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{Fig. 11}
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{Fig. 13}

Regions

sequences

G3PDH

ACC ACA GTC CAT GCC ATC AC

TCC ACC ACC CTG TTG CTG TA

Nanog

AGG GTC TGC TAC TGA GAT GCT

CAA CACCTG GTT TTT CTG CCA CCG

Rex1

ACGAGTGGCAGTTTCTTCTTGGGA

TATGACTCACTTCCAGGGGGCACT

ECATI1

TGT GGG GCC CTG AAA GGC GAG CTGAGA T

ATG GGC CGC CAT ACG ACG ACG CTC AACT

ERas

ACT GCC CCT CAT CAG ACT GCT ACT

CAC TGC CTT GTA CTC GGG TAG CTG

Fbx15

GTT GGA ATC TGC TTC TAC AG

CTT CAC CAA GAT TTC CGA TG

Esgl

GAA GTC TGG TTC CTT GGC AGG ATG

ACT CGA TAC ACT GGC CTA GC

Oct3/4

CTG AGG GCC AGG CAG GAG CAC GAG

CTG TAG GGA GGG CTT CGG GCA CTT

Sox2

GGT TAC CTC TTC CTC CCA CTC CAG

TCA CAT GTG CGA CAG GGG CAG

Klifa

CAC CAT GGA CCC GGG CGT GGC TGC CAG AAA

TTA GGC TGT TCT TTT CCG GGG CCA CGA.

c-Myc

CAG AGG AGG AAC GAG CTG AAG CGC

TTA TGC ACC AGA GTT TCG AAG CTG TTC G

CGG AAT TCA AGG AGC TAG AAC AGT TTG CC

CTG AAG GTT CTC ATT GTT GTC G

GAT CAC TCA CAT CGC CAA TC

CTG GGA AAG GTG TCC TGT AGC C

GCG GGA AGG GAG AAG ACACTG CGT C

TAG GAG GGC CGG GTT GTT ACT GCT

CCT TAC ACA TGA AGA GGC ACTTT

CAG CTC CGT CTC CAT CAT GTT AT

ACA CTC CCC CAA CACCAGGACGTTT

GCT CGC CCA AAT CCT GTA CCT CGT CCG AT

GAG ATG AGCCCGACTCCGACCTCTT

AGG TGC AGG CTG CCT ATC

TTA GCC AGA AGT CAG ATG CTC

TGG CGT AAT CAT GGT CAT AG

GCA ACG CAA TTA ATG TGA GTT AG

CTG GAT CCG CTG CAT TAA TGA

CCG AGC GCA GCG AGT CA
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{Fig. 14}

Regions

Sequences

4

GCC TTA TCC GGT AAC TAT CGT

GCA CCG CCT ACA TACCTC

AGT TGC CTG ACT CCC CGT CGT G

GGA GCC GGT GAG CGT GGG TC

CCG ATC GTT GTC AGA AGT AAG TTG

TCA CAG AAA AGC ATC TTA CGG A

GAA AAG TGC CAC CTG GTC GAC ATT

GGG CCA TTT ACC GTA AGT TAT GTA

TAT CAT ATG CCA AGT ACGC

TAG ATG TAC TGC CAA GTAGGA A

TCT GAC TGA CCGCGTTACT

AGA AAA GAA ACGAGCCGTCATT

10

GGG GGC TGC GAG GGG AAC AAA

GCC GGG CCG TGC TCA GCA ACT

11

GCG AGC CGC AGC CAT TGC CTT TTA

CCC AGA TTT CGG CTC CGC CAG AT

Nanog-reporter

TGG GAT CCC TAT GCT ACT CCG TCG AAG TTC

CTA GGC AAA CTG TGG GGA CCA GGA AGA C

Fbx15-reporter

TGG TCC AAC ATC TTA TAC ACA GTA ATG A

GTG GAA CTC CCT TCT AGC CCT CTATCC C

AAT GGG CTG ACC GCT TCC TCG TGC TT
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{Fig. 15}
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{Fig. 16}
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{Fig. 17}
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{Fig. 18}
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{Fig. 21}
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{Fig. 26}
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