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Figure 6
Number|Name Sequence
1 LMF [CAGGAAACAGCTATGACCATGATTAC
2 BH1R[TGAGACCCACTCCAGCCCCTTCCCTGGAGCCTGGCGGACCCAMNNMNNMNNMNNMNNMNNA
3 BH2F |GGCTGGAGTGGGTCTCANNKATTNNKNNKNNKNNKGGTNNKACANNKTACGCAGACTCCGTGAA
4 FAR |GACGTTAGTAAATGAATTTTCTGTATGAGG
5 IL1R [CCCTGGTTTCTGCTGATACCAMNNCAAMNNMNNMNNMNNMNNCTGACTGGCACGGCAAGTGA
6 IL2F |GGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCNNKNNKNNKNNKNNKTTGGAAA
Figure 7
Name Dissociation constant Kd(S™?) Name Dissociation constant Kd(S™?)
207 5.01E-04 5G3 9.41E-04
2D3 5. 43E-04 5D7 1. 54E-03
1D11 6. 7T7TE-04 32H4 (Parent clone) 8. 97E-02
1B11 7. 36E-04
2Ab 7. 88E-04
2D4 8. 37E-04
1H7 8. 88E-04
1D8 9. 40E-04
31C2 (Parent clone) 1. 23E-02

Figure 8
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Sequence
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SEQ ID NO:52
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Figure 9A
Figure 9B

Sequence
SEQ ID NO:9
SEQ ID NO:45
SEQ ID NO:46
SEQ ID NO:47
SEQ ID NO:48
SEQ ID NO:49
SEQ ID NO:50
SEQ ID NO:51
SEQ ID NO:49

HCDR1
SSYAMS
KLPAMS
RRPAMT
GTIPMS
SRDALN
SRYAMN
RKYAMG
RRYAMS
SRYAMN

31C2
2C7
2D3
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2A5
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1D8

Clone

oo
<< <
ooo
> > >
>>>
>>>
<< <
-
ooan
W w
<< <
roe
aaa
wnn
zzz
===
cgoao
Jaa
> > >
aaa
-
zzz
¥ XX
wnn
zzz
[aY=¥a)

nwnn
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Sequence
SEQ ID NO:10
SEQ ID NO:65
SEQ ID NO:66

Notes

HCDR2
5D7 | 8.22E+04 |4.43E-04(5.40E-09| Parent clone 32H4

AISGSGGSTYYADSVKG
AIRGSAGNTYYADSVKG

GIRSSGGRTFYADSVKG
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Figure 9C
Figure 9D
Figure 10A

Sequence
SEQ ID NO:9
SEQ ID NO:63

SEQ ID NO:64
4.60E+04 |8.03E-04[1.75E-08| Parent clone 31C2

1.40E+05) 0.00897 |6.43E-08

3.90E+04 [3.86E-04|9.89E-09| Parent clone 31C2
1.50E+05) 0.01194 | 7.96E-08

2D3 | 4.47E+04 |4.55E-04|1.02E-08| Parent clone 31C2

2C7 | 7.57E+04 |4.10E-04(5.42E-09| Parent clone 31C2
5G3 | 7.03E+04 |5.86E-04(8.34E-09| Parent clone 32H4
2D4 | 8.35E+04 |7.45E-04(8.92E-09| Parent clone 31C2
1H7 | 6.32E+04 [7.65E-04[1.21E-08] Parent clone 31C2
1D8 |6.60E+04 |9.11E-04/1.38E-08] Parent clone 31C2
2A5 | 4.24E+04 |6.56E-04|1.55E-08| Parent clone 31C2

Clone |ka (1/Ms)] kd (1/s)[ KD (M)

1D11
1B11
32H4
31C2

HCDR1
SSYAMS
SSYVLS
SNYAMS

Clone
32H4 VH
5G3
5D7




0D450nM

ELISA

W 1B11 W2C7 ®2D3 M2D4 MW5G3 W5D7 W31C2 H32H4 Only secondary antibody

hIL-13Ra2 hiL-13Ral miL-13Ra2

Figure 10B

Protein Volume (ml) Concentration (mg/ml) |[Total amount (mg] Monomer
1B11-huFc 1 1.3 1.3 94.0%
2C7-huFc 0.9 1.25 1.1 82.0%
2D3-huFc 0.9 1.3 1.17 96.5%
2D4-huFc 1.1 1.17 1.28 99.0%
5D7-huFc 1 2.45 2.45 99.0%
5G3-huFc 0.7 2.2 1.54 99.0%

Figure 11A
Curve: Fe=4-3 Ligand: IL13Ra2 Sample: 204 Temperz

Fits: (1. 1:1 Binding
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‘ HBuality Control | Report ‘Residuals | Parameters‘
Curve ka (1/Ms) | kd (1/s) | KD (M) | Rmax (RU) | Conc (M) tc Flow (ul/min)
6.458E+5: 1.127E4: 1.745E-10 4.575E+21
Cycdle: 1 100 nM 149.3: 1.000E-7 30.00
Cycle: 2 50 nM 139.0: 5.000E-8 30.00
Cycle: 3 25 nM 91.31: 2.500E-8 30.00
Cycle: 4 12.5 nM 30.09: 1.250E-8 30.00
Cycle: 5 6.25 nM 21.43: 6.250E-9 30.00

Figure 11B
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Curve: Fe=4-3 Ligand: IL13Ra2 Sample: 213 Temperz
Fits: 1. 1:1 Binding
RU
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Time
| Huality Control | Report ‘Residusls | Parameters‘
Curve ka(1/Ms) | kd (1/s) | KD (M) | Rmax (RU) | Conc (M) tc Flow (ul/min)
5.633E+5! 1.962E-4: 3.483E-10 2.999E+9
Cycle: 31 100 nM 64.46: 1.000E-7 30.00
Cycle: 32 50 nM 3.575: 5.000E-8 30.00
Cycle: 33 25 nM 0.02496: 2.500E-8 30.00
Cycle: 34 12.5 nM 0.001058: 1.250E-8 30.00
Cycle: 35 6.25 nM 0.2015: 6.250E-9 30.00
Fi 11C
Curve: Fe=4-3 Ligand: IL13RaZ Sample: 2C7 Temperah
Fits: [l 1:1 Binding
RU
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| Buality Control J Report \Residuals I Parameters|
Curve ka (1/Ms) | kd (1/s) | KD (M) | Rmax (RU) | Conc (M) tc Flow (ul/min)
3.686E+5: 9.145E-5! 2.481E-10 1.400E+16
Cycle: 13 100 nM 112.1°  1.000E-7 30.00
Cycle: 14 50 nM 94.21: 5.000E-8 30.00
Cycle: 15 25 nM 79.33. 2.500E-8 30.00
Cycle: 16 12.5 nM 34.94. 1.250E-8 30.00
Cycle: 17 6.25 nM 6.227. 6.250E-9 30.00

Figure 11D
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Curve: Fe=4-3 Ligand: IL13Ra2 Sample: 1B11 Tempe:
Fits: 1. 1:1 Binding
RU
80
60 1 B
40
E 201
z ol /.-—’_
€
-20 7
40
-50 + + + + + +
-200 0 200 400 600 800 1000
Time
| Huality Contrel | Report ‘Residuals | Parameters|
Curve ka (1/Ms) | kd (1/s) | KD (M) | Rmax (RU) | Conc (M) tc Flow (ul/min)
2.525E+5 2.634E-4' 1.043E-9 3.635E+9
Cycle: 25 100 nM 53.88. 1.000E-7 30.00
Cycle: 26 50 nM 20.30: 5.000E-8 30.00
Cycle: 27 25 nM 9.340E4: 2.500E-8 30.00
Cycle: 28 12.5 nM 0.03007: 1.250E-8 30.00
Cycle: 29 6.25 nM 0.9061: 6.250E-9 30.00
Fi 11E
Curve: Fc=4-3 Ligand: IL13Ra2 Sample: 5G3 Temperat
Fits: [1. 1:1 Binding
RU
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Quality Control | Report [Residuals I Parameters]
Curve ka (1/Ms) | kd (1/s) | KD (M) | Rmax (RU) | Conc (M) tc Flow (ul/min)
6.904E+5: 1.338E-4: 1.937E-10 4.142E+16
Cycle: 7 100 nM 190.4: 1.000E-7 30.00
Cycle: 8 50 nM 161.5: 5.000E-8 30.00
Cycle: 9 25 nM 111.9: 2.500E-8 30.00
Cycle: 11 6.25 nM 15.81: 6.250E-9 30.00

Figure 11F
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Curve: Fe=4-3 Ligand: IL13Ra2 Sample:  SI7 Temperat

Fits: 1. 1:1 Binding

RU
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| Huality Control ‘ Report ‘Residuals I Parameters‘
Curve ka (1/Ms) | kd (1/s) | KD (M) | Rmax (RU) | Conc (M) tc Flow (ul/min)
7.370E+5! 2.467E4 3.347E-10 1.395E+16
Cycle: 19 100 nM 138.5: 1.000E-7 30.00
Cycle: 20 50 nM 85.27: 5.000E-8 30.00
Cydle: 21 25 nM 57.83: 2.500E-8 30.00
Cycle: 22 12.5 nM 5.423: 1.250E-8 30.00
Cyde: 23 6.25 nM 0.2968: 6.250E-9 30.00

Figure 11G

Clone ka (I/MS) kd (I/S) KD (M)

31C2 2. 49E+05 | 4. 45E-04 ] 1. 79E-09
2D4 6. 46E+05 | 1. 13E-04 ] 1. 74E-10
2C7 3. 69E+05 | 9. 15E-05 | 2. 48E-10
2D3 5. 63E+05 | 1. 96E-04 [ 3. 48E-10
1B11 2. 53E+05 | 2. 63E-04 ] 1. 04E-09
32H4 2. 32E+05 | 8. 7T0E-04 | 3. 76E-09
5G3 6. 90E+05 | 1. 34E-04] 1. 94E-10
5D7 7. 37E+05 | 2. 47E-04 | 3. 35E-10

Figure 11H
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Specific lysis (%)

U251

Effector farge't' ratio

Figure 13
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