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CLAIMS
1. Anantibody or an antigen-binding fragment thereof, which is capable of binding to human Tigit,
comprising:
(a} a heavy chain variable region (VH) comprising oneg, two or three CDR amino acid sequences
selected from SEQ IDNQOs 3,4, Sor 13; and / or
{by a light chain variable region (VL) comprising one, two or three CDR amino acid sequences
selected from SEQ ID NQGs: 6, 7 or 8.
2.  The antibody or the antigen-binding fragment of Claim 1, comprising:
(a} a heavy chain variable region {VH) comprising a VH-CDRI1 amino acid sequence of SEQ ID
N 3, a VH-CDR2 amino acid sequence of SEQ 1D NO 4 and a VH-CDR3 amino acid sequence of
SEQ ID NO S; and a light chain variable region (VL) comprising a VL-CDR1 amino acid sequence
of SEQ I3 NO 6, a VL-CDR2 amino acid sequence of SEQ ID NO 7 and a VL-CDR3 amino acid
sequence of SEQ ID NO 8; or
(b} a heavy chain variable region (VH) comprising a VH-CDRI amino acid sequence of SEQ ID
NG 3, a VH-CDR2Z amine acid sequence of SEQ 2 NO 13 and a VH-CDR3 amino acid sequence of
SEQ 1D NGO S; and a Hght chain variable region (VL) comprising a VL-CDRI amino acid sequence
of SEQ I NO 6, a VL-CDR2 amino acid sequence of SEQ ID NO 7 and a VL-CDR3 amino acid
sequence of SEQ ID NO 8.
3. The antibody or the antigen-binding fragment of Claim 1, wherein the antibody is a humanized
antibody molecule,
4. The antibody or the auntigen-binding fragment of Claim 1, comprising a heavy chain variable
domain having at least 95%, 96%, 97%, 98%, 99% or 100% sequence wdentity with the amino acid
sequence of SEQ ID NQOs 9, 14, or 19,
8. The antibody or the antigen-binding fragment of Claim 1, comprising a light chain variable
domain having at least 95%, 96%, 97%. 98%, 99% or 100% sequence identily with the amino acid
sequence of SEQ ID NG 11, 16 or 21,
6. The antibody or the antigen-binding fragment of Claim 1, comprising:
{a) a heavy chain vanabie domain having at least 95%, 96%, 97%. 98%, 29% or 100% sequence

identity with the amino acid sequence of SEQ 1D NO 9, and a light chain variable domain having at
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{east 95%, 96%, 97%, 98%, 99% or 100% sequence identity with the amino acid sequence of SEQ
I NO 11,

(b} a heavy chain variable domain having at least 95%, 96%, 97%, 98%, 99% or 100% sequence
identity with the amino acid sequence of SEQ ID NO 9, and a light chain variable domain having at
least 95%, 96%, 97%, 98%, 99% or 100% sequence identity with the amino acid sequence of SEQ
D NG 16;

{¢) a heavy chain variable domain having at least 95%, 96%, 97%, 98%, 99% or 100% sequence
wdentity with the amino acid sequence of SEQ ID NO 9, and a light chain variable domain having at
least 95%, 96%, 97%, 98%, 99% or 100% sequence identity with the amino acid sequence of SEQ
IDNG 21

{(d) a heavy chain variable domain having at least 95%, 96%, 97%, 98%, 99% or 100% sequence
identity with the amino acid sequence of SEQ 1D NO 14, and a light chain variable domain having at
{east 95%, 96%, 97%, 98%, 99% or 100% sequence identity with the amino acid sequence of SEQ
IDNO 11,

(e} a heavy chain variable domain having at least 95%, 96%, 97%, 98%, 99% or 100% sequence
identity with the amino acid sequence of SEQ 1D NO 14, and a light chain variable domain having at
lcast 95%, 96%, 97%, 98%, 99% or 100% sequence identity with the amino acid sequence of SEQ
NG 16;

(f) a heavy chain variable domain having at least 93%, 96%, 97%, 98%, 99% or 100% sequence
identity with the amino acid sequence of SEQ 1D NO 14, and a light chain variable domain having at
least 95%, 96%, 97%, 98%, 99% or 100% sequence identity with the amino acid sequence of SEQ
IDNO 2L

{g} a heavy chain variable domain having at least 95%, 96%, 97%, 98%, 99% or 100% sequence
identity with the amwino acid sequence of SEQ 1D NO 19, and a light chain variable domwain having at
least 95%, 96%, 97%, 98%, 99% or 100% sequence identity with the amine acid sequence of SEQ
IDNO 1L

(h} a heavy chain variable domain having at least 95%, 96%, 97%, 98%, 99% or 100% sequence
identity with the amino acid sequence of SEQ ID NO 19, and a light chain variable domain having at
{east 95%, 96%, 97%, 98%, 99% or 100% sequence identity with the amino acid sequence of SEQ

IDNQG 16 or
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(i} a heavy chain variable domain having at least 95%, 96%, 97%, 98%, 99% or 100% sequence
identity with the amino acid sequence of SEQ ID NO 19, and a light chain variable domain having at
least 95%, 96%, 97%, 98%, 99% or 100% sequence identity with the amino acid sequence of SEQ
IDNO 21

7. The antibody or the antigen-binding fragment of Claim 1, comprising:

{a) a heavy chain variable domain having at least 95%, 96%, 97%, 98%, 99% or 100% sequence
identity with the amino acid sequence of SEQ 12 NGO 9, and a light chain variable domain having at
least 95%, 96%, 97%, 98%, 99% or 100% sequence identity with the armino acid seguence of SEQ
IDNO 1L

(b) a heavy chain variabie domain having at least 95%, 96%, 97%, 98%, 99% or 100% sequence
identity with the amino acid sequence of SEQ ID NO 14, and a light chain variable domain having at
least 95%, 96%, 97%, 98%, 99% or 100% sequence identity with the amino acid sequence of SEQ
D NO 16; or

(¢} a heavy chain variabie domain having at least 95%, 96%, 97%, 98%, 99% or 100% sequence
identity with the amino acid sequence of SE(Q 1D NO 19, and a light chain variable domain having at
least 953%, 96%, 97%, 98%, 99% or 100% sequence wdentity with the amino acid sequence of SEQ
I NG 21

8. The antibody or the antigen-binding fragmeunt of Claim 1, coraprising:

(a} aheavy chain variable domain comprising the amino acid sequence of SEQ ID NO 9, and a light
chain variable domain comprising the amino acid sequence of SEQ ID NGO 11;

(b} a heavy chain variable domain comprising the amino acid sequence of SEQ 1D NGO 14, and a
light chain variable domain coruprising the amino acid sequence of SEQ ID NO 16; or

(¢} a heavy chain variable domain comprising the amino acid sequence of SEQ ID NO 19, and a
light chain variable domain comprising the amino acid sequence of SEQ ID NG 21

%, The antibody or the antigen-binding fragment of any one of Claims 1-8, wherein the antibody
comprises one or more of:

(a} aheavy chain with a T to A mutation at position 24 of SEQ ID NO 14;

{(b) aheavy chain with a I to V mutation at position 37 of SEQ ID NO 14;

(¢} alight chain with a V to I mutation at position 58 of SEQ ID NO 16,
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18, The antibody or the antigen-binding fragment of Claim 1, wherein the antigen-binding fragment
is a Fab, F(ab")2, Fv, or a single chain Fv (ScFv).
11. The antibody or the antigen-binding fragment of Claim 1, comprising a heavy chain constant
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region of the subclass of fgG1, 1gG2, 1g(3, or 1g(G4 or a vartant thereof, and a light chain constant
region of the type of kappa or lambda or a variant thereof.

12. A pharmaceutical composition, comprising the antibody or the antigen-binding fragment of any
one of Claims 1-11, and a pharmaceutically acceptable excipient.

13, The composition of claim 12, further comprising second therapeutic agent,

14. A method of stimulating an immune response in a subject, comprising administrating to a subject
in need thereof the antibody or antigen-binding fragment of any one of claims 1-11 in an amount
effective to stimulate the mmune respond.

15. Amethod for treating a cancer or a tumor, comprising administrating to a subject in nead thereof
the antibody or the antigen-binding fragment of any one of Claims 1-11 in an amount effective to
{reat the cancer or tumor.

16. The method of Claim 15, wherein the antibody or the antigen-binding fragment is administrated
n cotnbination with a second therapeutic agent or procedure, wherein the second therapeutic agent
or procedure is selected from a chemotherapy, a targeted therapy, an oncolytic drug, a cytotoxic
agent, an immune-based therapy, a cytokine, a surgical procedure, a radiation procedure, an activator
of a costimulatory molecule, an inhibitor of an inhibitory melecule, a vaccine, or a cellular
imnmnotherapy.

17. A method of treating an infectiouns disease, comprising administering o a subject in need thereof
an antibody of Claim 1 in an amount effective to treat the infectious disease.

18. The method of Claim 17, wherein the infectious disease is a viral infection.
19. Use of the anti-Tigit antibody molecules of any one of Claim 1-11 in manufacturing medicine

for treating a cancer, a tumor or an infectious disease,
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