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(2) Sequencing result of doubling resulting from pQY002066 vector transformation of protoplast (the
underlined part is the Ubiqitin2 gene promoter, the italic part is the HPPD gene expression region)

TTCAAGTCCATAGGCGAGGCGACCGGCCCGCGGCGGACGCGGCGTCGGCGCACCAGAGCTCGACGTGGTGGAACGCGA
GCGCCTGGAACCGGTCGCTCCGCGGGTTGGCGCGGACGAAGCGGCGGTGCCCGACGAGGCGGAACCCCGLGTTCTCCCC
CGCCGCCGCAGCGGCCGAGACGGLGLLCGGTGGRTGGCGGETGGGGGETGGGAGTGGGAGGCATGGCGCGGCGCGGLGLG
GCGTGGCGTGGCGCGTCGTGGGGTGTGGGGGAGTGGATGACAGTGGCGGCGTGGGGGGAGGAGTTGGTGGTGGGGGE
TTAAATAAAGGGAGGAGATGGCGCCACGTGGACGCTAAGTCTAGTGGTTGCGGACGGGATTTGTCCTCTGGTGCTGGTTG
CCTTGGCAGATAGGGTAAGAACTAGCACAAGATTAAGGACACAACAACGGATCAAACAG CAAACATATTCCAACAGAACATA
CATGTATTCAAAAAGATAGTAACAGGCACATCACACATGTATTCAGATAGGTAGTAACAGCACACGTATCCTGAACTT CATAAA
TAAGTAGAATGAACTAGTGGCAATAACTTTTCACACAGAACATCTCCCTTGTTTTCAAATATGTAGTAACAG CACACGTATCCT
GTACTTCAAAACTTAGTAGAATGAACTAGTGGCAGTAATCTTT CACACAGAAAGAATGAACTAGTGGCAATAATCTTTCACAC
AGAATGTTGGTTGATGGATAG

(1) Sequencing result of doubling resulting from pQY 002068 vector transformation of protoplast (the
underlined part is the Ubiqitin2 gene promoter, the italic part is the HPPD gene expression region)

CAACGTGCCTTAGGCGAGGCGACCGGCCCGCGGCGGACGCGGCGTCGGCGCACCAGAGCTCGACGTGGTGGAACGCGA
GCGCCTGGAACCGGTCGLTCCGCGGGTTGGCGCGGACGAAGCGGCGGTGCCCGACGAGGCGGAACCCCGCGTTCTCCCC
CGCCGCCGCAGCGGCCGAGACGGLGLCGGTGGRTGGCGGETGGGEGETGGGAGTGGGAGGCATGGCGCGGCGCGGLGLG
GCGTGGCGTGGCGCGTCGTGGGGTGTGGGGGAGTGGATGACAGTGGCGGCGTGGGGGGAGGAGTTGGTGGTGGGGGE
TTAAATAAAGGGAGGAGATGGCGCCACGTGGACGCTAAGTCTAGTGGTTGCGGACGGGATTTGTCCTCTGGTGCTGGTTG
CCTTGGAGATAGGGTAAGAACTAGCACAAGATTAAGGACACAACAACGGATCAAACAG CAAACATATT CCAACAGAACATAC
ATGTATTCAAAAAGATAGTAACAGG CACATCACACATGTATT CAGATAGGTAGTAACAG CACACGTATCCTGAACTTCAGAAAT
AAGTAGAATGAACTAGTGGCAATAACTTTTCCCCCCAAAAACCTGTC

Figure 5
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pQY2091
17,253 bp

Figure 6
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Shuangzuocaotong resistance test for HPPD knock-up lines of QY2091
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Figure 9
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Analysis of relative expression levels of UBI2 and HPPD in different samples
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(1) Sequencing result of inversion resulting from pQY002062 vector transformation of protoplast (the

underlined part is the OSEPSPS expression region, the italic part is the OsTKT promoter)
GGGCGGATTTCGACGGAGGGGCGGAGAGGAGGAGGATCCTGTTGGAGAGCGACTTGGACCCTGGCAGCTGAACCGCCC
CGGAGATCTCCCTGATGGGCTGGAGCACGATCTCCTCCGCCTTCGCCGCCGGCGCTGCCACCGACGACGACGACGCGGAC
GCCACCACCACCGCCTCCCGCCGCCCCCGCGCCCGCACCCGCACCCGCATCCCCCCGCGCGCCGCGGCGGGCAGCCGCAG
CTGCTTCCGCGACGAGAACGCCGCCGACGCCGCCACGGCCTGGTCCAGGGACACCGCCGCCGCAGCCGCGGCGTTGGAC
GCCATGGTCGCCGCCATTGCGGTGTGGTGGCGAGGAGAGGCGGAGATGGCGAGGTTGTGGGGTGGGAGATGGGATGGG
TTATGTATAGACTTGGGGGTGCGTTTTGGGGGGACT CGTAGCCAATAAAAAGGAGGGGG CTATGGTGTGGCCGTTTGGACA
-

(2) Sequencing result of deletion resulting from pQY 002062 vector transformation of protoplast (the
underlined part is the OsEPSPS expression region, the italic part is the OsTKT expression region)
TTTTCGTTGGAGGGGCGGAGAGGAGGAGGATCCTGTTGGAGAGCGACTTGGACCCTGGCAGCTGAACCGCCCCGGAGAT
CTCCCTGATGGGCTGGAGCACGATCTCCTCCGCCTTCGCCGCCGGCGCTGCCACCGACGACGACGACGCGGACGCCACCA
CCACCGCCTCCCGCCGLCCCCCGCGCCCGCACCCGCACCCGCATCCCCCCGCGCGCCGEGGCGGGCAGCCGCAGLTGLTTC
CGCGACGAGAACGCCGCCGACGCCGCCACGGCCTGGTCCAGGGACACCGCCGCCGCAGCCGCGGCGTTGGACGCCATGG
TCGCCGCCATTGGACGAGTCGGAATCGCAGACCGATACCAGGATCTTGCCATCCTATGGAACTGCCTCGGTCCATGGCCGCG
CACTCCGTCGCCGCCGCGCACGCCACCATCG CCGCG CGCG CGGGTGCCG CCG CGCCAGCGCCCG CGCCGCCGGAGCGLCT
CGGGTTCCGCCTCAGCGCGCTCGCCGGCCGCGGCCTCCGCTCCCCGCTCCCGCCTCGCCGCGGCGCG CCATCGGCGTCCGC
GTCGCGCCGCCGCCACAACAACCGCGTGCGCGCGGCGGCGGTCGAGACGCTCGAGGGG CAGGCGG CGACGGGGG CGCT
GCTCGAGAAGTCGGAAACCCCCGAATCCAAA

(3) Sequencing result of inversion resulting from pQY 002093 vector transformation of protoplast (the

underlined part is the OsTKT expression region, the italic part is the OsTKT inversion promoter)
GAACGATGCGAGCCCCACGCTCGACCGCCGCCGCGCGCACGCGRTTGTTGTGGCGGCGGCGCGACGCGGACGCCGATGE
CGCGCCGCGGCGAGGCGGGAGCGGGGAGCGGAGGCCGCGGCCGGCGAGCGCGCTGAGGCGGAACCCGAGGLCGCTCC
GGCGGCGCGGGCGCTGGCGCGGCGGCACCCGCGCGCGCGGCGATGGTGGCGTGCGCGGCGGCGACGGAGTGCGCGGCE
CATGGCGAGAGGAGTGGATGGTCACCTGACTACCGGTCCCCTCAAACTGGTTTAATTTCCCCTGGCAAAAT CCACCTCCGGA
CCTACAATTTAAGCTCCCCTTTTTTTTTTTAAAAAAAAAAAAAAAGAGGGTAAACCAACTAACCTAGCTTGGACCTTTTTTAA
TGGAGTAAGGGATTTAAAACAAAAACAAAAAAAAAAT CCAAACTGGTAAAAAAACAAACAAACCATTTAAATAAAAATTTTC
CCCAAAGGGAAATTCCTGGCGAAAAAAATCTATGCCCCTCTGGGTCTATCTTGGTATTTTTTCCCCGGGGCTCCGTTTCATCC
TTCATTTTGGCGAATACAAAAAAAACCGTTTGAATTTTTTTITGGTTGAAAGAATGG CAATTTACTGGCCAGGATCATGTACTC
TGCATCTAAGAATTGATTTTTTGACCCCAAATTTCAACTTAG CCTCCATCG CAGTAGTGCGCACACACAGG CTGAAGGTGACT
CTTAGACCCAATGTCACTATCTCAGCAATATGCAGAGAGAATGACCCAA

(4) Sequencing result of deletion resulting from pQY 002093 vector transformation of protoplast (the
underlined part is the OSTKT expression region, the italic part is the OSEPSPS promoter)

AGAACGATGCGCAGCCTCGGCGTCTCGACCGCCGCCGCGCGCACGCGGTTGTTGTGGCGGCGGCGCGACGCGGACGCCG
ATGGCGCGCCGCGGCGAGGCGGGAGCGGGGAGCGGAGGCCGCGGCCGGCGAGCGCGCTGAGGCGGAACCCGAGGLEG
CTCCGGCGGCGCGGGCGLTGGCGCGGCGGCACCCGCGCGCGCGGCGATGGTGGCGTGCGCGGCGGCGACGGAGIGEG
CGGCCATGGCGAGAGGAGTGTGGTGGGTACCCTTTCAAACCCCCAAAAGAGTGGGTCGGGTCTCTCTTTCGGCTCTCGGC
GGGGGCTGCTTCCCACAAAGACCG CCATCAGACGTGAGTGAACTGCAAGTCTGCAACTACCACTCCAGGTGCTCTCCCCTTA
AATTACTTTACTACTACCTTTATTCTAGGGG CCGGTT CAGATAATTG CCAAAATCACTCGCACCATTTTTTAATAATATTAG GATG
AAATATATATGTCGCG CCAAATTTTTCTACTGTTACTGAAATTTGGACACAAACTACACACCACCGTATATTTATCTTTTTTACCA
AATAGGGGTATGGTTTAAAATGACTTTAATCTAAATAGGCCCTGAAATATAAAAG CGCCCCACCCCTCA

Figure 15
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2081 resistance test for QY2234 PPOI1 inversion lines

0.18 g a.i./mu 0.4ga.i./mu 0.6ga.i./mu
Figure 18

Analysis of relative expression levels of PPO1 and CP12 in 2234/HS (PPO1
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Figure 21

2081 resistance test for QY2234/H5-851 T1 generation at seedling stage

0.3ga.i./mu 0.6 ga.i./mu

0.9ga.i./mu 1.2ga.i./mu
Figure 22
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