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<211l> 16

<212> PRT

<Z13> Homo saplasns
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Asp ARla Glu Phe Arg His Asp Ser Gly Tyr Glu Val His His &in Lys
1 5 10 15
<210> 3

<Z211l» 15

<212> PRT
<213> Homo sapiens

<400> 3
Asp Ala Glu Phe Arg His ARsp Ser CGly Tyr &lu Val His Gln Lys
1 5 10 15



<213> Homo sapiens

<400> 4

Glu Asp Val Gly Ser Asn Lys Gly Ala Ile Tle Gly Leu Met

3 5

<210> 5

<211> 12

<21Z2> BRT

<213> Homo sapiens

<400> &

Gly Ala Ile Ile Gly Leu Met Val Gly

1 5

<210> 6

<Z11> 17

<212> PRT

<213> Homo sapiens

<400> 6

Asp Ala Glu Phe Arg His Asp Ser Gly

i 5

Leu
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<21i> 112

<212> PRT
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Thr His Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu

100

<210> 8

<211> 112

<212> PRT

<Z213> Mus musculus

<400> B

Glu vYal Gin Leu Val Glu Ser Gly

1 5

Ser Leu Lys Leu Ser Cys Ala Ala
20

Gly Met Ser Trp Val Arg Gin Thr

35 40
Bla Ser Ile Asn Ser Asn Ely Gly
50 55

Lys Gly Arg Phe Thr Ile Ber Arg

65 70

Len Gln Met Ser Ser Leu Lys Ser

85

Ala Ser Gly Asp Tyr Trp Gly Gino
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<Z10> 9

<211> 336

<Z212> DNA

<213> Mus musculus

<400> 9

gatgttgtga tgacccaaac tcocagtouioe

atctettgea gatctagtceca gagoettgra

tacctgcaga agocaggecea gtotocaaag

totggggtee cagacaggrtt cagtggoagt
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tggacgttcg gtggaggoac caagctagas
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<211> 417
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Ser Thr Tyr
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-

Asp Thr
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<220>
<221
222>
<223>

<220
<Z2ZL>
222>
<2Z3>

<220>
<2215
<Z2RE2>
<223

<220
221>
<222
<223>

<220
221>
<222>
<223>

<220>
<Z2L>
222>
<223

<220>
<221>
<222>
<223>

<400>

-

<210>
<211
<2L2>
<213>

<Z20>
<221>
<ZZ2>
L2Z3>

<220>
<Z21>
<222
<ZZ3>

<Z220>
<2Z1>
L2225

MOD RES

(2)..(2}

hsn or Gln

MOD_RES

{5y L (5

ARlz, Val, Leu, norleucins, Met, Phe or
MOD RES

(6} ..{(6) ‘

Alz, Val, Leu, norleucine, Met, Phe or

MOD_RES
(7.0 (7
Ala, Val, Leu, norleucine, Met, Phe or

MOD_RES

(8)..(8)
hla, Val, Leu, Ssr or Ile

MCD RES
{8y .. (9}
Glu or Asp

MOD_RES
{3107 ..{10)
Glu or Asp

13

His Xaa Lys Leu Xaa Xas Xaa Xaa Xaz Xaa

5 10

14

il

PRT

Home sapiens

MOD RES
(Ly.. (L)
His, Asn, Gln, Lys or Arg

MOD_RES
(3)..(3}
Asn or Gin

MOD_RES
(4)..(4)

Ile

Ile



<223>

<220
<2Z21>
<222>
<2Z23>

220>
<221>
<ZZ2>
<223>

<220>
<221>
<Z22>
223>

<220>
<221
<222>
223>

<220>
<Z221>
<222>
<223>

<400>

His, &ksn, Gln, Lys or Arg

MOD_RES
£5) .. (%)
Ala, Val, Lew, Ser cor Ile

MOD_RES
{6)..(6)
Ala, Val, Leu, Ser or Ille

MOD_RES
9 ..t9
Ala, Val, Leu, Ser or

[
[
i

MOD_RES
{105 ..{10)
iu or Asp

MOD RES
f11y..{11)
Glu or &sp

i4

Yaa His Xas ¥za ¥asa Xsa Phe Phe ¥aa Xaz Xaa

=]

5 10

15
10
PRT
Homo saplens

MOD_RES

1y, (0

His, Asn, Gln, Lys or Arg
MOD_ RES

(2y..0(2)

ksn or Gin

MOD_RES

{(5)..15)

Ala, Val, Leu, norleucine, Mast, Phe or Ile
MCD RES

(8)..(8)

Alza, Val, Lesu, Ser or Ile
MOD_RES

9y ..(9)



<223> Glu or Asp

<220>

<221> MOD RES
<222> (10)..(10)
<223>» Glu or Asp

<400> 15
Xaa Xaaz Lys Leu Hasa
1 )

<210> 1%
<211> 10
<21.2> PRT
<213> Homo sapiens

<220>

<221> MOD RES
<222> {2)..{2)
<223> Asn or Gln

<220>
<Z2Z1> MOD RES
<222> (5)..1{5]

<223» Ala, Val, Leu, norleucine, Met, Phe or Tle

<220>
<221> MOD_RES
<222> (8)..(8)

<223> Rla, Val, Leu,

<220>

<221> MOD_RES
<Z22> (9 .. (9)
<2Z23> Glu or Asp

<220

<221> MOD_RES
<222> (10y..1{10}
<223> Glu or Bsp

<400> 14

Phe Phe Xaa Xaz Xaa
10

Ser or Ile

His Xaa Lys Leu Xaa Phe Phe Xaz ¥az Xaa

1 )

<Z10> 17

<211> 10

<Z12> PRT

<Z13> Home sapiens

<z2z20>
<221> MOD_RES
<222> (1)..(1)

o=

<223> His, ksn, Gln,

<220>
<2Z1> MOD_RES

10

Lys or Arg



<z222>
223>

<w220>
<221>
222>
223>

<220>
<221>
<222>
223>

<220>
221>
<222>
<223>

<400>

Aaa Xaz Lys Leu

“

<210>
<211>
<Z212>
<213>

<220>
<Z21>
<222>
<Z23>

L220>
<Z21>
<222>
CZZ23>

<z220>
221>
<222>
CZZ23>

<220>
LZZ21>
L222>
<ZZ23>

<400>

{2y ..02)
Asn or Gln

MOD_RES
(57 ..{35}
Ala, Vazl, Leu, norlesucine, Met,

MOD_RES
(8)..1(8)
Ala, val, Leu, Ser or Ile

MOD_RES
(8} ..(%
Zlu or Asp

17

is
10
PRT

Homo saplens

MOD_RES
(2 ..02)
Agn or Gln

MOD_RES
(5 ..1{3%)
Blz, Val, Leu, norleucine, Met,

MOD_RES
(8)..(8)
Ala, Val, Leu, Ser or Ile

MOD_RES
(97 ..(%
Glu or Asp

18

Pne or Ils

%aaz Phe Phe Xaz Xaa Asp
5 10

Phe or Ile

His Xaa Lys Leu Xaza Pne Phe Haa Xaa Asp

1
w“

<210>
<211>
<212>
<213>

<220>

5 10

19

10

PRT

Homo saplens
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<221> MDD _RES
<222> (L) .. (LY
<223> His, Asn, Gln, Lys or Arg

<220>

<2Z1> MOD_RES
<222> (2)..1(2)
<223> Asn or Gin

<220>

<Z21> MCOD_RES

<2T2Z2> (3).. 03

<Z23>» Lys, His, Asn, Gin or &rg

<220>

<221> MOD RES

<222> 15;..4{5)

<ZZ3> Ala, Val, Leu, norleucine, Mst, Phe or Ile

<220

<221»> MOD RES

222> (BY..(8)

<223> ARla, Val, Leu, Ser cr Ile

<220>

<221> MOD_RES
<2ZZ> (9) .. (9}
<Z223> Glu or Asp

<Z20>

<221> MOD RES
222> (10 .. (10
223> Glu or Asp

<400> 18
XRaa Xasz Xaa Leu ¥aa Phe Phe Xaa Xaa Xaa
1 5 1a

<Z210> 20

<211> 11

<212> BRT

<213> RHomec sapiens

<400> 20

Val His His Lys Leu Val Phe Phe Als Glu &sp
1 5 10
€210> 21

<211> 21%
<23.2> PRT
<213> Mus musculus

<400> 21
Asp Vel Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val Ser Leu Gly

Agp CGln Ala Ser Ile Ser Cys Arg Ser Ser CGln Ser Leu Val Tyr Ser
20 25 30



Asn

Pro
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Ser

Thr

ATrg
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Gly

Lys

50

Arg

Arg

Bis

Ala

Leu

130

Asan

Tyr

g His

Ile
210

<210> 22
<211> 44

<2A2>
<21 3>

<400> 22
Giu Val

-

L

Asp
35

Val

Val

Ser

g

PRT
Mus musculus

Thr

Leu

Ser

Glu

Pro
100

v Ala

Val

Met

180

Ser

Lys

Tyr

Gly

Ala

Trp

Ala F

Gly

Tyr

Ser

Gln Leu Val

2

Thr

Asn

150

Asn

Ser

Thr

Pne

Giu

Ser Leu Lys Leu Ser Cys

His

Lys

o)

n

Gly

Asp 1

Phe

Val

Ser

Thr

Asn
215

Trp
40

Val

Gly

Val

120

Ser

Lys

Leu T

Glu
200

Arg

Gly

Val

Asn

Ele ARla Ser

Leu

Asn

Thr

Iie

Val

Asp
170

Leu

Glu

10

Tyr

Thr

Phe

Iie
155

His

Cys

Gly Phe

10

Lys

Pro

Phe

140

ksp

Asp

Lys

7 Gly Leu Val

Thr

Pro
45

Leu

Pro

125

Jail

Cly

Ser

Esp

Tnr
205

Gly

Leu

Giu
110

Ser

bsn

Lys

Glu
180

Sexr

Phe Ser

Gln

Val

Ser

Asn

Glu

Asp
175

= G)
o b
<

Ser

Ser
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Ile
80

Ser

e Lys

Glu

Phe

Arg

160
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Gly

Ala

Lys

65

Leun

Ala

Ser

+3
e
t

Leu

+3
oy
rf

Met

Ser
50

Gln

Ser

Lys

Cys

Giu

210

Phe

Pre

Ser

Iie

Arg

Met

Gly

His

Cys

Ile

Lys

20

Trp

Azn S

Ser

Asp

180

Thr

Gly

Ser

Thr

Val

180

Val

Ser

Phe P

vzl
260

Ser

Gly

Arg

L=zn

Ile

70

Leu

Thr
150

Val

Eis

Pro

Cys

Gln

Lys

Ala

Pro

Lsn

val

Thr

40

Aryg

Ser

Ser

Bla

200

Ala

Iie

Val

Ser

Asp

Gly
1038

Tyr

Leu

Ser
185

Thr

Lys

Isp

Thr

Ahsn

Asn

Eln

170

Thr

Ser

=+
o
iy

Rsn

Asp

250

Asp

i1

Lys

Tyr

2la

Thr

Thr

Cys

=
(S
v K

Asn

L.au
235

Val

Arg

Tyr

&0

Ala

Leu

Ala

Leu
1490

Pro
220

Leu

Leu

43

Fro

Asn

Met

Thr

Pro

125

Val

Léau

Ser

Val

205

Gly

Met

30

Thr

Tyr

Val

1ic

Gly

Lys

Gin
180

Asp

Ile

Asp
270

Ser

Leu

Tyr

85

Ser

Cys

Gly

Sar

Thr

175

Thi

Lys

Pro

Ser I

255

Rep

Val

Val

Tyr

80

Cys

Ser

Ser

160

Val

Lys

Cys

Ser
240
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Asp

Ser

303

Lys

Iie

Pro

Leu

Aan

385

Ser

Leu

<210>
<211>
<z212>
<213

<400>

Val

Thr

290

Cvs

Ser

Gln

273

Gln

Leu

Lys

Lys I

Pro Pro

Asgp

Trp

Lys

23
18
PRT

Glu

Asn
435

Ile

Thr

Pro

Gly

Lys
420

Tyr -

Ser

His

Glu

Phe

Tyr
405

Thr

> Mus musculus

23

Arg Ser Ser

1

<210> 24
<21ix» 7

<21z2>
<213>

PRT
Mus musculus

Arg

Gln

310

Bsn

Gly

Ann

Glu
3980

Phe I

Asp

Leu

Phe

Glu

295

Leu

Leu

375

Asn

Ser

Gln Ser Leu Val

-

=]

Val
280

ASp

Val

Ser
360

Tyr

Phe

Lys
440

Asn Asn

Tyr Asn

Val

Asp Trp Met

Len Pro
330

arg Ala
345

Arg Lys

Asp TIle

Lys Asp

Ser Lys
410

Ser Cys
425

Thr Ile

Thnr

395

Leu

Asn

Ser

Pro

@
t
o

Val

Val
380

Val

Arg

Ser AZsn Gly Asp

10

Val
2835

Ile

Val

o

365

Met

Ser
445

Thr

Glu

Tvr
350

Val

[
)
;]

His
430

Pro

Thr

Ile

Thr

3
jud
En 1

Leu

Gly

Ala

Val

Phe

320

Thr

Leu

Cys

Asp
400

r Ser

Gly

Lys

Tyr Leu His
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<400> 24
Lys Val Ser Asn Arg Phe Ser
1 5

<210> 25

<211> 9

<212> PRT

<213> Mus musculus

<400> 25
Ser Gin Ser Thr His Val Pro Trp Thr
1 5

<210> 26

<211> 10

<212> PRT

<213> Mus nmusculius

<400> 26
Gly Phe Thr Phe Ser Ser Tyr Gly Met Ser
1 =3 Y

<2310>°27

211> 17

<212> PRT

<213> Mus musculus

<400> 27
Ser Ile Asn Ser Asn Gly Gly Ser Thr Tyr
1 5 : 10

<210> 28

<2L1> 3

L212> PRT

<213> Mus musculus

<400> 28
Gly Asp Tyr
1

<210> 28

<21l> &

<212> PRT

<Z13> Artificial Seguence

<2Z20>
<223> peptide used in second library

<400> 29
Val His His Gln Lys Leu Val Phe Phe
1 5

<210> 30
<211> 8
<212> PRT

13

Tyr Pro Asp Ser Val

Lys Gly

15

FOOO

IRLLR



€213> Artificial Seguence

220> _
<223> peptide used in second library

<400> 30
Ala His His Gln Lys Leu Val Phe Phe
1 5

<210>
<21l>
<Z12> PRT

<213> Artificial Sequence

3

HJ o 2

<220>
<223> peptide used in second library

<400> 31
Vai Ala Hls Gin Lys Leu Val Phe Fhe
i 5

<210> 32

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> peptide used in seccnd library

<400> 32
Val His Rle Gln Lys Leu Val Phe Phe
1 5 -

<210> 33

<21il> 9

<212> PRT

<213> Artificial Seguence

<220>
<223> peptide used in second library

<400» 33
Val His His Ala Lys Leu Val Phe Phe
1 5

<210> 34

<21i> 9

<Z12> PRT

<213> Artificiel Saguence

L220>
<223> peptide used in second library

<400> 34
Val His His Gin Alsz Leu Val Phe Phe
1 5

14
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<210> 35

<21i> &

<212> PRT

<213> Artificial Segusnce

<220>
<Z23> peptide used in second library

<400> 35
Val His His Gln Lys Rls Val Phe Phe
1 5

<210> 36

<2Z1l> &

<212> PRT

<213> Artificial Seguence

<220

€223> peptids used in second library

<400> 36
Val His His Gin Lys Leu Alz Phe Phe
1 5

<210> 37

<Z1l> @

<21Z> PRT

<213>» Artificial Seguence

<220>
<223> peptide uszed in second library

<400> 37
Val His His Gln Lys Leu Va
5

-
N

Ala Phe

[ =]

<Z210> 38
<211> 9
<212> PRT
<213> Artificial Seguence

<220>

<223> peptide used in second library

<400> 38
Val His His Gln Lys Leu Val Phe Ala
1 g

<210> 3
<Zli> &
<Z212> PRT

<213>» Artificial Seguence

8

<220>
<223> peptide used in thizd library
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<400> 38
Hig His Gln Lys Leu Val Phe Phe Ala
1 5

<210> 40

<211> 9

<Z12> PRT

<213> Brrificisl Segquence

<220>
<223> peptide used in third library

<400> 40
His His Gln Lys Leu Val Phe Phe Gly
1 5

<210> 41

<21l> 8

<212Z> PRT

<Z13> Brtificial Seguence

<220>
<2ZZz3> peptide used in third library

<400> 41 ‘
His Gln Lys Leu Val Phe Phe Ala Glu
1 5

<Z20> 4
<2Li> §
<2l2> P

<213> Artificial Sedquence

<220>
<223> peptide used in third library

<400> 42
His Gln Lys Leu Val Phe Phe Ala Ala
1 5

<210> 43

<21l1l> %

<212> PRT

<2Z13> hArtificial Seguence

<220>
<223> peptide used in third library

<4DG> 43
GEin Lys Leu Val Phe Phe Ala Glu Asp

- pol

<210> 44

<2Z11» 8

<zZ1zZ> PRT

<Z213>» Artificial Sequence

16
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<220>

<223> peptide used in third library

<400>

44

Gln Lys Leu Val Phe Pne Ala Glu Als

-

<210>
<Z11>
212>
<Z13>»

<400>

Val His His Gln Lys Leu Val Phe Phe Rla Glu Asp

1

5

45

12

PRT

Homo sapiens

45
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