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Monoclonal phage specificity from screening
with human or mouse ROR1.

® huROR1-Fc
mmROR1-F¢
CROR2-Fc

E7

H2 P3A1
phage clones

B1

E7 Protein -
CPF7 Protein-
P3A1 Protein-
Bl Protein -

E7 Protein -
CPF7 Protein-
P3Al Protein-
Bl Protein -

E7 Protein -
CPF7 Protein-
P3Al Protein-
Bl Protein -

E7 Protein -
CPF7 Protein-
P3A1 Protein-
Bl Protein -

Fig. 1

19 20 30 40 50 69 70

! I i L 1
TRVDQTPRTATKET GESLTINCVVTGAKYGLAATYWYRKNPGS SNQERISISGRYVESVNKRTMSFSLRI
TRVDQTPRTATKETGESLTINCVVTGAKYGLFATYWYRKNPGS SNQERISISGRYVESVNKRTMSFSLRI
TRVDQTPRTATKETGESLTINCVLTDTSYGLYSTSWFRKNPGT TDWERMSIGGRYVESVNKGAKSFSLRI
ASVNQTPRTATKETGESLTINCVVTGANYGLAATYWYRKNPGS SNQERISISGRYVESVNKRTMSFSLRI
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KDLTVADSATYYCKAY-~~-PWAMWG~~~-QWY DGAGTVLTVN
KDLTVADSATYYCKAVEMPQHWHPAA~~~--HWYDGAGTVLTVN
KDLTVADSATYYCKAR---EARHPWLR---QWYDGAGTVLTVN
KDLTVADSATYYCKAY----PWGAGAPWLVQWY DGAGTVLIVN
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107 SEQ ID NO: 47
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TRVDQTPRTATKETGESLTINCVLTDTSYGLYSTSWEFRKNPGT TDWERMS IGGRYVESVNKGAKSFSLRI

ASVNQTPRTATKETGESLTINCVVTGANYGLAATYWYRKNPGS SNQERISTSGRYVESVNKRTMSFSLRI
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KDLTVADSATYYCKAR-~~EARHPWLR~-~QWYDGAGTVLTVNQASGAHHHHHHGAEFEQKLISEEDL

KDLTVADSATYYCKAY~~~~PWGAGAPWLVQWY DGAGTVLTVN QASGAHHHHHHGAEFEQKLISEEDL
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Mouse ROR1-Fc
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Immunised libraries screening:
Monoclonal phage specificity.

m huROR1-Fc
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phage clones F[g ) 4
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D3 protein — ASVNQTPRTATKETGESLTINCVLTDTSYGLYSTSWFRKNPGTTDWERMS IGGRYVESVNKRAKSFSLRI

E9 protein — AKVDQTPRTATKETGESLTINCVLIDTSYGLYSTSHFRKNPGTTDWERMS IGGRYVESVNKRAKSFSLRI
89 9|0 1(130 1%0

D3 protein — KDLTVADSATYYCKAQSGMAISTGSGHGYNWYDGAGIVLTVN 112 SEQ ID NO: 39

E9 protein — KDLTVADSATYYCKAQSGMAIDIGSGHGYNWYDGAGIVLTVN 112 SEQ ID NO: 40
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D3 protein — ASVNQTPRTATKETGESLTINCVLTDTSYGLYSTSHERKNPGTTDWERMS IGGRYVESVNKRAKSFSLRI
E9 protein — AKVDQTPRTATKETGESLTINCVLTDTSYGLYSTSWFRKNPGTTDWERMSIGGRYVESVNKRAKSFSLRI
8'0 9? 1?0 1}0 12?0 1‘3"0
D3 protein — KDLTVADSATYYCKAQSGMAISTGSGHGYNWYDGAGTVLTVNQASGAHHHHEHGAEFEQKLISEEDL 137
E9 protein — KDLTVADSATYYCKAQSGMAIDIGSGHGYNWYDGAGTVLTVNQASGAHHHHHHGAEFEQKLISEEDL 137

SEQ ID NO: 108
SEQ ID NO: 109
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Linker mouse IgG2a sequence for VNAR fusions

GGGGSGGGGSGGGGSEPRGPTIKPCPPCKCPAPNLLGGPSVFIFPPKIKDVLMISL
SPIVTCVVVDVSEDDPDVQISWFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQ
HODWMSGKEFKCKVNNKDLPAPIERTISKPKGSVRAPQVYVLPPPEEEMTKKQV
TLTCMVTDFMPEDIYVEWTNNGKTELNYKNTEPVLDSDGSYFMYSKLRVEKKN
WVERNSYSCSVVHEGLHNHHTTKSFSRTPGK (SEQ ID NO 110)

Linker human IgG1 sequences for VNAR fusions

N-terminal VNAR hFc (linker-hFc sequence)

GGGGSGGGGSGGGGSEPKSSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
HQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVS
LTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ
GNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO 111)

Cysteine engineered variants for bioconjugation

GGGGSGGGGSGGGGSEPKSSDKTHTCPPCPAPELLGGPCVFLFPPKPKDTLMIS
RTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTV
LHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQV
SLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO 112)

GGGGSGGGGSGGGGSEPKSSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVL
HODWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSRDELTKNQVS
LTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ
GNVFSCSVMHEALHNHYTQKSLCLSPGK (SEQ ID NO 113)

C-terminal hFc VNAR (hFc-linker sequence)

DKTHTCPPCPAPELLGGPCVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKA
LPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGS (SEQ 1D NO 114)

Fig. 10
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MDA-MB-231 4 vs 37deg (n=3)
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B1 (1nM): competition huROR1-F¢ B1 (1nM): competition peptides
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