x-fold increase in CD38 expression

Figure 1

CD38 upregulation on AMO-1 cells by Lenalidomide
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Figure 2

Influence of Lenalidomide Alone on Cell Proliferation
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Figure 3

ADCC with PEMCs and AMO-1,
1O i lenalidomics (LEN} and 15 pofmd andibody,
ned
o, £
o= 0002

L. 2 . //&2
: '//
£ p = 0.0002 .
&=
= /
| |
= 4 i
o ”
E
& o —

e T f

34 & o y o =

&€ o> & & g
& & & &

& N & S

& & o &
S Qﬁ"@@ & &
Qgﬁ-’?" & o
; £
& &
W

PBMCs and AMO-1 cells treated with lenalidomide prior to treatment with MOR202.
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Figure 4

ADCC with PEBICS and AMG-1,
0 uM lenalidomide (LEN) and 15 pgiml antibody,
n=3

p=03

28
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PBMCs alone were treated with lenalidomide prior to treatment with MOR202.
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Figure 5

£538 ypregelation on NCLE3R cells by Lenglidomide
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Figure 6
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PBMCs and NCI-H929 cells were treated with lenalidomide prior to treatment with

MOR202,
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Figure 7

ADCC with PEMCe and HOR-HE2E, Suid LEN and either
0.2 or 0.07nhd MIORGGOET, n=3
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PBMCs alone were treated with lenalidomide prior to treatment with MOR202.
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Figure 8

Cell Proliferation at 72 hours Bortezomib Alone
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Figure 9
Effect of MOR202 and Velcade on ADCC in NCI-H929 Cells
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Figure 10
Effect of MOR202 and Velcade on ADCC in LP-1 Cells
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Figure 11
The amino acid sequence of the MOR202 Variable Heavy Domain is:

QVOLVESGGGLVQPGGSLRLSCAASGFTFSSYYMNWYRQAPGKGLEWVSGISGDPS
NTYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDLPLVYTGFAYWGQGTLVTY
SS (SEQ ID NO: 10)

The amino acid sequence of the MOR202 Variable Light Domain is:

DIELTQPPSVSVAPGQOTARISCSGDNLRHYYVYWYQQKPGQAPVLVIYGDSKRPSGIP
ERFSGSNSGNTATLTISGTQAEDEADYYCQTYTGGASLVFGGGTKLTVLGQ (SEQ ID NO: 11)

The amino acid sequence of the MOR202 HCDR1 as defined by an internal
nemenclature is: GFTFSSYYMN (SEQ ID NC: 1)

The amino acid sequence of the MOR202 HCDR1 as defined by Kabat is: SYYMN (SEQ
ID NO: 14)

The amino acid sequence of the MOR202 HCDR2 as defined by Kabat is:
GISGDPSNTYYADSVKG (SEQ 1D NO: 2)

The amino acid sequence of the MOR202 HCDR3 as defined by Kabat is:
DLPLVYTGFAY (SEQ D NO: 3)

The amino acid sequence of the MOR202 LCDR1 as defined by Kabat is:
SGDNLRHYYVY (SEQ ID NQO: 4)

The amino acid sequence of the MOR202 LCDR2 as defined by Kabat is: GDSKRPS
(SEQ ID NQ: 5)

The amino acid sequence of the MORZ202 LCDRS as defined by Kabat is: QTYTGGAS
{SEQ ID NO:B)
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Figure 12

“Best Fit” curve for the combination of MOR202 and lenalidomide in the
mediation of ADCC in AMO-1 cells.
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Figure 13
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Figure 14
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Y Exp 4

Figure 16
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Figure 18
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Figure 19

Mean Total Bone Volume +/- SEM for Each Study Group
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A: LEN 50mg/kg, p.o. in 10ml/kg

B: MOR202 3 mg/kg, i.p., in 10 ml/kg

C: Vehicle Control (Ora Plus: Ora Sweet) 10mbL/kg, p.o.

AB: LEN 50mg/kg p.o. in 10mbl/kg + MOR202 3 mg/kg i.p., in 10 ml/kg
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Figure 20

Mean Total Bone Volume +/- SEM for Each Study Group
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Bortezomib 0.6 mg/kg, i.p., in 10 ml/kg

MOR202 1 mg/kg, i.v., in 10 ml/kg

Vehicle Control (0.9% Saline for Injection) i.p., 10 miJkg
Bortezomib/MOR202 0.6/1 mg/kg, i.p./i.v., in 10 ml/kg

20/20


barkha.kdw
Rectangle

barkha.kdw
Rectangle


