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<210>  1
<211>  315
<212>  PRT
<213>  human

<400>  1

Met His Arg Glu Pro Ala Lys Lys Lys Ala Glu Lys Arg Leu Phe Asp 
1               5                   10                  15      

Ala Ser Ser Phe Gly Lys Asp Leu Leu Ala Gly Gly Val Ala Ala Ala 
            20                  25                  30          

Val Ser Lys Thr Ala Val Ala Pro Ile Glu Arg Val Lys Leu Leu Leu 
        35                  40                  45              

Gln Val Gln Ala Ser Ser Lys Gln Ile Ser Pro Glu Ala Arg Tyr Lys 
    50                  55                  60                  

Gly Met Val Asp Cys Leu Val Arg Ile Pro Arg Glu Gln Gly Phe Phe 
65                  70                  75                  80  

Ser Phe Trp Arg Gly Asn Leu Ala Asn Val Ile Arg Tyr Phe Pro Thr 
                85                  90                  95      

Gln Ala Leu Asn Phe Ala Phe Lys Asp Lys Tyr Lys Gln Leu Phe Met 
            100                 105                 110         



Ser Gly Val Asn Lys Glu Lys Gln Phe Trp Arg Trp Phe Leu Ala Asn 
        115                 120                 125             

Leu Ala Ser Gly Gly Ala Ala Gly Ala Thr Ser Leu Cys Val Val Tyr 
    130                 135                 140                 

Pro Leu Asp Phe Ala Arg Thr Arg Leu Gly Val Asp Ile Gly Lys Gly 
145                 150                 155                 160 

Pro Glu Glu Arg Gln Phe Lys Gly Leu Gly Asp Cys Ile Met Lys Ile 
                165                 170                 175     

Ala Lys Ser Asp Gly Ile Ala Gly Leu Tyr Gln Gly Phe Gly Val Ser 
            180                 185                 190         

Val Gln Gly Ile Ile Val Tyr Arg Ala Ser Tyr Phe Gly Ala Tyr Asp 
        195                 200                 205             

Thr Val Lys Gly Leu Leu Pro Lys Pro Lys Lys Thr Pro Phe Leu Val 
    210                 215                 220                 

Ser Phe Phe Ile Ala Gln Val Val Thr Thr Cys Ser Gly Ile Leu Ser 
225                 230                 235                 240 

Tyr Pro Phe Asp Thr Val Arg Arg Arg Met Met Met Gln Ser Gly Glu 
                245                 250                 255     

Ala Lys Arg Gln Tyr Lys Gly Thr Leu Asp Cys Phe Val Lys Ile Tyr 
            260                 265                 270         

Gln His Glu Gly Ile Ser Ser Phe Phe Arg Gly Ala Phe Ser Asn Val 
        275                 280                 285             

Leu Arg Gly Thr Gly Gly Ala Leu Val Leu Val Leu Tyr Asp Lys Ile 
    290                 295                 300                 

Lys Glu Phe Phe His Ile Asp Ile Gly Gly Arg 
305                 310                 315 



<210>  2
<211>  1856
<212>  DNA
<213>  human

<400>  2
gcagcttttc cgcacgcgcc tcgccggcgc gcggctctct cagcgtccca agagccactt       60

tctcgccagt acgatgctgc agcggttttc cggttttccg cttcccttca tcgtagctcc      120

cgtactcatt tttagccact gctgccggtt tttatatcct tctccatcat gcatcgtgag      180

cctgcgaaaa agaaggcaga aaagcggctg tttgacgcct catccttcgg gaaggacctt      240

ctggccggcg gagtcgcggc agctgtgtcc aagacagcgg tggcgcccat cgagcgggtg      300

aagctgctgc tgcaggtgca ggcgtcgtcg aagcagatca gccccgaggc gcggtacaaa      360

ggcatggtgg actgcctggt gcggattcct cgcgagcagg gtttcttcag tttttggcgt      420

ggcaatttgg caaatgttat tcggtatttt ccaacacaag ctctaaactt tgcttttaag      480

gacaaataca agcagctatt catgtctgga gttaataaag aaaaacagtt ctggaggtgg      540

tttttggcaa acctggcttc tggtggagct gctggggcaa catccttatg tgtagtatat      600

cctctagatt ttgcccgaac ccgattaggt gtcgatattg gaaaaggtcc tgaggagcga      660

caattcaagg gtttaggtga ctgtattatg aaaatagcaa aatcagatgg aattgctggt      720

ttataccaag ggtttggtgt ttcagtacag ggcatcattg tgtaccgagc ctcttatttt      780

ggagcttatg acacagttaa gggtttatta ccaaagccaa agaaaactcc atttcttgtc      840

tcctttttca ttgctcaagt tgtgactaca tgctctggaa tactttctta tccctttgac      900

acagttagaa gacgtatgat gatgcagagt ggtgaggcta aacggcaata taaaggaacc      960

ttagactgct ttgtgaagat ataccaacat gaaggaatca gttccttttt tcgtggcgcc     1020

ttctccaatg ttcttcgcgg tacagggggt gctttggtgt tggtattata tgataaaatt     1080

aaagaattct ttcatattga tattggtggt aggtaatcgg gagagtaaat taagaaatac     1140

atggatttaa cttgttaaac atacaaatta catagctgcc atttgcatac attttgatag     1200

tgttattgtc tgtattttgt taaagtgcta gttctgcaat aaagcataca ttttttcaag     1260



aatttaaata ctaaaaatca gataaatgtg gattttcctc ccacttagac tcaaacacat     1320

tttagtgtga tatttcattt attataggta gtatatttta atttgttagt ttaaaattct     1380

ttttatgatt aaaaattaat catataatcc tagattaatg ctgaaatcta ggaaatgaaa     1440

gtagcgtctt ttaaattgct attcatttaa tatacctgtt ttcccatctt ttgaagtcat     1500

atggtatgac atatttctta aaagcttatc aatagatgtc atcatatgtg taggcagaaa     1560

taagctttgt tctatatctc ttctaagaca gttgttatta ctgtgtataa tatttacagt     1620

atcagccttt gattatagat gtgatcattt aaaatttgat aatgacttta gtgacattat     1680

aaaactgaaa ctggaaaata aaatggctta tctgctgatg tttatcttta aaataaataa     1740

aatcttgcta gtgtgaatat atcttagaac aaaaggtatc ctcttgaaaa ttagtttgta     1800

tattttgttg acaataaagg aagcttaact gttataaagg aaaaaaaaaa aaaaaa         1856

<210>  3
<211>  315
<212>  PRT
<213>  human

<400>  3

Met His Arg Glu Pro Ala Lys Lys Lys Ala Glu Lys Arg Leu Phe Asp 
1               5                   10                  15      

Ala Ser Ser Phe Gly Lys Asp Leu Leu Ala Gly Gly Val Ala Ala Ala 
            20                  25                  30          

Val Ser Lys Thr Ala Val Ala Pro Ile Glu Arg Val Lys Leu Leu Leu 
        35                  40                  45              

Gln Val Gln Ala Ser Ser Lys Gln Ile Ser Pro Glu Ala Arg Tyr Lys 
    50                  55                  60                  

Gly Met Val Asp Cys Leu Val Arg Ile Pro Arg Glu Gln Gly Phe Phe 
65                  70                  75                  80  

Ser Phe Trp Arg Gly Asn Leu Ala Asn Val Ile Arg Tyr Phe Pro Thr 
                85                  90                  95      



Gln Ala Leu Asn Phe Ala Phe Lys Asp Lys Tyr Lys Gln Leu Phe Met 
            100                 105                 110         

Ser Gly Val Asn Lys Glu Lys Gln Phe Trp Arg Trp Phe Leu Ala Asn 
        115                 120                 125             

Leu Ala Ser Gly Gly Ala Ala Gly Ala Thr Ser Leu Cys Val Val Tyr 
    130                 135                 140                 

Pro Leu Asp Phe Ala Arg Thr Arg Leu Gly Val Asp Ile Gly Lys Gly 
145                 150                 155                 160 

Pro Glu Glu Arg Gln Phe Lys Gly Leu Gly Asp Cys Ile Met Lys Ile 
                165                 170                 175     

Ala Lys Ser Asp Gly Ile Ala Gly Leu Tyr Gln Gly Phe Gly Val Ser 
            180                 185                 190         

Val Gln Gly Ile Ile Val Tyr Arg Ala Ser Tyr Phe Gly Ala Tyr Asp 
        195                 200                 205             

Thr Val Lys Gly Leu Leu Pro Lys Pro Lys Lys Thr Pro Phe Leu Val 
    210                 215                 220                 

Ser Phe Phe Ile Ala Gln Val Val Thr Thr Cys Ser Gly Ile Leu Ser 
225                 230                 235                 240 

Tyr Pro Phe Asp Thr Val Arg Arg Arg Met Met Met Gln Ser Gly Glu 
                245                 250                 255     

Ala Lys Arg Gln Tyr Lys Gly Thr Leu Asp Cys Phe Val Lys Ile Tyr 
            260                 265                 270         

Gln His Glu Gly Ile Ser Ser Phe Phe Arg Gly Ala Phe Ser Asn Val 
        275                 280                 285             



Leu Arg Gly Thr Gly Gly Ala Leu Val Leu Val Leu Tyr Asp Lys Ile 
    290                 295                 300                 

Lys Glu Phe Phe His Ile Asp Ile Gly Gly Arg 
305                 310                 315 

<210>  4
<211>  1908
<212>  DNA
<213>  human

<400>  4
gcagcttttc cgcacgcgcc tcgccggcgc gcggctctct cagcgtccca agagccactt       60

tctcgccagt acgatgctgc agcggttttc cggttttccg cttcccttca tcgtagctcc      120

cgtactcatt tttagccact gctgccggtt tttatatcct tctccatcat gcatcgtgag      180

cctgcgaaaa agaaggcaga aaagcggctg tttgacgcct catccttcgg gaaggacctt      240

ctggccggcg gagtcgcggc agctgtgtcc aagacagcgg tggcgcccat cgagcgggtg      300

aagctgctgc tgcaggtgca ggcgtcgtcg aagcagatca gccccgaggc gcggtacaaa      360

ggcatggtgg actgcctggt gcggattcct cgcgagcagg gtttcttcag tttttggcgt      420

ggcaatttgg caaatgttat tcggtatttt ccaacacaag ctctaaactt tgcttttaag      480

gacaaataca agcagctatt catgtctgga gttaataaag aaaaacagtt ctggaggtgg      540

tttttggcaa acctggcttc tggtggagct gctggggcaa catccttatg tgtagtatat      600

cctctagatt ttgcccgaac ccgattaggt gtcgatattg gaaaaggtcc tgaggagcga      660

caattcaagg gtttaggtga ctgtattatg aaaatagcaa aatcagatgg aattgctggt      720

ttataccaag ggtttggtgt ttcagtacag ggcatcattg tgtaccgagc ctcttatttt      780

ggagcttatg acacagttaa gggtttatta ccaaagccaa agaaaactcc atttcttgtc      840

tcctttttca ttgctcaagt tgtgactaca tgctctggaa tactttctta tccctttgac      900

acagttagaa gacgtatgat gatgcaggtc attaatttcc ttataaatta caactcgaag      960

ctgcatctta aaaatttaga gtggtgaggc taaacggcaa tataaaggaa ccttagactg     1020

ctttgtgaag atataccaac atgaaggaat cagttccttt tttcgtggcg ccttctccaa     1080



tgttcttcgc ggtacagggg gtgctttggt gttggtatta tatgataaaa ttaaagaatt     1140

ctttcatatt gatattggtg gtaggtaatc gggagagtaa attaagaaat acatggattt     1200

aacttgttaa acatacaaat tacatagctg ccatttgcat acattttgat agtgttattg     1260

tctgtatttt gttaaagtgc tagttctgca ataaagcata cattttttca agaatttaaa     1320

tactaaaaat cagataaatg tggattttcc tcccacttag actcaaacac attttagtgt     1380

gatatttcat ttattatagg tagtatattt taatttgtta gtttaaaatt ctttttatga     1440

ttaaaaatta atcatataat cctagattaa tgctgaaatc taggaaatga aagtagcgtc     1500

ttttaaattg ctattcattt aatatacctg ttttcccatc ttttgaagtc atatggtatg     1560

acatatttct taaaagctta tcaatagatg tcatcatatg tgtaggcaga aataagcttt     1620

gttctatatc tcttctaaga cagttgttat tactgtgtat aatatttaca gtatcagcct     1680

ttgattatag atgtgatcat ttaaaatttg ataatgactt tagtgacatt ataaaactga     1740

aactggaaaa taaaatggct tatctgctga tgtttatctt taaaataaat aaaatcttgc     1800

tagtgtgaat atatcttaga acaaaaggta tcctcttgaa aattagtttg tatattttgt     1860

tgacaataaa ggaagcttaa ctgttataaa ggaaaaaaaa aaaaaaaa                  1908


