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<110> CEVEC Pharmaceuticals GmbH 

<120> Use of Constitutively Active Variants of Growth Factor Receptors 
as Selection Makers for the Generation of Stable Producer Cell 
Lines 

<130> C 4764W0 - kl 

<150> EP 17 001 356.9 
<151> 08.08.2017 

<160> 2 

<170> Patentln version 3.5 

<210> 1 
<211> 622 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> human CD8-IGF1R fusion protein 

<400> 1 

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu 
1 	 5 	 10 	 15 

His Ala Ala Arg Pro Ser Gln Phe Arg Val Ser Pro Leu Asp Arg Thr 
20 	 25 	 30 

Trp Asn Leu Gly Glu Thr Val Glu Leu Lys Cys Gln Val Leu Leu Ser 
35 	 40 	 45 

Asn Pro Thr Ser Gly Cys Ser Trp Leu Phe Gln Pro Arg Gly Ala Ala 
50 	 55 	 60 

Ala Ser Pro Thr Phe Leu Leu Tyr Leu Ser Gln Asn Lys Pro Lys Ala 
65 	 70 	 75 	 80 

Ala Glu Gly Leu Asp Thr Gln Arg Phe Ser Gly Lys Arg Leu Gly Asp 
85 	 90 	 95 

Thr Phe Val Leu Thr Leu Ser Asp Phe Arg Arg Glu Asn Glu Gly Tyr 
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100 	 105 	 110 

Tyr Phe Cys Ser Ala Leu Ser Asn Ser Ile Met Tyr Phe Ser His Phe 
115 	 120 	 125 

Val Pro Val Phe Leu Pro Ala Lys Pro Thr Thr Thr Pro Ala Pro Arg 
130 	 135 	 140 

Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg 
145 	 150 	 155 	 160 

Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly 
165 	 170 	 175 

Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr 
180 	 185 	 190 

Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr Leu Tyr Cys Asn His 
195 	 200 	 205 

Arg Asn Arg Arg Arg Val Cys Lys Cys Pro Asn Ser Arg Leu Gly Asn 
210 	 215 	 220 

Gly Val Leu Tyr Ala Ser Val Asn Pro Glu Tyr Phe Ser Ala Ala Asp 
225 	 230 	 235 	 240 

Val Tyr Val Pro Asp Glu Trp Glu Val Ala Arg Glu Lys Ile Thr Met 
245 	 250 	 255 

Ser Arg Glu Leu Gly Gln Gly Ser Phe Gly Met Val Tyr Glu Gly Val 
260 	 265 	 270 

Ala Lys Gly Val Val Lys Asp Glu Pro Glu Thr Arg Val Ala Ile Lys 
275 	 280 	 285 

Thr Val Asn Glu Ala Ala Ser Met Arg Glu Arg Ile Glu Phe Leu Asn 
290 	 295 	 300 

Glu Ala Ser Val Met Lys Glu Phe Asn Cys His His Val Val Arg Leu 
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305 	 310 	 315 	 320 

Leu Gly Val Val Ser Gin Gly Gln Pro Thr Leu Val Ile Met Glu Leu 

	

325 	 330 	 335 

Met Thr Arg Gly Asp Leu Lys Ser Tyr Leu Arg Ser Leu Arg Pro Glu 
340 	 345 	 350 

Met Glu Asn Asn Pro Val Leu Ala Pro Pro Ser Leu Ser Lys Met Ile 
355 	 360 	 365 

Gin Met Ala Gly Glu Ile Ala Asp Gly Met Ala Tyr Leu Asn Ala Asn 
370 	 375 	 380 

Lys Phe Val His Arg Asp Leu Ala Ala Arg Asn Cys Met Val Ala Glu 

	

385 	 390 	 395 	 400 

Asp Phe Thr Val Lys Ile Gly Asp Phe Gly Met Thr Arg Asp Ile Tyr 

	

405 	 410 	 415 

Glu Thr Asp Tyr Tyr Arg Lys Gly Gly Lys Gly Leu Leu Pro Vai Arg 
420 	 425 	 430 

Trp Met Ser Pro Glu Ser Leu Lys Asp Giy Vai Phe Thr Thr Tyr Ser 
435 	 440 	 445 

Asp Val Trp Ser Phe Gly Val Val Leu Trp Glu Ile Ala Thr Leu Ala 
450 	 455 	 460 

Glu Gin Pro Tyr Gln Gly Leu Ser Asn Glu Gin Val Leu Arg Phe Val 

	

465 	 470 	 475 	 480 

Met Glu Gly Giy Leu Leu Asp Lys Pro Asp Asn Cys Pro Asp Met Leu 

	

485 	 490 	 495 

Phe Glu Leu Met Arg Met Cys Trp Gln Tyr Asn Pro Lys Met Arg Pro 
500 	 505 	 510 

Ser Phe Leu Glu Ile Ile Ser Ser Ile Lys Glu Glu Met Glu Pro Gly 
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515 	 520 	 525 

Phe Arg Glu Val Ser Phe Tyr Tyr Ser Glu Glu Asn Lys Leu Pro Glu 
530 	 535 	 540 

Pro Glu Glu Leu Asp Leu Glu Pro Glu Asn Met Glu Ser Val Pro Leu 
545 	 550 	 555 	 560 

Asp Pro Ser Ala Ser Ser Ser Ser Leu Pro Leu Pro Asp Arg His Ser 
565 	 570 	 575 

Gly His Lys Ala Glu Asn Gly Pro Gly Pro Gly Val Leu Val Leu Arg 
580 	 585 	 590 

Ala Ser Phe Asp Glu Arg Gln Pro Tyr Ala His Met Asn Gly Gly Arg 
595 	 600 	 605 

Lys Asn Glu Arg Ala Leu Pro Leu Pro Gin Ser Ser Thr Cys 
610 	 615 	 620 

<210> 2 
<211> 1875 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> cDNA encoding human CD8-IGF1R fusion protein 

<400> 2 
gccaccatgg ccttaccagt gaccgccttg ctcctgccgc tggccttgct gctccacgcc 60 

120 

180 

240 

300 

360 

420 

480 

gccaggccga gccagttccg 

gtggagctga agtgccaggt 

cagccgcgcg gcgccgccgc 

aaggcggccg aggggctgga 

gtcctcaccc tgagcgactt 

agcaactcca tcatgtactt 

acgacgccag cgccgcgacc  

ggtgtcgccg ctggatcgga 

gctgctgtcc aacccgacgt 

cagtcccacc ttcctcctat 

cacccagcgg ttctcgggca 

ccgccgagag aacgagggct 

cagccacttc gtgccggtct 

accaacaccg gcgcccacca  

cctggaacct gggcgagaca 

cgggctgctc gtggctcttc 

acctctccca aaacaagccc 

agaggttggg ggacaccttc 

actatttctg ctcggccctg 

tcctgccagc gaagcccacc 

tcgcgtcgca gcccctgtcc 
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ctgcgcccag aggcgtgccg gccagcggcg gggggcgcag tgcacacgag ggggctggac 	540 

ttcgcctgtg atatctacat ctgggcgccc ttggccggga cttgtggggt ccttctcctg 	600 

tcactggtta tcacccttta ctgcaaccac aggaaccgaa gacgtgtttg caaatgtccc 	660 

aacagcaggc tggggaatgg agtgctgtat gcctctgtga acccggagta cttcagcgct 	720 

gctgatgtgt acgttcctga tgagtgggag gtggctcggg agaagatcac catgagccgg 	780 

gaacttgggc aggggtcgtt tgggatggtc tatgaaggag ttgccaaggg tgtggtgaaa 	840 

gatgaacctg aaaccagagt ggccattaaa acagtgaacg aggccgcaag catgcgtgag 	900 

aggattgagt ttctcaacga agcttctgtg atgaaggagt tcaattgtca ccatgtggtg 	960 

cgattgctgg gtgtggtgtc ccaaggccag ccaacactgg tcatcatgga actgatgaca 	1020 

cggggcgatc tcaaaagtta tctccggtct ctgaggccag aaatggagaa taatccagtc 	1080 

ctagcacctc caagcctgag caagatgatt cagatggccg gagagattgc agacggcatg 	1140 

gcatacctca acgccaataa gttcgtccac agagaccttg ctgcccggaa ttgcatggta 	1200 

gccgaagatt tcacagtcaa aatcggagat tttggtatga cgcgagatat ctatgagaca 	1260 

gactattacc ggaaaggagg gaaagggctg ctgcccgtgc gctggatgtc tcctgagtcc 	1320 

ctcaaggatg gagtcttcac cacttactcg gacgtctggt ccttcggggt cgtcctctgg 	1380 

gagatcgcca cactggccga gcagccctac cagggcttgt ccaacgagca agtccttcgc 	1440 

ttcgtcatgg agggcggcct tctggacaag ccagacaact gtcctgacat gctgtttgaa 	1500 

ctgatgcgca tgtgctggca gtataacccc aagatgaggc cttccttcct ggagatcatc 	1560 

agcagcatca aagaggagat ggagcctggc ttccgggagg tctccttcta ctacagcgag 	1620 

gagaacaagc tgcccgagcc ggaggagctg gacctggagc cagagaacat ggagagcgtc 	1680 

cccctggacc cctcggcctc ctcgtcctcc ctgccactgc ccgacagaca ctcaggacac 	1740 

aaggccgaga acggccccgg ccctggggtg ctggtcctcc gcgccagctt cgacgagaga 	1800 

cagccttacg cccacatgaa cgggggccgc aagaacgagc gggccttgcc gctgccccag 	1860 

tcttcgacct gctga 
	

1875 
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