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Fed-batch fermentation of B. subtilis TQ356 / pMW168.1. Cell dry weight (X, black
circles), total produced amount of eGFP (Pgrp, black squares) and product yield (P/X,
black triangle) are plotted over the fermentation time. The beginning of the fed-batch
phase is indicated by a vertical line.
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Fig. 14

Figure 14: SDS-PAGE of cell samples taken from the fermentation with B. subtilis
TQ356 / pMW168.1. Lanes 1-8, M: Roti®-Mark STANDARD protein
molecular weight marker; 1: after 12,5 h (batch); 2: after 20,5 h (batch); 3:
after 36 h (13,5 h fed-batch); 4: after 41 h (18,5 h fed-batch); 5: after 44 h
(21,5 h fed-batch); 6: after 46 h (23,5 h fed-batch, end of process); 7: after

46 h, unsoluble fraction; 8: after 46 h, culture supernatant.
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