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[5=58a]
Mouse TM4SF18:16-FC T SEQ 1D NO: 10
Target Sequence: SEQID NO: 8

Mouse 116-165 amino acid seq ‘
KDGPFCMFDVSSFNQTQAWKFGYPFKDLHNRNYLYDRSLWTSVCLEPSKATS!

Nucleotides encoding Mouse TMASF19ys.6-FC I SEQID NG 11

AAAGATGGTCCCTTTTGCATGTTTGATGTCTCATCCTTCAATCAGACACAAGCTTGGAAATTCGG
CTATCCCTTTAAAGATCTACACAACAGGAATTATCTGTATGACCGTTCACTITGGACCTCCGITT
GCCTGGAGCCCTCTAAGGCTALTAG
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[5=58b]
Human TMASF1 9120 00-FC - SEQID NO: 13

Target S&qwm& SEQID NO: 12
Enzyme Site
SSEQIDNG®

KQGWCMWSWQTQRW&?WFKDW&RMWR&W&EPSM”

PCT/KR2022/007939

Nucleotides encoding Human TM4SF19: we-FC 2 SEQID NOC: 14

‘M%ATG&TCG T §GCATG¥'¥'¥ Garemcm'cm CM?WCTY GGAAATATGG
W&CCCAT?CMAG&CCTGCATAGYAG&MTFAYCYGI AT(SM‘:WCGCETM?@W

GCCTGGAGCCCTCTGCAGCTACTAG
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[5=58c]
Human TM4SF19.us ves-FC : SEQID NO: 16
Target Sequence : SEQ 1D NO: 15
Enzyme St

Nucleotides encoding Human Human TM4S5F19.us ss-FC : SEQID NO: 17

AAAGACCTGCATAGTAGGAATTATCTGTATGACCGTTCGCTCTGGAACTCCGTCTGCCTGGAGC
CCTCTGCAGCTALTS
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[5=58d]
Human TMASF194, 5P SEQID NOU1E
Targét S&queme SEQID NO: 18

- ‘Nuclectides encoding Human TM4ASF19:s e-FC SEQID NO: 20

TCCTH {ZMTWC?Y GGAAATATG GWAQCCA??MKC? GCATAGTAGGAATT
: ATCTGTATGACCGTTCGCTCTGGAACTCCGTCTGCCTGGAGCCCTCTGCAGCT

 Human TMASF19 extracellular loop 2, 115~175,60 aa: SEQIDNO: 21
SGVALKDGPFCMFDVSSFNQTQAWKYGYPFKDLHSRNYLYDRSLWNSVCLEPSAAWWHVS



