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ety

ggc
Gly

ctt
Leu

cag
Gin
90

aag
LysS

val
10

Ser

Gly

agt
Setr

agc
Ser

acg
Thr

gcg
Ala
75

tct
Ser

Tta
Leu

Ser

Ser

Thr

adl
ASn

gcg
Ala

F CCg

Pro
60

att
Ile

cgt
Arg

ace
Thr

Gly

Asn

Ala
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gca
Ala

att
Ile

ccy
Pro
45

gat
AsSp

acg
Thr

gat
ASP

gtc
val

Ala

Ite

Pro
45

cca
Pro

ggt
Gly
30

aaa
Lys

cgt
A?g

oty

act
Thr

cta
Leu
110

Pro

Gly
30

Lys

oy
is

tct
Ser

crt
Leuy

Tttt
Phe

oty
Leu

tat
Tyt
95

agt
Gly

Gly
15

ser

Leu

y GIn Gly Thr Leu
110

cag
Gin

aat
AsSh

ctg
Leu

age
ser

caa
GIn
80

&ty

Gin
AST

Leu

48

96

144

192

240

288

333



ile Tyr Asp
50

Gly Ser Lys
65

Ser Glu Asp

Tyr Tyr Trp
<210> 31
<211> 993
«212> DNA
<213> Homo
<220>

<221> (DS
<Z222> (1)..
<A400> 31

gco tcoeo acc
Ala Ser Thr
1

Tt
ser

age
Ser

acc
Thr

teC
Phe

ety

cte
Leu
©5

cce
Pro

gaa
Glu
35

cac
Mis

gty
val
50

age
ser

age
ser

tac
Tyr

atc

tge
ile

Cys

aaa
LyS

gt

gag
val

Giu

cCa
Pro

cCct
Pro
115

gca
Ala

ddad
Lys

cce
Pro
130

aag
Lys

gt
Va
145

gt
Va

tac gtg

ASn Ser Lys

Ser Gly Thr
70

Glu Ala Asp
85

val phe
100

Gly

sapiens

(983)

aag g
Lys G
5

&1
20

g
Pro

t Cca
y Pro

C aca
y Thr

tte
Phe

aCC

ccy
Thr

Pro

acc
Thr
70

gt
Va

aac
ASnH

aat
AsSh

gt
va
85

cec
Pro
1006

tce
Ser

aaa
Lys

ade
Leu

gaa

cry
Glu

Leu

ctc
Leu

gac
ASD

ace
Thr

gac
ASp

gtg
va

agc
Ser
150

ggc gtg gag

Arg
55

ser
Tyr

Gly

tcg
ser

gcg
Ata

gt
Va

gct
Ala

gtyg
val

cac
His

tgt
Cys

oy

atg
Met
135

cac
Mis

atg

Pro

Ala

Tyr

Gly

gtc
val

gce
Ala

teg
ser
40

gtc
val

cCC
Pro

aag
Lys

gac
ASD

gga
Gly
120

atc
Ile

gaa
Glu

€at

eolf-seq]
Ser Gly val

teu Ala
75

Ser

Glin
90

Cys ser

Thr
105

Lys ieu

tte
Phe

cce
Pro
10

ak

adac
Asn

ctyg
Leu

cty
Leu
25

tge
Cys

tca
Ser

tygy
Trp

cta
Leu

tCc
Ser

cag
Gin

tec
Ser

age
ser

agc
Ser
75

cCC
Pro

adc
ASnh

age
Ser
a0

act
Thr

daid
Lys
105

cac
H1sS

tca
Ser

ccg
Pro

gtc
val

tcc
sSer

acc
Thr

€gg
Arg

et
Pro

gac
ASp

gag
Glu
155
aat goc aag
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JEXT

Pro
60

Arg

Thr

gca
Ala

ctg
Leu

oty

teca
ser
60

ttg
Leu

acc
Thr

aca
Thr

Tt
Phe

cer
Pro
140

gtc
val

aca

ASD
Thr
Asp

val

cCC
Pro

gtc
va'l

gce
Ala
45

&ty

ety

aag
Lys

tgc
Cys

cte
Leu
125

gag
Glu

aag
Lys

aag

Arg

Gly

Thr

Leu
110

tcg
ser

aag
Lys
30

ctg
Leu

ctc
Leu

acc
Thr

gtg

cca
Pro
110

tre
Phe

gtc
val

ttC
Phe

ccy

Phe

Leu

Tyr
95

Gly

tee
Ser
15

gac
ASD

ace
Thr

tac
Tyr

cag
Gin

gac
ASD
95

ccg
Pro

cCc
Pro

aca
Thr

dac
Asn

cag

ser

Gin
80

Gly

aag
Lys

tac
Tyr

agce
Ser

tcc
ser

acc
Thr
80

aag
Lys

tge
Ccys

cca
Pro

tgc
Cys

tgg
Trp
160

gag

48

96

144

192

240

288

336

384

432

480

528



Tyr val

gag cag
Glu GIn

cac cag
His GTn

aaa gcg
Lys Ala
210

cag ccc
Ggin Pro
225

ctyg acc
teu Thr

cce age
Pro Ser

aac tac
Asn Tyr

I tac
Leu Tyr
290

gte tte
val phe
3058

cag aag
Gin Lys

<210>
<211>
<212
<Z213>
<400
Ala ser
1

Ser Thr
Phe Pro
Gly val

50

Ley Ser

ASp

tac
Tyr

gac
ASD
195

ctc
Leu

cga
Arg

aag
Lys

gac
ASD

aag
Lys
275
agc
Ser

tca
Ser

agc
Ser

32
330
PRY
Homo
32

Thr

Ser

Glu

35

Hig

Ser

Gly

aac
AsSn
180

tgg
Trp

cca
Pro

gaa
Glu

dac
Asn

ate
Ile
260

acc
Thr

aag
LYS

tgc
Cys

ctc
Leu

val
165

agc
Ser

cty
Leu

gcc
Ala

cCa
Pro

cag
Gln
245

gce
Ala

acg
Thr

ctc
Leu

Tcc
5er

tce
ser
325

sapiens

Lys

Gly

20

Pro

Thr

vat

Gly
5

Gly
val

phe

val

Glu

acg
Thr

daat
AsSH

cce
Pro

cag
Gln
230

gtc
val

gt
va

cct
Pro

acc
Thr

gt
va
310

ctg
Leu

Pro

Thr

Thr

Pro

Thr

val

tac
Tyr

oty

atc
Ile
215

gt
va

age
Ser

ccc
Pro

gt
Va
295

atg
Met

Tt
ser

Ser
Ala
val
Ala

55

val

His

€gg
Arg

aag
Lys
200

gag
Gtu

tac
Tyr

cty
Leu

tgg
Trp

gt
va
280

gac
ASD

Cat
His

ccy
Pro

vatl

Ala

Ser

40

val

Pro

eolf-seql

asn Ala
170

gtg gtc
val val
185

gag tac
Glu Tyr

aaa acc
Lys Thr

acc ctg
Thr Leu

acc tgc
Thr Cys
250

gag agc
Giu Ser
265

<ty gac
Leu Asp

aag agc
Lys Ser

gag gcr
Glu Ala

g%t aaa
Gly Lys
330

Phe Pro
10

Leu Gly
25

Trp Asn

Leu 6ln

Lys

agc
Ser

aag
Lys

arc
Ile

cce
Pro
235

ctg
Leu

aat
Asnh

tcce
Ser

agg
Arg

ctyg
Leu
315

tga

Leu

Cvs

Ser

Ser

LEXE

Thr

gtc
val

tgc
Ccys

tece
ser
220

cCca
Pro

gtc
val

rag
Trp
300

cac
His

Leu

Gly

Ser
00

Ser ser sSer Ley
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Lys

cic
Leu

aag
Lys
205
aaa
Lys

tcC
Ser

ada
Lys

cag
Gin

ggc
Gly
285

cag
Gln

dac
Asn

Pro

val

Ala

45

Gly

Gly

Pro

acc
Thr
190

gtc
val

gcc
Ala

cgg
Arg

ey
Pro
270

tcc
Ser

cag
Gin

cac
Hils

ser

Lys

Leu

Leu

Thr

tcc
Ser

aaa
Lys

gat
AsSp

tic
Phe
255

gag
Glu

ttc
Phe

oy

tac
Tyr

Ser
15

ASD
Thr

Tyr

Gln

ctg
Leu

adcC
ASn

oty

gag
Glu
240

tat
Tyr

aac
AsSn

ttC
Phe

dac
Asn

acyg
Thr
320

Lys
Tyr
ser
Ser

Thr

576

624

672

720

768

816

864

912

960

993



Tyr Ile

Lys val

Pro Ala

Lys Pro
130

val val
145

Tyr val

Glu G1n

His G1In

Lys Ala
210

Gln Pro
225

Ley Thr

Pro Sser

Asn Tyr

Leu Tyr

290

val Phe
305

GIn Lys

<210>

Cys

Glu

Pro

115

Lys

val

ASp

Tyr

Arg

Lys

ASp

Ser

ser

33

Asn

Pro

160

Glu

ASD

Asp

Giy

Asn

180

Tro

Pro

Glu

Asnh

Ile

260

Thr

Lys

Cys

Leu

vai

85

Lys

Leu

Thr

va'l

val

165

ser

iLeu

Ala

Pro

GIn

245

Thr

Leu

Ser

Ser
325

70

Asn

Ser

Leu

Led

Ser

150

Glu

Thr

Asn

Pro

Gin

230

val

val

Pro

Thr

va'l

310

Leu

Cys

Gly

Met

135

val

Tyr

Gly

Ser

Gliu

Pro

val

295

Met

ser

Lys
ASD
Gly
1

ite
Glu
His
Arg
Lys
Glu
Tyr
Leu
Trp
val
280
ASD
His

Pro

eolf-seql

75

Pro Ser Asn

LYS

105

Pro

ser

ASD

Asn

val

185

Glu

Lys

Thr

Thr

Glu

265

Leu

Lys

Glu

Gly

90

Thr

ser

Arg

Pro

Ala

170

val

Tyr

Thr

Leu

Cys

250

ser

AsD

Ser

His

val

Thr

Gly

155

Lys

Ser

Pro
235

Leu

Asn

Arg

Leu
315

LEXE

Thr

Thr

Phe

Pro

140

val

Thr

val

Cys

Ser

220

Pro

val

Gly

ASp

Lys

Cys

Leu

125

Glu

Lys

LYyS

Leu

ser

Lys

ASn

val

Pro

110

Phe

val

Phe

Pro

Thr

190

val

Ala

Arg

Gly

Pro

270

ser

Gln

Asp

95

Pro

Pro

Thr

ASnH

Arg

val

Ser

Lys

ASD

Phe

255

Gtu

Phe

Gly

Tyr

&0

Lys

Cys

Pro

cys

Trp

Giu

Leu

Asn

Gly

Glu

240

Tyr

ASn

Phe

ASD

Thr
320



eolf-seqgl. txt
<211> 318
<21Z2> DNA
<213> Homo sapiens

<220>
<221> (DS
<222> (1)..(318)
<400> 33
cag ccc aag get gec CCc teg gtc act ctg tic CCcg CCC toc tor gag 48
GIln Pro Lys Ala Ala pPro ser val Thr Leu Phe Pro Pro Ser Ser Glu
1 5 10 15
gag Ctt caa gCC aac aag gec aca crg gtg tgt ctc ata agrl gac tte 96
Glu Leu GIn Ala Asn Lys Ala Thr teu val Cys Leu Ile Ser Asp Phe
20 25 30
tac ccg g?a gCC gig aca gtg goc tgge aag gga gat age age cco gtc 144
Tyr Pro Gly ala val Thr val ala Trp Lys Gly Asp Ser ser Pro val
35 40 45
aag gcg g%a gtg gag acc acc aca CCC t¢c aaa caa agc aac aac aag 192
tys Ala Gly val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys
50 55 60
tac gcg goo age age tat Ctg agce cig acg CCt gag cag tgg aag tce 240
Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser
65 70 75 80
cac aga agc tac agce togc cag gtc acg cat gaa g%g agc acc gtg gag 288
Hi5 Arg Ser Tyr Ser Cys Gln val Thr His Glu Gly Ser Thr val Glu
85 90 95
aag aca gtg gCc CCt aca gaa tgt tca tag 318
Lys Thr val Ala Pro Thr Glu Cys Ser
100 105
<210> 34
<211> 105
<212> PRT

<213> Homo sapiens

<400> 34

GIn Pro Lys ala Ala Pro Ser val Thr Leu Phe Pro Pro Ser Ser Glu
1 5 10 i5

Glu Leu GIn Ala Asn Lys Ala Thr Leu val Cys Leu Ile Ser Asp Phe
20 25 30

Tyr Pro Gly Ala val Thr val Ala Trp Lys Gly Asp Ser Ser Pro val
35 40 45

Lys Ala Gly val Glu Thr Thr Thr Pro Ser tys GlIn Ser Asn Asn Lys
50 55 60

Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu GIn Trp Lys Ser
65 70 75 80

His Arg Ser Tyr Ser Cys GIn val Thr His Glu Gly Ser Thr val Glu
85 90 85
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eolf-seql.txt

Lys Thr val Ala Pro Thr Glu Cys Ser

100 105
<210> 35
<Z13i> 452
<212 PRT

<213> Homo sapiens

<400> 35

Gin val Glu teu val Giu Ser Gly Gly Gly Leu val Gin Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly phe Thr phe Ser Asn Tyr
20 25 30

Trp Met His Trp val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45

Ser Gily Iile ser Gly Trp Ser Ser Trp Thr Tyr Tyr Ala Asp Ser val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr teu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Phe Gly Ile Asp ala Tyr Thr Lys val Tyr Phe Asp Tyr Trp
100 105 110

Gly GlIn Gly Thr Leu val Thr val Ser Ser Ala Ser Thr Lys Gly Pro
115 120 125

ser val phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr
130 135 140

Ala Ala teu Gly Cys teu val Lys Asp Tyr Phe Pro Glu Pro val Thr
145 150 155 169

val ser Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro
165 170 175

ala val teu Gin Ser Ser Gly Ley Tyr Ser Leu Ser Ser val val Thr
180 185 190

val Pro Ser sSer Ser Leu Gly Thr ¢In Thr Tyr Ile Cys Asn val Asn
195 200 205

His Lys Pro Ser Asn Thr Lys val Asp Lys Lys val Glu Pro Lys Ser
210 215 220
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Met

val
Tyf"

305

Gly

val

Ser

Glu

385

Pro

va'l

Met

sSer

ASpP

Gly

Glu

His

290

Arg

Lys

Glu

Tyr

Leu

370

Trp

val

ASp

His

Pro
450

<210>
<21il>
<21Z>
<213>

<400

Lys

Pro

Ser

ASD

275

Asn

val

Glu

Lys

Thr

355

Thr

Glu

Leu

VIS

Glu

435

Gly

36
214
PRT
Homo

36

Thr

Ser

Arg

260

Pro

Ala

val

Tyr

Ther

340

Leu

Cys

Ser

ASP

ser

420

ala

LYS

His

val

245

Thr

Glu

Lys

ser

LYsS

Ile

Pro

Leu

Asn

sar

405

Arg

Leu

sapiens

Thr

230

Phe

Pro

vat

Thr

val

310

Cys

ser

Pro

val

Gly

ASD

Trp

Cys

teu

Glu

LYS

LYsS

Lys

Ser

Gly

Gin

Asn

Pro

Phe

val

Phe

280

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gin

His
440

eolf-seqgl

Pro Cys Pro

Pro

Thr

265

Asn

Arg

val

Ser

ASD

Phe

Glu

Phe

Gly

425

Tyr

Pro

250

Cys

Trp

Glu

Leu

Asn

330

Gly

Glu

Tvr

Asn

Phe

410

ASn

Thr

235

Lys

val

Tyr

Glu

His

315

LyS

Gin

Leu

Pro

AShH

395

Leu

val

Gin

L EXT

Ala

Pro

val

val

Glin

300

Glin

Ala

Pro

Thr

Ser

380

Tyr

Tyr

Phe

LYS
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Pro

Lys

val

Asp

Tyr

Asp

Leu

Lys

Ser

Ser

ser
445

Glu

Asp

ASD

Gly

Asn

Trp

Pro

Giuy

350

Asn

Ile

Thr

Lys

l.eu

Thr

255

val

val

Ser

Leu

Ala

335

Pro

GIn

Ala

Thr

Leu

415

Ser

Ser

ey

240

Leu

Ser

Glu

Thr

AsSn

320

Pro

Gln

val

val

Pro

400

Thr

val

Leu



ASp

Thr

Ser

ASD

Asn

65

ASp

Asn

Ala

Ala

Ala

145

val

ser

Tyr

ala

Ile

Ala

Trp

ASp

50

Ser

Glu

val

Ala

ASn

130

val

Glu

Ser

Ser

Pro
210

<210
<211>
<212>
<213>

<400>

Glu

Arg

Tyr

35

Asn

Gly

Atla

Phe

Pro

115

Lys

Thr

Thr

Tyr

Cys

195

Thr

37
452
PRT
Homo

37

Gin val Glu

1

s5er Leu Arg

Leu Thr

Ile Ser

20

Gin Gln

Lys Arg

Asn Thr

ASp Tyr

85

Gly Gly
100

Ser val
Ata Thr
val ala
Thr Thr

165

Leu Ser
180G

Gln val

Glu Cys

sapiens

Leu val

Leu Ser

GlIn

Cys

Lys

Pro

Ala

70

Tyr

Gly

Thr

Lew

Leu

Thr

ser

Glu

Cys

Pro Pro

ser Gly

Pro Giy

40

ser Gly

Thr Leu

Cys ser

Thr Lys

teu Phe

120

val Cvs

135

Lys Gly

Ser Lys

Thr Pro

His Glu
200

eclf-seql
Ser val ser
10

Asp Asn Ile
25

Gln ala Pro

ITe Pro Glu

Thr Ile Ser
75

ser Trp Asp
90

Leu Thr val
105

Pro Pro Ser

Leu Ile Ser

ASp Ser Ser
155

Gin Ser Asn
170

Glu Gin Trp

Gly Ser Thr

LIXT

val

Pro

val

Arg

60

Gly

The

ey

Ser

ASD

140

Pro

ASh

Lys

val

Ala

Leu

Leu

45

Phe

Thr

Ley

val

Lys

ser

Glu
205

PTo

ser

Gin

ASp

Gin

110

Glu

Tyr

Lys

Tyr

His

150

Lys

Gly
15

Tyr

Gly

Ala

Ile

a5

Pro

Leu

Pro

Ala

Ala

175

Arg

Thr

Gln

val

His

Ser

Giu

80

Phe

Lys

Glin

Gly

Gly

160

Ala

sSer

vall

Ser Gly Gly Gly Leu val GIn Pro Gly Gly
10 15

Ala Ala Ser Gly Phe Thr pPhe Ser Asn Tyr
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Trp

Ser

Ala

Gly

Ser

Ala

145

val

Ala

val

His

225

Gly

Met

His

val

Met

Gly

20

Gly

Gln

ATg

Gln

val

130

Ala

ser

val

Pro

Lys

2190

ASPH

Gly

Ile

Glu

His

His

35

Arg

Mat

Phe

Leu

Trp

Leu

ser

195

Pro

Lys

Pro

Ser

Asn

20

Trp

Ser

Phe

Asn

Gly

Thr

Pro

Gly

ASn

Gln

180

Ser

sSer

Thr

ser

ATg

260

Pro

Ala

val

Gly

Thr

Ser

85

Ile

Ley

Leu

Cys

Ser

165

ser

Ser

Asn

His

va'l

245

Thr

Glu

Lys

Arg

Trp

Ila

70

l.eu

ASp

val

lL.eu

150

Gly

Ser

Leu

Thr

Thr

230

Phe

Pro

val

Thr

G1n

ser

55

ser

Arg

Ala

Thr

Pro

135

val

ala

Galy

Gly

Cys

Leu

Glu

Lys

Lys

Ala

40

Ser

Arg

Ala

Tyr

val

120

ser

Lys

Leu

Leu

Thr

200

val

Pro

Phe

val

Phe

280

Pro

eolf-seq]

25

Pro Gly

Trp Thr

ASp Asn

Glu Asp

90

Thr Lys
105

Ser Ser

ser Lys

ASp Tyr

Thr ser

170

Tyr Ser

Gin Thr

ASD Lys

Pro Cys

Pro Pro

250

The Cys
265

Asn Trp

Lys

Tyr

Ser

75

Thr

va'l

Ala

Ser

Leu

Tyr

Lys

Pro

235

Lys

vatl

Tyr

LIXT

Gly

Tyr

60

LyS

Ala

Tyr

Ser

Thr

140

Pro

val

Ser

Ile

val

220

Ala

Pro

va'l

va'l

Arg Glu Glu Gln
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L.eu

45

Ala

Asn

val

Phe

Thr

125

ser

H1s

Ser

Pro

Lys

val

ASp

285

Tyr

30

Glu

ASD

Thr

Tyr

Asp

Lys

Gly

Pro

Thr

vatl

150

AsSn

Pro

Glu

ASp

ASp

270

Gly

Asn

Trp

Ser

Leu

Tyr

95

TYTr

Gly

Gly

vai

Phe

175

val

val

LyS

Leu

Thr

255

va'l

vatl

Ser

val

val

Tyr

80

Cys

Trp

Pro

Thr

Thr

160

Pro

Thr

Asn

sSer

Leu

240

Leu

ser

Giu

Thr



Tyr

305

Gly

Ile

val

ser

Glu

385

Pro

val

Met

Sar

290

Arg

LysS

Glu

Tyr

Leu

370

Trp

val

ASD

His

Pro
450

<230>
<2il>
<212>
<Z213>

<400>

val

Glu

LYS

Thr

355

Thr

Glu

Leu

Lys

38
214
PRT
Homo

38

Asp Tle Glu
1

Thr

ser

AsD

Asn
65

Ala

Trp

ASD

50

ser

Arg
Tyr
35

ASt

Gly

val

Tyr

Thr

340

Leu

Cys

Ser

5D

Ser

420

Ala

LysS

Ser

LYS

Ile

Pro

Leu

AsSn

Ser

405

Arg

Ley

sapiens

Leu

Ite

20

Glin

Lys

ASN

Thr

5

ser

Gin

ATg

Thr

val

310

Cys

Ser

Pro

val

Gly

390

ASD

Trp

His

Cys

Lys

Pro

Ala
70

295

Leu

LYS

Lys

Ser

Gly

Gin

ASN

Pro

Ser

Pro

Ser

55

Thr

Thr

val

Ala

Pro

ser

Gn

Hig
440

Pro

Gly

Gly

40

Gly

Leu

eolf-seql

val

Ser

AsSp

Phe

Glu

Phe

ser

ASP

25

Gln

Ile

Thr

Ley His
315

ASN Lys
330

Gly Gin

Glu Leu

TYr Pro

AsSn Asn

395

Phe Leu
410

Asn val

Thr Gin

val Ser

10

asn Ile

Ala Pro

Pro Glu

Ile ser
75

LJEXT

300

GIn

Pro

Thr

Ser

380

TYr

Tyr

Phe

LyS

val

Pro

val

Arg

606

Gly

Page 19

ASD

L.eu

Arg

LyS

ASD

Lys

ser

Ser

ser
445

Ala

Leu

l.eu

45

Phe

Thr

Tro

Pro

Glu

350

ASn

Thy

Lys

Pro

Ser

Gln

Leu

Ala

335

Pro

Gin

Ala

Thr

Leu

415

ser

ser

Gly

15

Tyr

Ile

Gly

Ala

ASN

320

Pro

GIn

val

val

Pro

400

Thr

val

Leu

Gin

val

His

sSer

Glu
80



eotf-seql.txt

Asp Glu Ala Asp Tyr Tyr Cys GIn Ser Tyr Asp Tyr Phe Pro Lys Phe
85 90 95

val val pPhe Gly Gly Gly Thr Lys Leu Thr val Leu Gly GIn Pro Lys
100 105 110

Ala Ala Pro Ser val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu 61n
115 120 125

Ala Asn Lys Ala Thr teu val Cys teu Ile Ser Asp Phe Tyr Pro Gly
130 135 140

Ala val Thr val Ala Trp Lys Gly Asp Ser Ser Pro val Lys Ala Gly
145 150 155 160

val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr ala Ala
165 170 175

Ser Ser Tyr Leu Ser Leu Thr Pro Giu GIn Trp Lys Ser His Arg Ser
180 185 190

Tyr Ser Cys Gln val Thr His Giu Gly ser Thr val Glu Lys Thr val
195 200 205

Ala Pro Thr Glu Cys Ser

216
<210> 39
<21l> 447
<212> PRT
«213> Homo sapiens
<400> 39

Gln val Glu Leu val Glu Ser Gly Gly Gly Leu val Gin Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys ala ala Ser Gly Phe Thr Phe Thr ser Tyr
20 25 30

Trp Met Ser Trp val Arg Gin Ala Pro Gly Lvs Gly teu Glu Leu val
35 40 45

Ser Ser Ile Thr Ser Tyr Gly Ser pPhe Thr Tyr Tyr Ala Asp Ser val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr aAla val Tyr Tyr Cys

Page 20



Ala

val

Leu

145

ser

Leu

Thre

Thr

225

Phe

Pro

val

Thr

val

3G5

Cys

Ser

Pro

Arg

Thr

Pro

130

val

Ala

Gly

Gly

Lys

Cys

Ley

Glu

Lys

Lys

LYS

Ser

AsSn

val

115

ser

Lys

Leu

Ley

Thr

195

val

Pro

Phe

val

rhe

275

Pro

Thr

val

Ala

Arg

Met

100

Ser

ser

ASp

Thr

Tyr

180

Gin

ASp

Pro

Pro

Thr

260

Asn

Arg

vall

Ser

Lys

340

ASD

Tyr

Ser

Lys

Tyr

Ser

165

Ser

Thr

LYS

Cys

Pro

245

Cys

Trp

Glu

Ley

AsST

325

Gly

Glu

Thr

Ala

ser

Phe

150

Gly

Leu

Tyr

Lys

Pro

230

Lys

val

Tyr

Glu

His

310

Lys

Gin

Leu

His

Ser

Thr

135

Pro

val

Ser

val

215

ala

Pro

val

val

Gin

295

Glin

Ala

Pro

Thr

Phe

Thr

120

Ser

Glu

His

ser

Cys

200

Glu

Pro

Lys

vatl

280

Tyr

ASH

Leu

Arg

Lys
360

eolf-seql

LEXT

Asp Ser Trp Gly

105

Lys

Gly

Pro

Thr

val

185

Asn

Pro

Glu

ASP

AShH

Trp

Pro

Glu

345

Asn

Gly

Gly

val

Phe

170

val

val

LysS

Leuy

Thr

250

val

val

Ser

Leu

Ala

330

Pro

Pro

Thr

Thr

155

Pro

Thr

Asn

Ser

t.eu

235

tLey

Ser

Glu

Thr

Asn

315

Pro

GIn

ser

Ala

140

val

Ata

val

His

ys

Ny

Gly

Met

His

val

TVr

300

Gly

Ile

val

Gin val ser

Page 21

Gin

val

125

Ala

ser

val

Pro

Gly

Ile

Glu

Arg

Lys

Glu

Tyr

Leu
365

Gly

Phe

Leu

Trp

Leu

Ser

190

Pro

Lys

Pro

Ser

Asp

270

Asn

val

Glu

Lys

Thr

350

Thr

Thr

Pro

Gly

ASH

GIn

175

ser

ser

Thr

Ser

Arg

Pro

Ala

val

Tyr

Thr

335

lLeu

Cys

l.eu

Leu

Cys

ser

160

Ser

Ser

Asn

His

val

240

Thr

Glu

Lys

Ser

Pro

lLeu



val

ASp

Trp

Gly

Gln

ASH

<210
<Z211>
212>
<213>

<400>

Gly

Pro

Ser

Glin

His

40
2le
PRT
Homo

40

Asp Ile val

1

Arg

Ser

Gly

65

ser

Tyr

Pro

ey

Pro
145

val

val

Tyr

50

Ser

Glu

Tyr

Lys

Gin

130

Gly

Thr

Ser

35

ASP

Lys

ASD

ata

Phe

Glu

Phe

Gly

Tyr

Tyr

Asn

Phe

405

ASny

Thr

sapiens

Leu

Ile

20

Trp

Asn

Ser

Glu

val

100

Ala

Asn

val

Thr

5

ser

Tyr

Ser

Gly

Ala

85

Phe

Pro

LYS

Thr

Pro

Asn

390

Leu

vai

Glin

Gin

Cys

GlIn

LYS

Thr

70

AsSp

Gly

Ser

Ala

val
150

Ser
375
Tyr
Tyr

Phe

LYS

Pro
Ser
Glin
Arg
55

Ser
Tyr
Gly
val
Thr
135

Ata

Asp

Lys

ser

Ser

Ser
449

Pro

Gly

Leu

40

Pro

Ala

Tyr

Gly

Thr

120

Leu

Trp

eplf-seqg]

Ile ala val

Thr

Leu

Ser

ser

25

Pro

sSer

Ser

Cys

Thr

105

Leu

val

Lys

Thr
Leuy
410

Ser

Ser

val

10

Ser

Gly

Gly

Leu

Gin

96

Lys

Phe

Cys

Gly

Pro

395

Thr

val

ey

Ser

Ser

Thr

va'l

Ala

75

ser

Leu

Pro

teu

LEXE

Glu

380

Pro

val

Met

Ser

Gly

Asn

Pro
60

Ile T

Arg

Thr

Pro

Ile

140

Ser

rp

val

Asp

His

Pro
445

Ala

Ile

Pro

45

ASD

ASp

vai

Ser

125

Ser

Ser

Glu

Leuy

Lys

Glu

430

Gly

Pro

Gly

30

Lys

Arg

Gly

Thr

Leu

110

Ser

ASD

Pro

Ser

Asp

Ser

415

Ala

Lys

Gly

15

ser

Leu

Phe

teu

Tyr

95

Gly

Glu

Phe

val

Asn
ser
400

Arg

Leu

Gin

ASn

ey

ser

Gin

80

Gly

GTn

Glu

Tyr

Lys
166



Ala Gly val

Ala Ala ser

Arg ser Tyr

195

Thr val aAla

210

<210>
<211>
<212>
<213>

<400

41
i7
PRY
HOMo

41

Leu Cys Gly
1

Arg

<210>
<211>
<21Z2>
<213>

<400

42
13
PRT
Homo

42

Cys Cys Phe
1

<210> 43
<211> 70
<212> PRT
<213> Homo
<4G0> 43
Gly Pro Glu
1

val Cys Gly

ser Ser ser

35

Phe Arg Ser

50

Lys Pro Ala

eolf-seql.txt
Glu Thr Thr Thr Pro ser Lys GIn Ser Asn Asn Lys Tyr
165 170 175

ser Tyr Leu Ser Leu Thr Pro Glu GIn Trp Lys Ser His
180 185 190

ser Cys Gln val Thr #is Glu Gly Ser Thr val clu Lys
200 205

Pro Thr Glu Cys ser
215

sapiens

Ala Glu teu val aAsp Ala Leu Gln phe val Cys Gly Asp
5 10 15

sapiens

Arg Ser Cys ASp Leu Arg Arg iteu Glu Met
5 10

sapiens

Thr Leu Cys Gily Ala Glu reu val Asp Ala Leu Gin Phe
5 10 15

Asp Arg Gly Phe Tyr Phe Asn tys Pro Thr Gly Tyr Gly
20 25 30

Arg Arg Ala Pro GIn Thr Gly Ile val Asp Glu Cys Cys
40 45

Cys Asp Leu Arg Arg Leu Glu Met Tyr Cys Ala Pro Leu
55 60

Lys Ser Ala
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65

70

eolf-seql.txt
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