ACE), Caspase 3, GARS, Matrix 

Metalloproteinase 6 (MMP-6), Neurolysin (NLN)- • atalytic Domain, Neurolysin (NLN), MDC1, 

Laminin2 a2, bCatenin, FXR2, AnnexinV, SM A ' Diablo, MBNL1, Dimethyl Histone h3, Growth 

factor independent 1, U2AF65, mTOR, E2F2 	aiso, Glycogen Synthase Kinase 3, ATF2, HDRP 

MITR, Neurabin I, AM, and Apafl; and 

comparing the level of express an of the marker present in the biological sample obtained 

from the subject with the level of ex o ession of the marker present in a control sample, 

wherein a lower level of expressi 	of a marker selected from the group consisting of: 

(a) 	LAMAS P 	DC1, p300 CBP, P53R2, Phosphatidylserine Receptor, Cytokeratin 

Peptide 17, Cyto - ratin peptide 13, Neurofilament 160, Neurofilament 200, RabS, Filensin, 

MSH6, Heat S ock Factor 2, AFX, FLIPg d, JAB 1, Myosine, MEKK4, cRaf pSer621, 

FKHR FO 	• la, MDM2, Fas Ligand, Myosin Regulatory Light Chain, Ubiquilin 1 

(Phosph ase 2A), alpha 2-HS glycoprotein, beta actin, heat shock protein 7010, beta tubulin, 

ATP 	ependent helicase II, ER lipid raft associated 2 isoform 1 (beta actin), signal sequence 

re. -p or 1 delta, ADRB, CEACAMI, DUSP4, FOXC2, FOXP3, GCGR, GPD1, HMOX1, 

L4R, INPPL1, IRS2 and VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 12, 

Phospholipase D1, P34 cdc2, P53 BP1, BTK, ASC2, BUBR1, ARTS, PCAF, Rafl, MSK1, 
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SNAP25, APRIL, DAPK, RAIDD, HAT1, PSF, HDAC1, Rad17, Survivin, SLWR, MAG13, 

Caspase 10, Crk2, Cdc 6, P21 WAF 1 Cip 1, ASPP 1, HDAC 4, Cyclin Bl, CD 40, GAD 65, 

TAP, Par4 (prostate apoptosis response 4), and MRP1; 

and/or 

a higher level of expression of a marker selected from the group consisting of 

(b) 	ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, HDAC2, Nit 'c Oxide 

Synthase bNOS, Acetyl phospho Histone H3 AL9 S10, MTA 2, Glutami Acid 

Decarboxylase GAD65 67, KSR, HDAC4, BOB I OBFI, al Syntrophi , BAP1, Importin-a 5, 

Importin-a 7, a E-Catenin, Grb2, Bax, Actin-like 6A, Eukaryotic 	iation Factor 4A11, 

Nuclear Chloride Channel protein, Proteasome 26S subunit, Tra' slin-associated factor X, 

Arsenite translocating ATPase, Spermine synthetase, riboso 	.1 protein SA, dCTP 

pyrophosphatase 1, proteasome beta 3, proteasome beta 4 t cid phosphatase 1, diazepam 

binding inhibitor, ribosomal protein P2 (RPLP2); histo. 	H2A, lamin Bl, SMT 3 suppressor 

of mif two 3 homolog 2, DNA directed DNA polrase epsilon 3 (canopy 2 homolog), 

Angiotensin-converting enzyme (ACE), Caspase , GARS, Matrix Metalloproteinase 6 

(MMP-6), Neurolysin (NLN)-Catalytic Doma.  , Neurolysin (NLN), MDC1, Laminin2 a2, 

bCatenin, FXR2, AnnexinV, SMAC Diabl. , MBNLI, Dimethyl Histone h3, Growth factor 

independent 1, U2AF65, mTOR, E2F2, 	aiso, Glycogen Synthase Kinase 3, ATF2, HDRP 

MITR, Neurabin I, AP1, and Apafl 

in the biological sample obtainer. from the subject relative to the level of expression of the 

marker in the control sample *s an indication that the subject is predisposed to developing a 

sarcoma, thereby prognos 	g whether the subject is predisposed to developing a sarcoma. 

4. 	A method of pro 	osing the recurrence of a sarcoma in a subject, the method comprising: 

determining th• level of expression of a marker present in a biological sample obtained from 

the subject, wherei 	e marker is selected from the group consisting of LAMAS, PXLDC1, p300 

CBP, P53R2, Pht sphatidylserine Receptor, Cytokeratin Peptide 17, Cytokeratin peptide 13, 

Neurofilamen 160, Neurofilament 200, RabS, Filensin, MSH6, Heat Shock Factor 2, AFX, FLIPg d, 

JAB 1, Myt me, MEKK4, cRaf pSer621, FKHR FOXO1a, MDM2, Fas Ligand, Myosin Regulatory 

Light C ain, Ubiquilin 1 (Phosphatase 2A), alpha 2-HS glycoprotein, beta actin, heat shock protein 

70 P , beta tubulin, ATP dependent helicase II, ER lipid raft associated 2 isoform 1 (beta actin), signal 
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sequence receptor 1 delta, ADRB, CEACAM1, DUSP4, FOXC2, FOXP3, GCGR, GPD1,1-1M0X1, 

IL4R, INPPLL IRS2 and VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 12, 

Phospholipase Dl, P34 cdc2, P53 BP1, BTK, ASC2, BUBR1, ARTS, PCAF, Rafl, MSK1, SNAP 

APRIL, DAPK, RAIDD, HAT1, PSF, HDAC1, Rad17, Survivin, SLIPR, MAG13, Caspase 10, ' 10, 

Cdc 6, P21 WAF 1 Cip 1, ASPP 1, HDAC 4, Cyclin Bl, CD 40, GAD 65, TAP, Par4 (prosta 

apoptosis response 4), MRP1; ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, HD 	2, Nitric 

Oxide Synthase bNOS, Acetyl phospho Histone II3 AL9 S10, MTA 2, Glutamic Acid Decarboxylase 

GAD65 67, KSR, HDAC4, BOB1 OBF1, alSyntrophin, BAP1, Importin-a 5, Imp°. in-a 7, a E- 

Catenin, Grb2, Bax, Actin-like 6A, Eukaryotic Initiation Factor 4A11, Nuclear C 	'ride Channel 

protein, Proteasome 26S subunit, Translin-associated factor X, Arsenite transl•.cating ATPase, 

Spermine synthetase, ribosomal protein SA, dCTP pyrophosphatase 1, pro -asome beta 3, proteasome 

beta 4, acid phosphatase 1, diazepam binding inhibitor, ribosomal prote 	P2 (RPLP2); histone H2A, 

lamin Bl, SMT 3 suppressor of mif two 3 homolog 2, DNA directed .ANA polymerase epsilon 3 

(canopy 2 homolog), Angiotensin-converting enzyme (ACE), Cas.ase 3, GARS, Matrix 

Metalloproteinase 6 (MMP-6), Neurolysin (NLN)-Catalytic Di 	ain, Neurolysin (NLN), MDC1, 

Laminin2 a2, bCatenin, FXR2, AnnexinV, SMAC Diablo, 	:NLI, Dimethyl Histone h3, Growth 

factor independent 1, U2AF65, mTOR, E2F2, Kaiso, GI 	ogen Synthase Kinase 3, ATF2, HDRP 

MITR, Neurabin I, API, and Apafl; and 

comparing the level of expression of the 	.rker present in the biological sample obtained 

from the subject with the level of expression of • e marker present in a control sample, 

wherein a lower level of expression of a mar er selected from the group consisting of: 

(a) 	LAMAS, PXLDC1, p3 t I CBP, P53R2, Phosphatidylserine Receptor, Cytokeratin 

Peptide 17, Cytokeratin pep 'de 13, Neurofilament 160, Neurofilament 200, Rab5, Filensin, 

MSH6, Heat Shock Fact. 2, AFX, FLIPg d, JAB 1, Myosine, MEKK4, cRaf pSer621, 

FKHR FOX01a, MD v 2, Fas Ligand, Myosin Regulatory Light Chain, Ubiquilin 1 

(Phosphatase 2A), • pha 2-HS glycoprotein, beta actin, heat shock protein 701(D, beta tubulin, 

ATP dependent 	elicase II, ER lipid raft associated 2 isoform 1 (beta actin), signal sequence 

receptor 1 de a, ADRB, CEACAM1, DUSP4, FOXC2, FOXP3, GCGR, GPD1, HMOX1, 

IL4R, INP 'Ll, IRS2 and VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 12, 

Phosp .lipase D1, P34 cdc2, P53 BP1, BTK, ASC2, BUBR1, ARTS, PCAF, Rafl, MSK1, 

SN '.d'25, APRIL, DAPK, RAIDD, HAT1, PSF, HDAC1, Rad17, Survivin, SLIPR, MAG13, 

.spase 10, Crk2, Cdc 6, P21 WAF I Cip 1, ASPP 1, HDAC 4, Cyclin B1, CD 40, GAD 65, 

TAP, Par4 (prostate apoptosis response 4), and MRP1; 
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and/or 

a higher level of expression of a marker selected from the group consisting of 

(b) 	ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, HDAC2, Nitric Oxide 

Synthase bNOS, Acetyl phospho Histone H3 AL9 510, MTA 2, Glutamic Acid 

Decarboxylase GAD65 67, KSR, HDAC4, BOB1 OBF1, al Syntrophin, BAP1, 	portin-a 5, 

Importin-a 7, a E-Catenin, Grb2, Bax, Actin-like 6A, Eukaryotic Initiation Fa or 4A11, 

Nuclear Chloride Channel protein, Proteasome 26S subunit, Translin-associated factor X, 

Arsenite translocating ATPase, Spermine synthetase, ribosomal protein A, dCTP 

pyrophosphatase 1, proteasome beta 3, proteasome beta 4, acid phosp atase 1, diazepam 

binding inhibitor, ribosomal protein P2 (RPLP2); histone H2A, la 	in B1, SMT 3 suppressor 

of mif two 3 homolog 2, DNA directed DNA polymerase epsil. 	3 (canopy 2 homolog), 

Angiotensin-converting enzyme (ACE), Caspase 3, GARS, n atrix Metalloproteinase 6 

(MMP-6), Neurolysin (NLN)-Catalytic Domain, Neuroly in (NLN), MDC1, Laminin2 a2, 

bCatenin, FXR2, AnnexinV, SMAC Diablo, MBNL1, II imethyl Histone h3, Growth factor 

independent 1, U2AF65, mTOR, E2F2, Kaiso, Gly,  ogen Synthase Kinase 3, ATF2, HDRP 

MITR, Neurabin I, API, and Apafl 

in the biological sample obtained from the • bject relative to the level of expression of the 

marker in the control sample is an indic. ion of the recurrence of the sarcoma, thereby 

prognosing the recurrence of a sarco • a in the subject. 

5. 	A method of prognosing the 	rvival of a subject with a sarcoma, the method comprising: 

determining the level of e sression of a marker present in a biological sample obtained from 

the subject, wherein the marker s selected from the group consisting of LAMAS, PXLDC1, p300 

CBP, P53R2, Phosphatidyls. 	ne Receptor, Cytokeratin Peptide 17, Cytokeratin peptide 13, 

Neurofilament 160, Neun filament 200, Rab5, Filensin, MSH6, Heat Shock Factor 2, AFX, FLIPg d, 

JAB 1, Myosine, ME 4 4, cRaf pSer621, FICHR FOX01a, MDM2, Fas Ligand, Myosin Regulatory 

Light Chain, Ubiq 	in 1 (Phosphatase 2A), alpha 2-HS glycoprotein, beta actin, heat shock protein 

701(D, beta tubu n, ATP dependent helicase II, ER lipid raft associated 2 isoform 1 (beta actin), signal 

sequence rec,  . or 1 delta, ADRB, CEACAM1, DUSP4, FOXC2, FOXP3, GCGR, GPD1, HMOX1, 

IL4R, INP 'LI, IRS2 and VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 12, 

Phosp .lipase DI, P34 cdc2, P53 BP1, BTK, ASC2, BUBR1, ARTS, PCAF, Rafl, MSK1, SNAP25, 

AP t I , DAPK, RAIDD, HAT1, PSF, HDAC1, Rad17, Survivin, SLIPR, MAG13, Caspase 10, Crk2, 
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Cdc 6, P21 WAF 1 Cip 1, ASPP 1, HDAC 4, Cyclin BI, CD 40, GAD 65, TAP, Par4 (prostate 

apoptosis response 4), MRP1; ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, HDAC2, Nitric 

Oxide Synthase bNOS, Acetyl phospho Histone H3 AL9 510, MTA 2, Glutamic Acid Decarboxyl 

GAD65 67, KSR, HDAC4, BOB I OBF1, al Syntrophin, BAP1, Importin-a 5, Importin-a 7, a E- 

Catenin, Grb2, Bax, Actin-like 6A, Eukaryotic Initiation Factor 4A11, Nuclear Chloride Cha 	1 

protein, Proteasome 26S subunit, Translin-associated factor X, Arsenite translocating ATP. se, 

Spermine synthetase, ribosomal protein SA, dCTP pyrophosphatase 1, proteasome beta 	, proteasome 

beta 4, acid phosphatase 1, diazepam binding inhibitor, ribosomal protein P2 (RPLP 	; histone H2A, 

lamin B1, SMT 3 suppressor of mif two 3 homolog 2, DNA directed DNA pol 	-rase epsilon 3 

(canopy 2 homolog), Angiotensin-converting enzyme (ACE), Caspase 3, G . ' :, Matrix 

Metalloproteinase 6 (MMP-6), Neurolysin (NLN)-Catalytic Domain, New. ysin (NLN), MDCI, 

Laminin2 a2, bCatenin, FXR2, AnnexinV, SMAC Diablo, MBNL1, Di . -thyl Histone h3, Growth 

factor independent 1, U2AF65, mTOR, E2F2, Kaiso, Glycogen Synt . se Kinase 3, ATF2, HDRP 

MITR, Neurabin I, API, and Apafl; and 

comparing the level of expression of the marker presen in the biological sample obtained 

from the subject with the level of expression of the marker p esent in a control sample, 

wherein a higher level of expression of a marker selected rom the group consisting of: 

(a) 	LAMAS, PXLDC1, p300 CBP, P53 • , Phosphatidylserine Receptor, Cytokeratin 

Peptide 17, Cytokeratin peptide 13, Neunfilament 160, Neurofilament 200, RabS, Filensin, 

MSH6, Heat Shock Factor 2, AFX, F Pg d, JAB 1, Myosine, MEKK4, cRaf pSer621, 

FKHR FOX01a, MDM2, Fas Liga d, Myosin Regulatory Light Chain, Ubiquilin 1 

(Phosphatase 2A), alpha 2-1-15 • 	coprotein, beta actin, heat shock protein 70IcD, beta tubulin, 

ATP dependent helicase II, 	lipid raft associated 2 isoform 1 (beta actin), signal sequence 

receptor 1 delta, ADRB, 	ACAM1, DUSP4, FOXC2, FOXP3, GCGR, GPD1, HMOX1, 

IL4R, INPPL1, IRS2 a'd VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 12, 

Phospholipase Dl, ' 4 cdc2, P53 BPI, BTK, ASC2, BUBR1, ARTS, PCAF, Rafl, MSKI, 

SNAP25, AP • 	DAPK, RAIDD, HAT1, PSF, HDAC1, Rad17, Survivin, SLIPR, MAG13, 

Caspase 10, C 	, Cdc 6, P21 WAF 1 Cip 1, ASPP 1, HDAC 4, Cyclin B1, CD 40, GAD 65, 

TAP, Par4 prostate apoptosis response 4), and MRP1; 

and/or 

a lower 1. el of expression of a marker selected from the group consisting of 
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(b) 	ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, HDAC2, Nitric Oxide 

Synthase bNOS, Acetyl phospho Histone H3 AL9 S10, MTA 2, Glutamic Acid 

Decarboxylase GAD65 67, KSR, HDAC4, BOB1 OBF1, al Syntrophin, BAP1, Importin-a 

Importin-a 7, a E-Catenin, Grb2, Bax, Actin-like 6A, Eukaryotic Initiation Factor 4A11, 

Nuclear Chloride Channel protein, Proteasome 26S subunit, Translin-associated facto X, 

Arsenite translocating ATPase, Spermine synthetase, ribosomal protein SA, dCTP 

pyrophosphatase 1, proteasome beta 3, proteasome beta 4, acid phosphatase 1, . azepam 

binding inhibitor, ribosomal protein P2 (RPLP2); histone H2A, lamin Bl, SI T 3 suppressor 

of mif two 3 homolog 2, DNA directed DNA polymerase epsilon 3 (cano y 2 homolog), 

Angiotensin-converting enzyme (ACE), Caspase 3, GARS, Matrix M- alloproteinase 6 

(MMP-6), Neurolysin (NLN)-Catalytic Domain, Neurolysin (NLN , MDC1, Laminin2 a2, 

bCatenin, FXR2, AnnexinV, SMAC Diablo, MBNL1, Dime thy 	istone h3, Growth factor 

independent 1, U2AF65, mTOR, E2F2, Kaiso, Glycogen S 	ase Kinase 3, ATF2, HDRP 

MITR, Neurabin I, API, and Apafl 

in the biological sample obtained from the subject re it ve to the level of expression of the 

marker in the control sample is an indication of su 	ival of the subject, thereby prognosing 

survival of the subject with the sarcoma. 

6. 	A method of identifying a compound for 	eating a sarcoma in a subject, the method comprising: 

contacting a biological sample obtained rom a subject with a test compound; 

determining the level of expression •f a marker present in the biological sample obtained from 

the subject, wherein the marker is s- ected from the group consisting of LAMAS, PXLDC1, p300 

CBP, 	P53R2, 	Phosphatidylserin- 	Receptor, 	Cytokeratin Peptide 	17, 	Cytokeratin peptide 	13, 

Neurofilament 160, Neurofilam 	t 200, Rab5, Filensin, MSH6, Heat Shock Factor 2, AFX, FLIPg d, 

JAB 1, Myosine, MEKK4, c of pSer621, FKHR FOXOla, MDM2, Fas Ligand, Myosin Regulatory 

Light Chain, Ubiquilin 1 	'hosphatase 2A), alpha 2-HS glycoprotein, beta actin, heat shock protein 

70kD, beta tubulin, AT 	dependent helicase II, ER lipid raft associated 2 isoform 1 (beta actin), signal 

sequence receptor 	delta, ADRB, CEACAM1, DUSP4, FOXC2, FOXP3, GCGR, GPD1, HMOX1, 

IL4R, INPPL1, r 52 and VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 12, 

Phospholipas: 1111, P34 cdc2, P53 BP1, BTK, ASC2, BUBR1, ARTS, PCAF, Rafl, MSK1, SNAP25, 

APRIL, DfreK, RAIDD, HAT1, PSF, HDAC1, Rad17, Survivin, SLIPR, MAG13, Caspase 10, Crk2, 

Cdc 6, 	21 WAF 1 Cip 1, ASPP 1, HDAC 4, Cyclin B1, CD 40, GAD 65, TAP, Par4 (prostate 

apop osis response 4), MRP1; ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, HDAC2, Nitric 
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Oxide Synthase bNOS, Acetyl phospho Histone H3 AL9 510, MTA 2, Glutamic Acid Decarboxylase 

GAD65 67, KSR, HDAC4, BOB1 OBF1, al Syntrophin, BAP1, Importin-a 5, Importin-a 7, a E- 

Catenin, Grb2, Bax, Actin-like 6A, Eukaryotic Initiation Factor 4A11, Nuclear Chloride Cha 	el 

protein, Proteasome 26S subunit, Translin-associated factor X, Arsenite translocating A " ase, 

Spermine synthetase, ribosomal protein SA, dCTP pyrophosphatase 1, proteasome beta 3, proteasome 

beta 4, acid phosphatase 1, diazepam binding inhibitor, ribosomal protein P2 (RPLP2); 	stone H2A, 

lamin Bl, SMT 3 suppressor of mif two 3 homolog 2, DNA directed DNA polymrrase epsilon 3 

(canopy 	2 	homolog), 	Angiotensin-converting 	enzyme 	(ACE), 	Caspase 	3 	GARS, 	Matrix 

Metalloproteinase 6 (MMP-6), Neurolysin (NLN)-Catalytic Domain, Neurol sin (NLN), MDC1, 

Laminin2 a2, bCatenin, FXR2, AnnexinV, SMAC Diablo, MBNL1, Dime yl Histone h3, Growth 

factor independent 1, U2AF65, mTOR, E2F2, Kaiso, Glycogen Syntha - Kinase 3, ATF2, HDRP 

MITR, Neurabin I, AP1, and Apafl; 

comparing the level of expression of the at least two marke • in the biological sample with a 

control; and 

selecting a test compound that increases the level of e .ression of a marker selected from the 

group consisting of: 

(a) 	LAMAS, PXLDC1, p300 CBP, P53R2, 	hosphatidylserine Receptor, Cytokeratin 

Peptide 17, Cytokeratin peptide 13, Neurofil. 	ent 160, Neurofilament 200, RabS, Filensin, 

MSH6, Heat Shock Factor 2, AFX, FLIP! I, JAB 1, Myosine, MEKK4, cRaf pSer62I, 

FKHR FOX01a, MDM2, Fas Ligand, 	yosin Regulatory Light Chain, Ubiquilin 1 

(Phosphatase 2A), alpha 2-HS glyc • protein, beta actin, heat shock protein 701(D, beta tubulin, 

ATP dependent helicase II, ER 1. -  .id raft associated 2 isoform 1 (beta actin), signal sequence 

receptor 1 delta, ADRB, CE • ' AM1, DUSP4, FOXC2, FOXP3, GCGR, GPD1, HMOX1, 

IL4R, INPPL1, IRS2 and 	GFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 12, 

Phospholipase DI, P34 dc2, P53 BM, BTK, ASC2, BUBR!, ARTS, PCAF, Rafl, MSK1, 

SNAP25, APRIL, D' K, RAIDD, HAT1, PSF, HDAC1, Rad17, Survivin, SLIPR, MAG13, 

Caspase 10, Crk2 Cdc 6, P21 WAF 1 Cip 1, ASPP 1, HDAC 4, Cyclin Bl, CD 40, GAD 65, 

TAP, Par4 (pr. tate apoptosis response 4), and MRP1; 

and/or 

decrea 	s the level of expression of a marker selected from the group consisting of 

( P 	ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, HDAC2, Nitric Oxide 

Synthase bNOS, Acetyl phospho Histone I-13 AL9 510, MTA 2, Glutamic Acid 

Decarboxylase GAD65 67, KSR, HDAC4, BOB1 OBF1, al Syntrophin, BAP1, Importin-a 5, 
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Importin-a 7, a E-Catenin, Grb2, Bax, Actin-like 6A, Eukaryotic Initiation Factor 4A11, 

Nuclear Chloride Channel protein, Proteasome 26S subunit, Translin-associated factor X, 

Arsenite translocating ATPase, Spermine synthetase, ribosomal protein SA, dCTP 

pyrophosphatase 1, proteasome beta 3, proteasome beta 4, acid phosphatase 1, diazepa 

binding inhibitor, ribosomal protein P2 (RPLP2); histone 112A, lamin Bl, SMT 3 sul .ressor 

of mif two 3 homolog 2, DNA directed DNA polymerase epsilon 3 (canopy 2 ho 	•log), 

Angiotensin-converting enzyme (ACE), Caspase 3, GARS, Matrix Metallopro 	nase 6 

(MMP-6), Neurolysin (NLN)-Catalytic Domain, Neurolysin (NLN), MDC1 	aminin2 a2, 

bCatenin, FXR2, AnnexinV, SMAC Diablo, MBNL1, Dimethyl Histone 3, Growth factor 

independent 1, U2AF65, mTOR, E2F2, Kaiso, Glycogen Synthase Ki ase 3, ATF2, ITDRP 

MITR, Neurabin I, API, and Apafl , 

thereby identifying a compound for treating the sarcoma in a 	bject. 

7. The method of any one of claims 1-6, wherein the sartema is a type of sarcoma in Ewing's 

family of tumors. 

8. The method of claim 7, wherein the type of . rcoma in Ewing's family of tumors is Ewing's 

sarcoma. 

9. The method of any one of claims 1-:, wherein the sample comprises a fluid obtained from the 

subject. 

10. The method of claim 9, w • -rein the fluid is selected from the group consisting of blood 

fluids, vomit, saliva, lymph, cy 	is fluid, urine, fluids collected by bronchial lavage, fluids collected 

by peritoneal rinsing, and g 	ecological fluids. 

11. The method o claim 10, wherein the sample is a blood sample or a component thereof. 

12. The me 	od of any one of claims 1-6, wherein the sample comprises a tissue or component 

thereof obtai • -d from the subject. 

13. he method of claim 12, wherein the tissue is selected from the group consisting of bone, 

co 	• ective tissue, cartilage, lung, liver, kidney, muscle tissue, heart, pancreas, and skin. 
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14. The method of any one of claims 1-6, wherein the subject is a human. 

15. The method of any one of claims 1-6, wherein the level of expression of the marker in t 

biological sample is determined by assaying a transcribed polynucleotide or a portion thereof 	the 

sample. 

16. The method of claim 15, wherein assaying the transcribed polynucleotide co 	prises 

amplifying the transcribed polynucleotide. 

17. The method of any one of claims 1-6, wherein the level of expressi t 	of the marker in the 

subject sample is determined by assaying a protein or a portion thereof i , the sample. 

18. The method of claim 17, wherein the protein is assayed us 	g a reagent which specifically 

binds with the protein. 

19. The method of any one of claims 1-6, wherein th; level of expression of the marker in the 

sample is determined using a technique selected from 	e group consisting of polymerase chain 

reaction (PCR) amplification reaction, reverse-tran 	riptase PCR analysis, single-strand conformation 

polymorphism analysis (SSCP), mismatch cleav ge detection, heteroduplex analysis, Southern blot 

analysis, Northern blot analysis, Western blo analysis, in situ hybridization, array analysis, 

deoxyribonucleic acid sequencing, restric •n fragment length polymorphism analysis, and 

combinations or subcombinations they- . f, of said sample. 

20. The method of any one o' claims 1-6, wherein the level of expression of the marker in the 

sample is determined using a 	chnique selected from the group consisting of immunohistochemistry, 

immunocytochemistry, fib 	cytometry, ELISA and mass spectrometry. 

21. The method r.f any one of claims 1-6, wherein the level of expression of a plurality of 

markers is determ 	ed. 

22. Th- 	ethod of any one of claims 1-6, wherein the subject is being treated with a therapy 

selected 	om the group consisting of an environmental influencer compound, surgery, radiation, 

horm 	e therapy, antibody therapy, therapy with growth factors, cytokines, chemotherapy, and 

al ',genic stem cell therapy. 
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23. The method of claim 22, wherein the environmental influencer compound is a Coenzyme Q10 

molecule. 

24. A kit comprising reagents for determining the level of expression of at least one mar , 

selected from the group consisting of LAMAS, PXLDC1, p300 CBP, P53R2, Phosphatidy erine 

Receptor, Cytokeratin Peptide 17, Cytokeratin peptide 13, Neurofilament 160, Neurofil. 	ent 200, 

RabS, Filensin, MSH6, Heat Shock Factor 2, AFX, FLIPg d, JAB 1, Myosine, ME 	4, cRaf 

pSer621, FKHR FOXO1a, MDM2, Fas Ligand, Myosin Regulatory Light Chain, 4 Diquilin 1 

(Phosphatase 2A), alpha 2-HS glycoprotein, beta actin, heat shock protein 70 Is, beta tubulin, ATP 

dependent helicase II, ER lipid raft associated 2 isoform 1 (beta actin), sign. sequence receptor 1 

delta, ADRB, CEACAM1, DUSP4, FOXC2, FOXP3, GCGR, GPD1, 	e OX1, IL4R, INPPLL 1R52 

and VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 1 , Phospholipase Dl, P34 cdc2, 

P53 BP1, BTK, ASC2, BUBR1, ARTS, PCAF, Rafl, MSK1, SN A °25, APRIL, DAPK, RAIDD, 

HAT1, PSF, HDAC1, Rad17, Survivin, SLIPR, MAG13, Caspase 10, Crk2, Cdc 6, P21 WAF 1 Cip 

1, ASPP 1, HDAC 4, Cyclin Bl, CD 40, GAD 65, TAP, ParA (prostate apoptosis response 4), MRP1; 

ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, 	Ill AC2, Nitric Oxide Synthase bNOS, Acetyl 

phospho Histone H3 AL9 SIO, MTA 2, Glutamic Acid Oecarboxylase GAD65 67, KSR, HDAC4, 

BOB1 OBF1, al Syntrophin, BAP1, Importin-a 5, I , portin-a 7, a E-Catenin, Grb2, Bax, Actin-like 

6A, Eukaryotic Initiation Factor 4A11, Nuclear  Cu oride Channel protein, Proteasome 26S subunit, 

Translin-associated factor X, Arsenite translo 4  ting ATPase, Spermine synthetase, ribosomal protein 

SA, dCTP pyrophosphatase 1, proteasome .eta 3, proteasome beta 4, acid phosphatase 1, diazepam 

binding inhibitor, ribosomal protein P2 	"LP2); histone H2A, lamin Bl, SMT 3 suppressor of mif 

two 3 homolog 2, DNA directed DN t polymerase epsilon 3 (canopy 2 homolog), Angiotensin- 

converting enzyme (ACE), Caspa 	3, GARS, Matrix Metalloproteinase 6 (MMP-6), Neurolysin 

(NLN)-Catalytic Domain, Neu • ysin (NLN), MDC1, Laminin2 a2, bCatenin, FXR2, AnnexinV, 

SMAC Diablo, MBNL1, Di• ethyl Histone h3, Growth factor independent 1, U2AF65, mTOR, E2F2, 

Kaiso, Glycogen Syntha 	Kinase 3, ATF2, HDRP MITR, Neurabin I, AP1, and Apafl for use in 

assessing the efficacy 	f a therapy for treating a sarcoma; and 

instruction• for use of the kit to assess the efficacy of the therapy for treating the sarcoma. 

25. A ki comprising reagents for determining the level of expression of at least one marker 

selected 	am the group consisting of LAMAS, PXLDC1, p300 CBP, P53R2, Phosphatidylserine 

Receptor, Cytokeratin Peptide 17, Cytokeratin peptide 13, Neurofilament 160, Neurofilament 200, 

Rab; , Filensin, MSH6, Heat Shock Factor 2, AFX, FLIPg d, JAB 1, Myosine, MEKK4, cRaf 
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pSer621, FKHR FOXO1a, MDM2, Fas Ligand, Myosin Regulatory Light Chain, Ubiquilin 1 

(Phosphatase 2A), alpha 2-HS glycoprotein, beta actin, heat shock protein 701cD, beta tubulin, ATP 

dependent helicase II, ER lipid raft associated 2 isoform 1 (beta actin), signal sequence receptor 1 

delta, ADRB, CEACAM I, DUSP4, FOXC2, FOXP3, GCGR, GPD I, HMOX1, IL4R, INPPL1, P S2 

and VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 12, Phospholipase DI, P.4 cdc2, 

P53 BPI, BTK, ASC2, BUBR1, ARTS, PCAF, Rafl, MSK1, SNAP25, APRIL, DAPK, ' • P D, 

HATI , PSF, HDAC1, Rad17, Survivin, SLIPR, MAG13, Caspase 10, Crk2, Cdc 6, P2 	AF 1 Cip 

1, ASPP 1, HDAC 4, Cyclin Bl, CD 40, GAD 65, TAP, Par4 (prostate apoptosis re donse 4), MRP1; 

ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, HDAC2, Nitric Oxide S 1 	ase bNOS, Acetyl 

phospho Histone II3 AL9 S10, MTA 2, Glutamic Acid Decarboxylase GAD6 67, KSR, HDAC4, 

BOB1 OBF1, al Syntrophin, BAP1, Importin-a 5, Importin-a 7, a E-Caten.  , Grb2, Bax, Actin-like 

6A, Eukaryotic Initiation Factor 4A11, Nuclear Chloride Channel prate' , Proteasome 26S subunit, 

Translin-associated factor X, Arsenite translocating ATPase, Spenni . - synthetase, ribosomal protein 

SA, dCTP pyrophosphatase 1, proteasome beta 3, proteasome bet. 4, acid phosphatase 1, diazepam 

binding inhibitor, ribosomal protein P2 (RPLP2); histone 112A amin Bl, SMT 3 suppressor of mif 

two 3 homolog 2, DNA directed DNA polymerase epsilon 	(canopy 2 homolog), Angiotensin-

converting enzyme (ACE), Caspase 3, GARS, Matrix M alloproteinase 6 (MMP-6), Neurolysin 

(NLN)-Catalytic Domain, Neurolysin (NLN), MDCI 	aminin2 a2, bCatenin, FXR2, AnnexinV, 

SMAC Diablo, MBNL1, Dimethyl Histone h3, Gr. th factor independent 1, U2AF65, mTOR, E2F2, 

Kaiso, Glycogen Synthase Kinase 3, ATF2, HD." ' MITR, Neurabin I, API, and Apafl for use in 

assessing whether a subject is afflicted with 	sarcoma;.  and 

instructions for use of the kit to a• ess whether the subject is afflicted with the sarcoma. 

26. 	A kit comprising reagents fen-  determining the level of expression of at least one marker 

selected from the group consist I • of LAMAS, PXLDC1, p300 CBP, P53R2, Phosphatidylserine 

Receptor, Cytokeratin Peptid. 17, Cytokeratin peptide 13, Neurofilament 160, Neurofilament 200, 

RabS, Filensin, MSH6, II 	Shock Factor 2, AFX, FLIPg d, JAB 1, Myosine, MEKK4, cRaf 

pSer62I, FKHR FOXO a, MDM2, Fas Ligand, Myosin Regulatory Light Chain, Ubiquilin 1 

(Phosphatase 2A), a 9 ha 2-HS glycoprotein, beta actin, heat shock protein 701cD, beta tubulin, ATP 

dependent helica 	II, ER lipid raft associated 2 isoform 1 (beta actin), signal sequence receptor 1 

delta, ADRB, ' EACAM1, DUSP4, FOXC2, FOXP3, GCGR, GPD1, HMOX1, IL4R, INPPL1, IRS2 

and VEGF , putative c-myc-responsive isoform 1, PDK 1, Caspase 12, Phospholipase DI, P34 cdc2, 

P53 BP , BTK, ASC2, BUBR1, ARTS, PCAF, Rafl, MSK1, SNAP25, APRIL, DAPK, RAIDD, 

HAT , PSF, HDAC1, Rad17, Survivin, SLIPR, MAG13, Caspase 10, Crk2, Cdc 6, P21 WAF 1 Cip 

1, 	SPP 1, HDAC 4, Cyclin B1, CD 40, GAD 65, TAP, Par4 (prostate apoptosis response 4), MRP1; 
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ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, HDAC2, Nitric Oxide Synthase bNOS, Acetyl 

phospho Histone 113 AL9 510, MTA 2, Glutamic Acid Decarboxylase GAD65 67, KSR, HDAC4, 

BOB1 OBF1, al Syntrophin, BAP1, Importin-a 5, Importin-a 7, a E-Catenin, Grb2, Bax, Actin-lik- 

6A, Eukaryotic Initiation Factor 4A11, Nuclear Chloride Channel protein, Proteasome 26S subu 

Translin-associated factor X, Arsenite translocating ATPase, Spermine synthetase, ribosoma protein 

SA, dCTP pyrophosphatase 1, proteasome beta 3, proteasome beta 4, acid phosphatase 1, ,, iazepam 

binding inhibitor, ribosomal protein P2 (RPLP2); histone 112A, lamin B1, SMT 3 supp -ssor of mif 

two 3 homolog 2, DNA directed DNA polymerase epsilon 3 (canopy 2 homolog), 	g otensin-

converting enzyme (ACE), Caspase 3, GARS, Matrix Metalloproteinase 6 (MM' 6), Neurolysin 

(NLN)-Catalytic Domain, Neurolysin (NLN), MDC1, Laminin2 a2, bCatenin 	XR2, AnnexinV, 

SMAC Diablo, MBNL1, Dimethyl Histone h3, Growth factor independent , U2AF65, mTOR, E2F2, 

Kaiso, Glycogen Synthase Kinase 3, ATF2, HDRP MITR, Neurabin I •1' 1, and Apafl for use in 

prognosing whether a subject is predisposed to developing a sarcom., and 

instructions for use of the kit to prognose whether the sub:ect is predisposed to developing the 

sarcoma. 

27. 	A kit comprising reagents for assessing the leve of expression of at least one marker selected 

from the group consisting of LAMAS, PXLDC1, p3os CBP, P53R2, Phosphatidylserine Receptor, 

Cytokeratin Peptide 17, Cytokeratin peptide 13, N' rofilament 160, Neurofilament 200, Rab5, 

Filensin, MSH6, Heat Shock Factor 2, AFX, F Pg d, JAB 1, Myosine, MEKK4, cRaf pSer621, 

FKHR FOX01a, MDM2, Fas Ligand, Myo n Regulatory Light Chain, Ubiquilin 1 (Phosphatase 2A), 

alpha 2-HS glycoprotein, beta actin, heat 	ock protein 701d3, beta tubulin, ATP dependent helicase 

II, ER lipid raft associated 2 isoform 	beta actin), signal sequence receptor 1 delta, ADRB, 

CEACAM1, DUSP4, FOXC2, FO 	3, GCGR, GPD1, HMOX1, IL4R, INPPL1, IRS2 and VEGFA, 

putative c-myc-responsive isofo• 	1, PDK 1, Caspase 12, Phospholipase DI, P34 cdc2, P53 BP1, 

BTK, ASC2, BUBR1, ARTS PCAF, Rafl, MSK1, SNAP25, APRIL, DAPK, RAIDD, HAT1, PSF, 

HDAC1, Rad17, Survivin 	LIPR, MAG13, Caspase 10, Crk2, Cdc 6, P21 WAF 1 Cip 1, ASPP 1, 

HDAC 4, Cyclin Bl, 	►  40, GAD 65, TAP, Par4 (prostate apoptosis response 4), MRP1; ANGPTL3, 

CCL2, CDH5, CX 	1, CXCL3, PRMT3, HDAC2, Nitric Oxide Synthase bNOS, Acetyl phospho 

Histone 113 AL9 	10, MTA 2, Glutamic Acid Decarboxylase GAD65 67, KSR, HDAC4, BOB! 

OBF1, al Syn ophin, BAP1, Importin-a 5, Importin-a 7, a E-Catenin, Grb2, Bax, Actin-like 6A, 

Eukaryoti 	itiation Factor 4A11, Nuclear Chloride Channel protein, Proteasome 26S subunit, 

Transli I -associated factor X, Arsenite translocating ATPase, Spermine synthetase, ribosomal protein 

SA, riCTP pyrophosphatase 1, proteasome beta 3, proteasome beta 4, acid phosphatase 1, diazepam 

b.  ding inhibitor, ribosomal protein P2 (RPLP2); histone 112A, lamin Bl, SMT 3 suppressor of mif 
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two 3 homolog 2, DNA directed DNA polymerase epsilon 3 (canopy 2 homolog), Angiotensin-

converting enzyme (ACE), Caspase 3, GARS, Matrix Metalloproteinase 6 (MMP-6), Neurolysin 

(NLN)-Catalytic Domain, Neurolysin (NLN), MDC1, Laminin2 a2, bCatenin, FXR2, AnnexinV, 

SMAC Diablo, MBNL1, Dimethyl Histone h3, Growth factor independent 1, U2AF65, mTOR, 	F2, 

Kaiso, Glycogen Synthase Kinase 3, ATF2, HDRP MITR, Neurabin I, API, and Apafl for u 	in 

prognosing the recurrence of a sarcoma in a subject; and 

instructions for use of the kit to prognose the recurrence of the sarcoma. 

28. 	A kit comprising reagents for determining the level of expression of at 1-  st one marker 

selected from the group consisting of LAMAS, PXLDC1, p300 CBP, P53R2, 	hosphatidylserine 

Receptor, Cytokeratin Peptide 17, Cytokeratin peptide 13, Neurofilament 	.0, Neurofilament 200, 

RabS, Filensin, MSH6, Heat Shock Factor 2, AFX, FLIPg d, JAB 1, M 'sine, MEKK4, cRaf 

pSer621, FKHR FOXO1a, MDM2, Fas Ligand, Myosin Regulatory 	fight Chain, Ubiquilin 1 

(Phosphatase 2A), alpha 2-HS glycoprotein, beta actin, heat shot: protein 70kD, beta tubulin, ATP 

dependent helicase II, ER lipid raft associated 2 isoform 1 (be 	actin), signal sequence receptor 1 

delta, ADRB, CEACAM I, DUSP4, FOXC2, FOXP3, GC ' , GPD1, HMOX1, IL4R, INPPL1, IRK 

and VEGFA, putative c-myc-responsive isoform 1, PD 	1, Caspase 12, Phospholipase Dl, P34 cdc2, 

P53 BPI, BTK, ASC2, BUBR1, ARTS, PCAF, Raft 	SKI, SNAP25, APRIL, DAPK, RAIDD, 

HAT1, PSF, HDAC1, Rad17, Survivin, SLIPR, 	G13, Caspase 10, Crk2, Cdc 6, P21 WAF 1 Cip 

1, ASPP 1, HDAC 4, Cyclin Bl, CD 40, GAD .5, TAP, Par4 (prostate apoptosis response 4), MRP1; 

ANGPTL3, CCL2, CDH5, CXCL1, CXCL , PRMT3, HDAC2, Nitric Oxide Synthase bNOS, Acetyl 

phospho Histone 113 AL9 S10, MTA 2, ? utamic Acid Decarboxylase GAD65 67, KSR, HDAC4, 

BOB1 OBF1, al Syntrophin, BAP1, 	. portin-a 5, Importin-a 7, a E-Catenin, Grb2, Bax, Actin-like 

6A, Eukaryotic Initiation Factor 4 	1, Nuclear Chloride Channel protein, Proteasome 26S subunit, 

Translin-associated factor X, • 	enite translocating ATPase, Spermine synthetase, ribosomal protein 

SA, dCTP pyrophosphatase 	, proteasome beta 3, proteasome beta 4, acid phosphatase 1, diazepam 

binding inhibitor, riboso ..1 protein P2 (RPLP2); histone H2A, lamin B1, SMT 3 suppressor of mif 

two 3 homolog 2, DN t directed DNA polymerase epsilon 3 (canopy 2 homolog), Angiotensin-

converting enzyme ACE), Caspase 3, GARS, Matrix Metalloproteinase 6 (MMP-6), Neurolysin 

(NLN)-Catalyti 	D omain, Neurolysin (NLN), MDC1, Laminin2 a2, bCatenin, FXR2, AnnexinV, 

SMAC Diab ., MBNL1, Dimethyl Histone h3, Growth factor independent 1, U2AF65, mTOR, E2F2, 

Kaiso, 01 	ogen Synthase Kinase 3, ATF2, HDRP MITR, Neurabin I, API, and Apafl for use in 

progno ing the survival of a subject with a sarcoma; and 

inst , ctions for use of the kit to prognose the survival of the subject with the sarcoma. 
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29. A kit comprising reagents for determining the level of expression of at least one marker 

selected from the group consisting of LAMAS, PXLDC I, p300 CBP, P53R2, Phosphatidylserine 

Receptor, Cytokeratin Peptide 17, Cytokeratin peptide 13, Neurofilament 160, Neurofilament 200, 

Rab5, Filensin, MSH6, Heat Shock Factor 2, AFX, FLIPg d, JAB 1, Myosine, MEKK4, cRaf 

pSer621, FKHR FOXO1a, MDM2, Fas Ligand, Myosin Regulatory Light Chain, Ubiquilin 

(Phosphatase 2A), alpha 2-HS glycoprotein, beta actin, heat shock protein 70IcD, beta tub 	in, ATP 

dependent helicase II, ER lipid raft associated 2 isoform 1 (beta actin), signal sequenc- 	eceptor 1 

delta, ADRB, CEACAM I, DUSP4, FOXC2, FOXP3, GCGR, GPD1, HMOX1, IL4 , INPPL1, IRS2 

and VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 12, Phosph. ipase Dl, P34 cdc2, 

P53 BP1, BTK, ASC2, BUBR1, ARTS, PCAF, Raft, MSK1, SNAP25, AP' P , DAPK, RAIDD, 

HAT1, PSF, HDAC I , Rad17, Survivin, SLIPR, MAG13, Caspase 10, CrCdc 6, P21 WAF 1 Cip 

1, ASPP 1, HDAC 4, Cyclin Bl, CD 40, GAD 65, TAP, Par4 (prostate .poptosis response 4), MRP1; 

ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, HDAC2, Nit *c Oxide Synthase bNOS, Acetyl 

phospho Histone 1-13 AL9 S10, MTA 2, Glutamic Acid Decarbo 	ase GAD65 67, KSR, HDAC4, 

BOB1 OBF1, al Syntrophin, BAP1, Importin-a 5, Importin-a , a E-Catenin, Grb2, Bax, Actin-like 

6A, Eukaryotic Initiation Factor 4A11, Nuclear Chloride C 	nnel protein, Proteasome 26S subunit, 

Translin-associated factor X, Arsenite translocating AT ase, Spermine synthetase, ribosomal protein 

SA, dCTP pyrophosphatase 1, proteasome beta 3, pr. easome beta 4, acid phosphatase 1, diazepam 

binding inhibitor, ribosomal protein P2 (RPLP2); 	'stone H2A, lamin B1, SMT 3 suppressor of mif 

two 3 homolog 2, DNA directed DNA polyme rs se epsilon 3 (canopy 2 homolog), Angiotensin- 

converting enzyme (ACE), Caspase 3, G • ' 	, Matrix Metalloproteinase 6 (MMP-6), Neurolysin 

(NLN)-Catalytic Domain, Neurolysin 	P N), MDC1, Laminin2 a2, bCatenin, FXR2, AnnexinV, 

SMAC Diablo, MBNL1, Dimethyl IT tone h3, Growth factor independent 1, U2AF65, mTOR, E2F2, 

Kaiso, Glycogen Synthase Kinase • , ATF2, HDRP MITR, Neurabin I, API, and Apafl for use in 

monitoring the progression of . 	arcoma in a subject; and 

instructions for use of the ki to prognose the progression of the sarcoma in a subject. 

30. The kit of any one of claims 24-29, further comprising means for obtaining a biological 

sample from a sub' ct. 

31. The 	it of any one of claims 24-29, further comprising a control sample. 

32. The kit of any one of claims 24-29, wherein the reagents for determining the level of 

exp ession of at least one marker comprise reagents for assaying a transcribed polynucleotide or a 

ortion thereof in the sample. 
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33. The kit of any one of claims 24-29, wherein the reagents for determining the level of 

expression of at least one marker comprise reagents for assaying a protein or a portion thereof in th 

sample. 

34. The kit of any one of claims 24-29, further comprising an environmental influenc-.  

compound. 

35. The kit of any one of claims 24-29, wherein the kit comprises reagents fo determining the 

level of expression of a plurality of markers. 
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CLAIMS 

1. 	A method of comparing the level of expression of at least two markers present in a biological sample 

obtained from a subject afflicted with a sarcoma, the method comprising: 

comparing the level of expression of the at least two markers present in a first sample obtained from 

the subject prior to administering at least a portion of a therapy for treating a sarcoma in the subject, 

wherein the markers are selected from the group consisting of: 

ANGPTL3, CCL2, CDH5, CXCL1, CXCL3, PRMT3, HDAC2, Nitric Oxide Synthase bNOS, Acetyl 

phospho Histone H3 AL9 510, MTA 2, Glutamic Acid Decarboxylase GAD65 67, KSR, HDAC4, BOB1 

OBF1, al Syntrophin, BAP1, Importin-a5, Importin-a7, aE-Catenin, Grb2, Bax, Proteasome 26S subunit 

13, Endophilin B1, Actin-like 6A, Eukaryotic Initiation Factor 4A11, Nuclear Chloride Channel protein, 

Proteasome 	26S 	subunit, 	Dismutase 	Cu/Zn 	Superoxide, 	Translin-associated 	factor X, 	Arsenite 

translocating 	ATPase, 	Spermine 	synthetase, 	ribosomal 	protein 	SA, 	dCTP 	pyrophosphatase 	1, 

proteasome beta 3, proteasome beta 4, acid phosphatase 1, diazepam binding inhibitor, alpha 2-HS 

glycoprotein, ribosomal protein P2 (RPLP2); histone H2A, microtubule associated protein, proteasome 

alpha 3, eukaryotic translation elongation factor 1 delta, lamin BI, SMT 3, suppressor of mif two 3 

homolog 2, heat shock protein 27kD, hnRNP C1/C2, eukaryotic translation elongation factor 1 beta 2, 

Similar to HSPC-300, DNA directed DNA polymerase epsilon 3, canopy 2 homolog, LAMAS, PXLDCI, 

p300 CBP, P53R2, Phosphatidylserine Receptor, Cytokeratin Peptide 17, Cytokeratin peptide 13, 

Neurofilament 160, Neurofilament 200, Rab5, Filensin, P53R2, MDM2, MSH6, Heat Shock Factor 2, AFX, 

FLIPg d, JAB 1, Myosine, MEKK4, cRaf pSer621, FKHR FOXO1a, MDM2, Fas Ligand, P53R2, Myosin 

Regulatory Light Chain, Ubiquilin 1, Phosphatase 2A, alpha 2-HS glycoprotein, beta actin, hnRNP C1/C2, 

heat shock protein 70kD, beta tubulin, ATP dependent helicase II, ER lipid raft associated 2 isoform 1, 

signal sequence receptor 1 delta, Eukaryotic translation initiation factor 3, subunit 3 gamma, Bilverdin 

reductase A, Transaldolase 1, Keratin 1, Keratin 10, Parathymosin, GST omega 1, chain B Dopamine 

Quinone Conjugation to Dj-1, Proteasome Activator Reg (alpha), T-complex protein 1 isoform A, Chain A 

Tapasin ERP57, Chaperonin containing TCP1, Ubiquitin activating enzyme El, Alanyl-tRNA synthetase, 

Dynactin 1, Heat shock protein 60kd, Spermidine synthase, retinoblastoma binding protein 4 isoform A, 

TAR DNA binding protein, chaperonin containing TCP1, subunit 3, cytoplasmic dynein IC-2, Angiotensin-

converting enzyme (ACE), Caspase 3, GARS, Matrix Metalloproteinase 6 (MMP-6), Neurolysin (NLN)- 

Catalytic Domain, and Neurolysin (NLN), ADRB, CEACAM1, DUSP4, FOXC2, FOXP3, GCGR, GPD1, 

HMOX1, IL4R, INPPL1, IRS2, VEGFA, putative c-myc-responsive isoform 1, PDK 1, Caspase 12, 

Phospholipase D1, P34 cdc2, P53 BP1, BTK, ASC2, BUBR1, ARTS, PCAF, Raft, MSK1, SNAP25, 
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APRIL, DAPK, RAIDD, HAT1, PSF, HDAC1, Rad17, Survivin, SLIPR, MAG13, Caspase 10, Crk2, Cdc 6, 

P21 WAF 1 Cip 1, ASPP 1, HDAC 4, Cyclin B1, CD 40, GAD 65, TAP, Par4 (prostate apoptosis response 

4), MRP1, MDC1, Laminin2 a2, bCatenin, FXR2, Annexin V, SMAC Diablo, MBNL1, Dimethyl Histone h3, 

Growth factor independence 1, U2AF65, mTOR, E2F2, Kaiso, Glycogen Synthase Kinase 3, ATF2, 

HDRP MITR, Neurabin I, AP1, and Apaf1; and the level of expression of the markers present in a second 

sample obtained from the subject following administration of at least a portion of the therapy, wherein a 

modulation in the level of expression of the markers in the second sample as compared to the first 

sample is an indication that the therapy is efficacious for treating the sarcoma in the subject. 

2. A method of comparing the level of expression of at least two markers present in a biological sample 

obtained from a subject suspected of being afflicted with a sarcoma, the method comprising: 

determining the level of expression of the at least two markers present in the biological sample 

obtained from the subject, wherein the markers are selected from the group consisting of the markers 

according to claim 1; and 

comparing the level of expression of the markers present in the biological sample obtained from the 

in subject with the level of expression of the markers present 	a control sample, 

wherein a modulation in the level of expression of the markers in the biological sample obtained from 

the subject relative to the level of expression of the markers in the control sample is an indication that the 

subject is afflicted with a sarcoma. 

3. A method of comparing the level of expression of at least two markers present in a biological sample 

obtained from a subject, the method comprising: 

determining the level of expression of the at least two markers present in the biological sample 

obtained from the subject, wherein the markers are selected from the group consisting of the markers 

according to claim 1; and 

comparing the level of expression of the markers present in the biological sample obtained from the 

subject with the level of expression of the markers present in a control sample, 

wherein a modulation in the level of expression of the markers in the biological sample obtained from 

the subject relative to the level of expression of the markers in the control sample is an indication that the 

subject is predisposed to developing a sarcoma. 

4. A method of comparing the level of expression of at least two markers present in a biological sample 

obtained from a subject in remission after treatment of a sarcoma, the method comprising: 
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determining the level of expression of the at least two markers present in the biological sample 

obtained from the subject, wherein the markers are selected from the group consisting of the markers 

according to claim 1; and 

comparing the level of expression of the markers present in the biological sample obtained from the 

subject with the level of expression of the markers present in a control sample, 

wherein a modulation in the level of expression of the markers in the biological sample obtained from 

the subject relative to the level of expression of the markers in the control sample is an indication of the 

recurrence of the sarcoma. 

5. A method of comparing the level of expression of at least two markers present in a biological sample 

obtained from a subject that has been treated for a sarcoma, the method comprising: 

determining the level of expression of the at least two markers present in the biological sample 

obtained from the subject, wherein the markers are selected from the group consisting of the markers 

according to claim 1; 	and 

comparing the level of expression of the markers present in the biological sample obtained from the 

subject with the level of expression of the markers present in a control sample, 

wherein a modulation in the level of expression of the markers in the biological sample obtained from 

the subject relative to the level of expression of the markers in the control sample is an indication of 

survival of the subject. 

6. A method of comparing the level of expression of at least two markers present in a biological sample 

obtained from a subject afflicted with a sarcoma, the method comprising: 

comparing the level of expression of the at least two markers present in a first sample obtained from 

the subject prior to administering at least a portion of a therapy for treating a sarcoma to the subject and 

the level of expression of the markers present in a second sample obtained from the subject following 

administration of at least a portion of the therapy, wherein the markers are selected from the group 

consisting of the markers according to claim 1 . 

7. A method of identifying a compound for treating a sarcoma in a subject, the method comprising: 

contacting a biological sample obtained from a subject with a test compound; 

determining the level of expression of at least two markers present in the biological sample obtained 

from the subject, wherein the at least two markers are selected from the group consisting of the markers 

according to claim 1 	with a positive fold change or with a negative fold change; 
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comparing the level of expression of the at least two markers in the biological sample with a control; 

and 

selecting a test compound that decreases the level of expression of the markers with a negative fold 

change present in the biological sample or increases the level of expression of the markers with a positive 

fold change present in the biological sample, thereby identifying a compound for treating the sarcoma in a 

subject. 

8. The method of any one of claims 	1-7, 	wherein the sarcoma is a type of sarcoma in Ewing's family 

of tumors. 

9. The method of claim 	8 	wherein the type of sarcoma in Ewing's family of tumors is Ewing's 

sarcoma. 

10. The method of any one of claims 	1-7, 	wherein the sample comprises a fluid obtained from the 

subject. 

11. The method of claim 10, wherein the fluid is selected from the group consisting of blood fluids, vomit, 

saliva, lymph, cystic fluid, urine, fluids collected by bronchial lavage, fluids collected by peritoneal rinsing, 

and gynecological fluids. 

12. The method of claim 11, wherein the sample is a blood sample or a component thereof. 

13. The method of any one of claims 	1-7, 	wherein the sample comprises a tissue or component 

thereof obtained from the subject. 

14. The method of claim 13, wherein the tissue is selected from the group consisting of bone, 

connective tissue, cartilage, lung, liver, kidney, muscle tissue, heart, pancreas, and skin. 

15. The method of any one of claims 	1-7, 	wherein the subject is a human. 

16. The method of any one of claims 	1-7, 	wherein the level of expression of the markers in the 

biological sample is determined by assaying a transcribed polynucleotide or a portion thereof in the 

sample. 

17. The method of claim 16 wherein assaying the transcribed polynucleotide comprises amplifying the 

transcribed polynucleotide. 

18. The method of any one of claims 	1-7, 	wherein the level of expression of the markers in the 

subject sample is determined by assaying a protein or a portion thereof in the sample. 
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19. The method of claim 18 wherein the protein is assayed using an antibody and an antigen-binding 

antibody fragment which specifically binds with the protein. 

20. The method of any one of claims 	1-7, 	wherein the level of expression of the markers in the 

sample is determined using a technique selected from the group consisting of polymerase chain reaction 

(PCR) 	amplification 	reaction, 	reverse-transcriptase 	PCR 	analysis, 	single-strand 	conformation 

polymorphism analysis (SSCP), mismatch cleavage detection, heteroduplex analysis, Southern blot 

analysis, 	Northern 	blot 	analysis, 	Western 	blot 	analysis, 	in 	situ 	hybridization, 	array 	analysis, 

deoxyribonucleic acid sequencing, restriction fragment length polymorphism analysis, and combinations 

or subcombinations thereof, of said sample. 

21. The method of any one of claims 	1-7, 	wherein the level of expression of the markers in the 

sample is determined using a technique selected from the group consisting of immunohistochemistry, 

immunocytochemistry, flow cytometry, ELISA, and mass spectrometry. 

22. The method of any one of claims 	1-7, 	wherein the level of expression of at least four markers is 

determined. 

23. The method of any one of claims 	1, 5 or 6, 	wherein the subject is being treated with a therapy 

selected from the group consisting of an environmental influencer compound, surgery, radiation, hormone 

therapy, antibody therapy, therapy with growth factors, cytokines, chemotherapy, and allogenic stem cell 

therapy, wherein the environmental influencer compound is selected from the group consisting of a 

multidimensional intracellular molecule (MIM), an epimetabolic shifter (epi- shifter), a CoQ10 molecule, 

vitamin D3, acetyl Co-A, palmityl Co-A, L-carnitine, tyrosine, phenylalanine, cysteine, a small molecule, 

fibronectin, TNF-alpha, IL-5, IL-12, IL-23, an angiogenic factor, an apoptotic factor, and the combination 

thereof. 

24. The method of claim 23 wherein the environmental influencer compound is a Coenzyme Q10 

molecule. 

25. A kit for assessing the efficacy of a therapy for treating a sarcoma, the kit comprising probes for 

determining the level of expression of at least two markers selected from the group consisting of the 

markers according to claim 1, wherein the probes are selected from the group consisting of RNA, DNA, 

proteins, and antibodies, and instructions for use of the kit to assess the efficacy of the therapy for 

treating the sarcoma. 

26. A kit for assessing whether a subject is afflicted with a sarcoma, the kit comprising probes for 

determining the level of expression of at least two markers selected from the group consisting of the 
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markers according to claim 1, wherein the probes are selected from the group consisting of RNA, DNA, 

proteins, and antibodies, and instructions for use of the kit to assess whether the subject is afflicted with 

the sarcoma. 

27. A kit for prognosing whether a subject is predisposed to developing a sarcoma, the kit comprising 

probes for determining the level of expression of at least two markers selected from the group consisting 

of the markers according to claim 	1, wherein the probes are selected from the group consisting of RNA, 

DNA, proteins, and antibodies, and instructions for use of the kit to prognose whether the subject is 

predisposed to developing the sarcoma. 

28. A kit for prognosing the recurrence of a sarcoma in a subject, the kit comprising probes for 

assessing the level of expression of at least two markers selected from the group consisting of the 

markers according to claim 1, wherein the probes are selected from the group consisting of RNA, DNA, 

proteins, and antibodies, and instructions for use of the kit to prognose the recurrence of the sarcoma. 

29. A kit for prognosing the recurrence of a sarcoma, the kit comprising probes for determining the level 

of expression of at least two markers selected from the group consisting of the markers according to claim 

1, wherein the probes are selected from the group consisting of RNA, DNA, proteins, and antibodies, 

and instructions for use of the kit to prognose the recurrence of the sarcoma. 

30. A kit for prognosing the survival of a subject with a sarcoma, the kit comprising probes for 

determining the level of expression of at least two markers selected from the group consisting of the 

markers according to claim 1, wherein the probes are selected from the group consisting of RNA, DNA, 

proteins, and antibodies, and instructions for use of the kit to prognose the survival of the subject with the 

sarcoma. 

31. A kit for monitoring the progression of a sarcoma in a subject, the kit comprising probes for 

determining the level of expression of at least two markers selected from the group consisting of the 

markers according to claim 1, wherein the probes are selected from the group consisting of RNA, DNA, 

proteins, and antibodies, and instructions for use of the kit to prognose the progression of the sarcoma in 

a subject. 

32. The kit of any one of claims 25-31, further comprising tools for obtaining a biological sample from a 

subject. 

33. The kit of any one of claims 25-31,further comprising a control sample. 

34. The kit of any one of claims 25-31, wherein the probes for determining the level of expression of at 

least two markers comprise probes for assaying a transcribed polynucleotide or a portion thereof. 
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35. The kit of any one of claims 25-31, wherein the probes for determining the level of expression of at 

least two markers comprise probes for assaying a protein or a portion thereof. 

36. The kit of any one of claims 25-31, further comprising an environmental influencer compound 

selected from the group consisting of a multidimensional intracellular molecule (MIM), an epimetabolic 

shifter (epi- shifter), a CoQ10 molecule, vitamin D3, acetyl Co-A, palmityl Co-A, L-carnitine, tyrosine, 

phenylalanine, cysteine, a small molecule, fibronectin, TNF-alpha, IL -5, IL -12, IL-23, an angiogenic factor, 

an apoptotic factor, and the combination thereof. 

37. The kit of any one of claims 25-31, wherein the kit comprises probes for determining the level of 

expression of at least four markers, wherein the probes are selected from the group consisting of RNA, 

DNA, proteins, and antibodies. 
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