43016-719_601_SL
SEQUENCE LISTING

<110> ADVERUM BIOTECHNOLOGIES, INC.
<120> COMPOSITIONS AND METHODS FOR REDUCING OCULAR NEOVASCULARIZATION
<130> 43016-719.601

<140> PCT/US2017/038012
<141> 2017-06-16

<150> 62/351,231
<151> 2016-06-16

<160> 13
<170> PatentIn version 3.5

<210> 1

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 1
Leu Gly Glu Thr Thr Arg Pro
1 5

<210> 2

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400> 2
Asn Glu Thr Ile Thr Arg Pro
1 5

<210> 3

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
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<223> Description of Artificial Sequence:

peptide

<400> 3
Lys Ala Gly Gln Ala Asn Asn
1 5

<210> 4

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

peptide

<400> 4
Lys Asp Pro Lys Thr Thr Asn
1 5

<210> 5

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

peptide

<400> 5
Lys Asp Thr Asp Thr Thr Arg
1 5

<210> 6

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

peptide

<400> 6
Arg Ala Gly Gly Ser Val Gly
1 5

<210> 7
<211> 7

Synthetic

Synthetic

Synthetic

Synthetic
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<212> PRT
<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

peptide

<400> 7
Ala Val Asp Thr Thr Lys Phe
1 5

<210> 8

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

peptide

<400> 8
Ser Thr Gly Lys Val Pro Asn
1 5

<210> 9

<211> 214

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

polypeptide

<400> 9

Synthetic

Synthetic

Synthetic

Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala

1 5 10

Asp Arg Val Thr Ile Thr Cys Ser Ala Ser Gln Asp Ile

20 25

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys

35 40

45

Tyr Phe Thr Ser Ser Leu His Ser Gly Val Pro Ser Arg

50 55

60

Page 3

Ser Val Gly
15

Ser Asn Tyr
30

Val Leu Ile

Phe Ser Gly



Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

<210>
<211>
<212>
<213>

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

<220>

<223>

<400> 10

10
231
PRT
Artificial Sequence

Ser

Phe

Gly

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

Gly

Ala

Gln

100

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Thr

Thr

85

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

polypeptide

Asp

70

Tyr

Thr

Phe

Cys

Val

150

Gln

Ser

His

Cys

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

Thr

Cys

Val

Pro

120

Leu

Asn

Ser

Ala

Gly
200
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Leu Thr Ile Ser Ser

Gln

Glu

105

Ser

Asn

Ala

Lys

Asp

185

Leu

Gln

90

Ile

Asp

Asn

Leu

Asp

170

Tyr

Ser

75

Tyr

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Ser

Arg

Gln

Tyr

140

Ser

Thr

Lys

Pro

Thr

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Description of Artificial Sequence: Synthetic

Leu

Val

Val

110

Lys

Arg

Asn

Ser

Lys

190

Thr

Gln

Pro

95

Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Pro

80

Trp

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1

5

10

Page 4

15



Ser

Gly

Gly

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Leu

Met

Trp

50

Arg

Gln

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His
210

Arg

Asn

35

Ile

Arg

Met

Tyr

Gln

115

Val

Ala

Ser

Val

Pro

195

Lys

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Ser

Val

Thr

Thr

Ser

85

Tyr

Thr

Pro

Gly

Asn

165

Gln

Ser

Ser

Cys

Arg

Tyr

Phe

70

Leu

Tyr

Leu

Leu

Cys

150

Ser

Ser

Ser

Asn

Ala

Gln

Thr

55

Ser

Arg

Tyr

Val

Ala

135

Leu

Gly

Ser

Leu

Thr
215

Ala

Ala

40

Gly

Leu

Ala

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys
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Ser

25

Pro

Glu

Asp

Glu

Thr

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Gly Tyr Asp Phe

Gly Lys

Pro Thr

Thr Ser
75

Asp Thr
90

Ser His

Ser Ser

Ser Lys

Asp Tyr

155

Thr Ser
170

Tyr Ser

Gln Thr

Asp Lys

Page 5

Gly

Tyr

60

Lys

Ala

Trp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Lys
220

Leu

45

Ala

Ser

Val

Tyr

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Thr

30

Glu

Ala

Thr

Tyr

Phe

110

Thr

Ser

Glu

His

Ser

190

Cys

Glu

His

Trp

Asp

Ala

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Tyr

Val

Phe

Tyr

80

Cys

Val

Gly

Gly

Val

160

Phe

Val

Val

Lys



Ser Cys Asp Lys Thr His Leu
225 230

<210> 11

<211> 214

<212> PRT

<213> Artificial Sequence

<220>

<223> Description of Artificial

polypeptide

<400> 11
Asp Ile Gln Met Thr Gln Ser
1 5

Asp Arg Val Thr Ile Thr Cys
20

Leu Asn Trp Tyr Gln Gln Lys
35

Tyr Phe Thr Ser Ser Leu His
50 55

Ser Gly Ser Gly Thr Asp Phe
65 70

Glu Asp Phe Ala Thr Tyr Tyr
85

Thr Phe Gly Gln Gly Thr Lys
100

Pro Ser Val Phe Ile Phe Pro
115

Thr Ala Ser Val Val Cys Leu
130 135

Pro

Ser

Pro

40

Ser

Thr

Cys

Val

Pro

120

Leu

43016-719_601_SL

Sequence: Synthetic

Ser

Ala

25

Gly

Leu

Gln

Glu

105

Ser

Asn

Ser Leu

10

Ser Gln

Lys Ala

Val Pro

Thr Ile

75

Gln Tyr

90

Ile Lys

Asp Glu

Asn Phe
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Ser

Asp

Pro

Ser

60

Ser

Ser

Arg

Gln

Tyr
140

Ala

Ile

Lys

45

Arg

Ser

Thr

Thr

Leu

125

Pro

Ser

Ser

30

Val

Phe

Leu

Val

Val

110

Lys

Arg

Val

15

Asn

Leu

Ser

Gln

Pro

95

Ala

Ser

Glu

Gly

Tyr

Ile

Gly

Pro

80

Trp

Ala

Gly

Ala



Lys Val Gln Trp
145

Glu Ser Val Thr

Ser Thr Leu Thr
180

Ala Cys Glu Val
195

Phe Asn Arg Gly
210

<210> 12
<211> 453
<212> PRT

Lys Val Asp Asn

150

Glu Gln
165

Asp

Ser

Leu Ser Lys Ala

Thr His

Glu Cys

Gln

<213> Artificial Sequence

<220>

Gly
200

<223> Description of Artificial
polypeptide

<400> 12
Glu Val Gln Leu
1

Ser Leu Arg Leu
20

Gly Met Asn Trp
35

Gly Trp Ile Asn
50

Lys Arg Arg Phe
65

Leu Gln Met Asn

Val Glu
5

Ser Cys

Val Arg

Thr Tyr

Thr Phe

70

Ser Leu
85

Ser

Ala

Gln

Thr

55

Ser

Arg

Gly

Ala

Ala

40

Gly

Leu

Ala
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Ala Leu Gln Ser Gly Asn Ser Gln

155

Lys Asp Ser Thr Tyr

170

Asp Tyr Glu Lys His

185

Leu Ser Ser Pro Val

205

Sequence: Synthetic

Gly

Ser

25

Pro

Glu

Asp

Glu

Gly Leu
10

Gly Tyr

Gly Lys

Pro Thr

Thr Ser
75

Asp Thr
90
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Val

Thr

Gly

Tyr

60

Lys

Ala

Gln

Phe

Leu

45

Ala

Ser

Val

Ser

Lys

190

Thr

Pro

Thr

30

Glu

Ala

Thr

Tyr

Leu
175

Val

Lys

Gly

15

Asn

Trp

Asp

Ala

Tyr
95

160

Ser

Tyr

Ser

Gly

Tyr

Val

Phe

Tyr

80

Cys



Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Leu

Leu

Ser

Glu

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Cys

Gly

Met

His

Val
290

Tyr

Gln

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Gly

Ile

Glu

275

His

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

His

Thr

Pro

Gly

Asn

165

Gln

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Tyr

Leu

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Tyr

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr
295

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys
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Ser

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Ser His Trp Tyr

Ser Ser

Ser Lys

Asp Tyr
155

Thr Ser
170

Tyr Ser

Gln Thr

Asp Lys

Pro Cys

235

Pro Pro
250

Thr Cys

Asn Trp

Arg Glu

Page 8

Ala

Ser

140

Phe

Gly

Leu

Tyr

Lys

220

Pro

Lys

Val

Tyr

Glu
300

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Pro

Val

Val

285

Gln

Phe

110

Thr

Ser

Glu

His

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Val

Gly

Gly

Val

160

Phe

Val

Val

Lys

Leu

240

Thr

Val

Val

Ser



Thr Tyr Arg Val Val
305

Asn Gly Lys Glu Tyr
325

Pro Ile Glu Lys Thr
340

Gln Val Tyr Thr Leu
355

Val Ser Leu Thr Cys
370

Val Glu Trp Glu Ser
385

Pro Pro Val Leu Asp
405

Thr Val Asp Lys Ser
420

Val Met His Glu Ala
435

Leu Ser Pro Gly Lys
450

<210> 13

<211> 2064

<212> DNA

<213> Homo sapiens

<400> 13

atggtcagct actgggacac cggggtcctg ctgtgcgecge tgctcagectg tctgecttctc

acaggatcta gttcaggttc aaaattaaaa gatcctgaac tgagtttaaa aggcacccag

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

His

Leu

Lys

Lys

Ser

360

Lys

Gln

Gly

Gln

Asn
440
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Thr

Val

Ala

345

Arg

Gly

Pro

Ser

Gln

425

His

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Leu His
315

Asn Lys

Gly Gln

Glu Met

Tyr Pro

380

Asn Asn

395

Phe Leu

Asn Val

Thr Gln

Page 9

Gln

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Trp

Pro

335

Glu

Asn

Ile

Thr

Lys

415

Cys

Leu

Leu

320

Ala

Pro

Gln

Ala

Thr

400

Leu

Ser

Ser

60

120



cacatcatgc
tggtctttgc
tgtggaagaa
cacactggct
gaatctgcaa
gaaatccccg
acgtcaccta
ggaaaacgca
gaaatagggc
ctcacacatc
aaattactta
agagttcaaa
cgaattgacc
atgcagaaca
tctgttaaca
cagcaggtgc
gcatttccct
gctcgctatt
gggaattata
actctaattg
ccggctctct
caacctacaa
gacttttgtt
agaattgaga
accttggttg

gttgggactg

aagcaggcca
ctgaaatggt
atggcaaaca
tctacagctg
tctatatatt
aaattataca
acatcactgt
taatctggga
ttctgacctg
gacaaaccaa
gaggccatac
tgacctggag
aaagcaattc
aagacaaagg
cctcagtgca
ttgaaaccgt
cgccggaagt
tgactcgtgg
caatcttgct
tcaatgtgaa
acccactggg
tcaagtggtt
ccaataatga
gcatcactca
tggctgactc

tgggaagaaa

gacactgcat
gagtaaggaa
attctgcagt
caaatatcta
tattagtgat
catgactgaa
tactttaaaa
cagtagaaag
tgaagcaaca
tacaatcata
tcttgtcctc
ttaccctgat
ccatgccaac
actttatact
tatatatgat
agctggcaag
tgtatggtta
ctactcgtta
gagcataaaa
accccagatt
cagcagacaa
ctggcacccc
agagtccttt
gcgcatggca
tagaatttct

cataagcttt

ctccaatgca
agcgaaaggce
actttaacct
gctgtaccta
acaggtagac
ggaagggagc
aagtttccac
ggcttcatca
gtcaatgggc
gatgtccaaa
aattgtactg
gaaaaaaata
atattctaca
tgtcgtgtaa
aaagcattca
cggtcttacc
aaagatgggt
attatcaagg
cagtcaaatg
tacgaaaagg
atcctgactt
tgtaaccata
atcctggatg
ataatagaag
ggaatctaca

tatatcacag
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gggggLgaagc

tgagcataac
tgaacacagc
cttcaaagaa
ctttcgtaga
tcgtcattcc
ttgacacttt
tatcaaatgc
atttgtataa
taagcacacc
ctaccactcc
agagagcttc
gtgttcttac
ggagtggacc
tcactgtgaa
ggctctctat
tacctgcgac
acgtaactga
tgtttaaaaa
ccgtgtcatc
gtaccgcata
atcattccga
ctgacagcaa
gaaagaataa
tttgcatagc

atgtgccaaa

agcccataaa
taaatctgcc
tcaagcaaac
gaaggaaaca
gatgtacagt
ctgccgggtt
gatccctgat
aacgtacaaa
gacaaactat
acgcccagtc
cttgaacacg
cgtaaggcga
tattgacaaa
atcattcaaa
acatcgaaaa
gaaagtgaag
tgagaaatct
agaggatgca
cctcactgcc
gtttccagac
tggtatccct
agcaaggtgt
catgggaaac
gatggctagc
ttccaataaa

tgggtttcat

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680



gttaacttgg
aagttcttat
cactacagta
cttaccatca
gtatacacag
aacaaaaagg

acacaaagta

aaaaaatgcc
acagagacgt
ttagcaagca
tgaatgtttc
gggaagaaat
ctgttttctc

atgtaaaaca

gacggaagga
tacttggatt
aaaaatggcc
cctgcaagat
cctccagaag
tcggatctcc

ttaa
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gaggacctga aactgtcttg

ttactgcgga cagttaataa
atcactaagg agcactccat
tcaggcacct atgcctgcag
aaagaaatta caatcagagg

aaatttaaaa gcacaaggaa
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cacagttaac
cagaacaatg
cactcttaat
agccaggaat
tgagcactgc

tgattgtacc

1740

1800

1860

1920

1980

2040

2064



