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<210>  1
<211>  183
<212>  PRT
<213>  Homo sapiens

<400>  1

Met Thr Thr Ala Ser Thr Ser Gln Val Arg Gln Asn Tyr His Gln Asp 
1               5                   10                  15      

Ser Glu Ala Ala Ile Asn Arg Gln Ile Asn Leu Glu Leu Tyr Ala Ser 
            20                  25                  30          

Tyr Val Tyr Leu Ser Met Ser Tyr Tyr Phe Asp Arg Asp Asp Val Ala 
        35                  40                  45              

Leu Lys Asn Phe Ala Lys Tyr Phe Leu His Gln Ser His Glu Glu Arg 
    50                  55                  60                  

Glu His Ala Glu Lys Leu Met Lys Leu Gln Asn Gln Arg Gly Gly Arg 
65                  70                  75                  80  

Ile Phe Leu Gln Asp Ile Lys Lys Pro Asp Cys Asp Asp Trp Glu Ser 
                85                  90                  95      

Gly Leu Asn Ala Met Glu Cys Ala Leu His Leu Glu Lys Asn Val Asn 
            100                 105                 110         

Gln Ser Leu Leu Glu Leu His Lys Leu Ala Thr Asp Lys Asn Asp Pro 
        115                 120                 125             

His Leu Cys Asp Phe Ile Glu Thr His Tyr Leu Asn Glu Gln Val Lys 
    130                 135                 140                 



Ala Ile Lys Glu Leu Gly Asp His Val Thr Asn Leu Arg Lys Met Gly 
145                 150                 155                 160 

Ala Pro Glu Ser Gly Leu Ala Glu Tyr Leu Phe Asp Lys His Thr Leu 
                165                 170                 175     

Gly Asp Ser Asp Asn Glu Ser 
            180             

<210>  2
<211>  591
<212>  DNA
<213>  Homo sapiens

<400>  2
atggctgata tcggatccat acatatgacg accgcgtcca cctcgcaggt gcgccagaac       60

taccaccagg actcagaggc cgccatcaac cgccagatca acctggagct ctacgcctcc      120

tacgtttacc tgtccatgtc ttactacttt gaccgcgatg atgtggcttt gaagaacttt      180

gccaaatact ttcttcacca atctcatgag gagagggaac atgctgagaa actgatgaag      240

ctgcagaacc aacgaggtgg ccgaatcttc cttcaggata tcaagaaacc agactgtgat      300

gactgggaga gcgggctgaa tgcaatggag tgtgcattac atttggaaaa aaatgtgaat      360

cagtcactac tggaactgca caaactggcc actgacaaaa atgaccccca tttgtgtgac      420

ttcattgaga cacattacct gaatgagcag gtgaaagcca tcaaagaatt gggtgaccac      480

gtgaccaact tgcgcaagat gggagcgccc gaatctggct tggcggaata tctctttgac      540

aagcacaccc tgggagacag tgataatgaa agctaaccta ggcacctcga g               591


