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TARATCOATCGATCACGAC
=GFR2
TAAATOGATCGACAGTGGET
*GFPT
TAAATCGATCRCAGATLCA
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»GEPS '

>EFPE
TAAATCGATCGAMCCCOTC
=GFPT
TAASTCGATOGOCOAADLY
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TAAATCGATCGCACCACAC
=GFPS

>GFPI0
TAAATCGATCETETGALCA
*GFP11
TAAATCGATCGAGGGTCAA
>GFPL2

arf _
GFPL me exon 1 1% . 4+
GEFZ wme  exgn 1 A% +
GFRE: wie  exony 1 15 +
GFP4 me  exon 1L 1% +
GFP5 we exon 1 19 ¥
GFPE W exon o1 i8 +
GFPY s exon 1 is +
GFPR we exon 1 13 +
GFPS me exon 1 19 +
GFPIO we exon 1 1% +
GFRLIY me exon 1 15 +
GFBIZ me exonr I 1% +

TAASTCGATCRALCCAGEA

TAAATCGATCGEAAACCCA

TAABTUGATCGAGGAGTRG

Edit gtf file to.add in A&V barcoded transcript.
5 hano genes.gtf
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Edit gpenomefa reference file for alignthent of barcogden AAY transoripts
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(SEQ.ID NO: 18)
(SEQ ID NO: 19)
(SEQ ID NO: 20)
(SEQ ID NO: 21)
(SEQ.ID NO: 22)
(SEQ ID NO: 23)
(SEQ ID NO: 24)
(SEQ.ID NO: 25)
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(SEQ ID NO: 28)

gene_id "GEP1"; transcript_id "GFPIY
gene id NEFP2Y; transoript W UGRRZY;
gene id "GFR3™ transcript id
gene_ jd "GFRAT; transoript
gene_id "GEPS™: transeript_id "GFPSY;
gene_i@' TGFRET; transerigt i "GEPSY;
gene jd "GP transoript i YGRRFY
gene_id "GFPE"; transcript id "GFRE®;
gene_id "GFPYY; transcript_id "GFPSY;
gene id "GFP DY transeript id "GFRIOY;

gene id "GFPILY ﬁ:ranscyibt_id YEFRIL™t
gene id "GFPIR transeript id "GFR12Y;

k]
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{ 3 INGFP !.\';:

Figure 4 (cont.)
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Figure 6 (cont.)
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Figure 8A (cont.)
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