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Slil VPA (HDAC inhibitor)
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Menin-MLL interaction inhibitor

40

$31U0J02 9SdIDY JO 'ON

FIG.27

Stage lll

30

$31U0]03 JSd!DY J0 "ON

Control Unc0379

FIG. 28



WO 2022/213731 PCT/CN2022/077048

39/42

Stage |
500

A

=

S
L

w

[=

o
1

200+

No. of hCiPSC colonies

100+

FIG. 29



WO 2022/213731 PCT/CN2022/077048

40/ 42
Stage |l
25
N
2
5 20
8
o 151
D
o
S 10
=
L
© 54
S
z
0_
® O Q& 5
P‘\ & @6\ & & &
NI A R4
P & IS g FE T
v s & RN
& & & A& A©
Q’x x§ x) ‘bx‘) ’;\ A
G
'\« xrf’v. x%v. @4. *& QS\
& & L 0,& ‘bx"’ N
\bb‘ ,{‘é N o “)é g
S o g S P
Q\\Q. ﬁ‘t;» rog) QQ <) &
< xb\b xq’\ x&« x@?’ &S\
SR \g‘b >
R R S 4
& & &
S L
(SR PN
& 5
PO
¢ &
X
&

FIG.30



WO 2022/213731 PCT/CN2022/077048

41/42
Stage Ill

60

No. of hCiPSC colonies

FIG.31



WO 2022/213731

PCT/CN2022/077048

42 /42

Stage IV
150

100

No. of hCiPSC colonies
(4]
(=)
L

FIG.32



