FIG1

H
H
i

i

hAng?2
{F281-F4986)

1/9

CUAGCLOTLTGOOTTICC
Axix]

P TCAGAGACTGTIGU TGAAGTATTCAAATCAGGACACACTATGAATGOUATCTA

CACGTTAACATTCCCTAATTO TACAGAAGAGATCAAGGCCTACTGTCACATGG
AAGCTGGAGGAGGCGOOTGGACAATTATTCAGCGACGTGAGGATGGLAGCETT
GATTTTICAGAGGACT TGGAAAGAATATAAAGTGGGATTTGGTAACLCTTCAG
GAGAATATTGGUTGGGAAATGAGTTIGTTTICGCAACTGACTAATCAGCAACGT
TATGTGCTTAAAATACACCT TAAAGACTGOGAAGGGAATGAGGC TTACTCAT
TETATGAACATTTCTATCTCTCAACTGAAGAACTCAATTATAGGATTCALCT
TAAAGGACTTACAGGGACAGCCGGUAAAATAAGUAGCATCAGCCAACCAGGAA
ATGATTTTAGUACAAAGGATGLAGACAACGACAAATETATCTGCAAATGTIC
ACAAATGUTAACAGGAGGUTOGTGGTTTGATGCATGTGGTCCTTCCAACTTGA
ACGGAATGTACTATCCACAGAGGLAGAACACAAATAAGTTCAACGGCATTAAA
TGOTACTACTGGAAAGGC TCAGGCTATTCOCTCAAGGCCACAACCATGATGAT
COGACCAGUAGATTIC

TCAGGAGGOGGAGGTAGTGLOGGAGGAGGL TCCGETTOC

Linker
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SATTTTATGCTGACTCAGCCCCCCTCAGT GTCAG TG TCCCCAGGAAAGACGGL
CAGGATCACTTGTAGGGGAGATAACCTTGGAGATGTAAATGTTCACTGGTALC
AGCAGCGGICAGGCCAGGCCCC TGTATTIGOTCATO TATTATGATGULGACIGG
COTCAGGGATOCCTGAGUCATTCTCTGGCTCCAACTCTOLGAACAUGGOC ACAL
TGACCATCAGUGGAGTCGAAGCCGLGEATGAGGCCGACTACTATIGTICAGGTG
TGGEATAGGAC TAGTGAGTATGTC TTCGGAACTGGGACCAAGGTCACCGTOCT
AGGT

GGAGGAGCCAGCCTCRTRE
BsiXl
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