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FIGURE 1A
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FIGURE 1B
8§83 Caucasian + Aslan samplas
from § different sourcas
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FIGURE 1C
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FIGURE 2A
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FIGURE 2B
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FIGURE 2C
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FIGURE 3A
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FIGURE 3B
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FIGURE 3C
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FIGURE 4A
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FIGURE 4B
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FIGURE 5
Before normalization (some

of the samples
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FIGURE 5 continued

After normalization with
geNORM and NormFinder,
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FIGURE 6
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