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Clone ID Kd Klon] K[off] r Squared
109-19 1.444F-12 | 3.84E+05 5.55E-07 0.993054
1B6-10H11 | 1.626E-10 | 1.78E+05 2.89E-05 0.921366
2A12-13H10 | 5.591E-11 | 1.56E+05 8.69E-06 0.984873
4G12-1D9 | 9.286E-11 | 1.85E+05 1.72E-05 0.967668
6C12-8C10 | 5.427E-11 | 1.12E+05 6.05E-06 0.989999
6C12-9H9 6.505E-11 | 1.51E+05 9.82E-06 0.973618
6H7-19D11 | 4.021E-11 | 1.70E+05 6.85E-06 0.96237
7B1-10H9 | 2.352E-10 | 4.05E+05 9.53E-05 0.929208
7B12-5H5 | 2.626E-11 | 9.45E+04 2.48E-06 0.975405
7C1-6C7 1.463E-11 | 1.38E+05 2.02E-06 0.958707
8A8-11F9 1.052E-09 | 3.47E+04 3.65E-05 0.976231
8H10-2D9 | 2.554E-10 | 2.88E+05 7.36E-05 0.97153
10B11-30H9 | 6.891E-11 | 3.05E+05 2.10E-05 0.975237
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