<223> bet a- honophenyl gl yci ne (Phg(CdCH2)) <400> 6 Xaa Val Pro Ile Phe
Thr Tyr Ay Gu Leu Gn Arg Leu Gn Gu Lys 151015 3 Gu Arg Pro Lys
Pro Gn 20 <210> 7 <211> 22 <212> PRT <213> Artificial <220> <223>

Am no aci d sequence of Conmpound 5 (MI126). <220> <221> MLSC_FEATURE
<222>(1) (1) <223> betgyh Rﬂg@ylglycﬂne (Phg( C#CH2) ) <220> <221>
MLSC _FEATURE <222>(3).. ?g? <223> sarcosine (Sar or N-nethylglycine,
Med yJ10x4DOEH7 SAEA CRRMYXad!TEP e Phe Thr Tyr Ay Qu Leu Gn Arg Leu

Gn caiéd> LQG%iIEn—LEke Peptide Compound Having Transmucosal Absorbability Imparted Thereto
130> FA15171-10070

150> JP 2009-177107
151> 2009-07-29

{160> 17
{170> Patentln version 3.1

{2107 1

i1y 22

212> PRT

{213> Homo sapiens

400> 1

Phe Val Pro lle Phe Thr Tyr Gly Glu Leu Gin Arg Met Gln Glu Lys
1 5 10 15

Giu Arg Asn Lys Giy Gin
20

210> 2

211> 22

{212> PRT

{213> Artificial

<220

223> Amino acid sequence of Motilin homologues.

{2205
{221> MISC_FEATURE
ey (.. (D

223> an aromatic amino acid or a heterocyclic aromatic amino acid

£220>

€221> MISC_FEATURE

222> (3).. () _

€223> proline or sarcosine (Sar; or N-methylglycine, MeGly)

{2205

{221> WISC_FEATURE

222y (8)..(9)

223> aspartic acid or glutamic acid

{2203

{221> MWISC_FEATURE

2y .. 03

223> methionine or leucine

(220>

€221> MISC_FEATURE

222> (19)..(19)

€223> proline or asparagine

400> 2
Xaa Val Xaa [le Phe Thr Tyr Gly Xaa Leu Gln Arg Xaa Gin Glu Lys
i 5 10 15

Glu Arg Xaa Lys Pro Gin
20



151015 A u Arg Pro Lys Pro G n 20 <210> 8 <211> 22 <212> PRT <213>
Artificial <220> <223> Am no acid sequence of Conpound 6 (Mr140).
<400> 8 Phe Val Pro Ile Phe Thr Tyr Ay QQu Leu Gn Arg Met Gn Qu
Lys 151015 A u Arg Asn Lys Pro G n 20 <210> 9 <211> 22 <212> PRT
<213> Artificial <220> <223> Amino aci’d sequence of Conpound 7
(Mr141). <400> 9

3

{210

{21y 22

{212 PRT

213> Artificial

220>
€223> Amino acid sequence of Compound 1 (MT095).

<400> 13

Phe Val Pro Ile Phe Thr Tyr Gly Glu Leu Gln Arg Met Gin Glu Lys
1 5 10 15

Glu Arg Asn Lys Pro Gin
20

210> 4

211> 22

212> PRT

£213> Artificial

{220>
223> Amino acid sequence of Compound 2 (MT114).

400> 4

Phe Val Pro 1le Phe Thr Tyr Gly Glu Lew Gln Arg Leu Gin Glu Lys
i 5 10 15

Glu Arg Asn Lys Pro Gin
20

210> 5

1y 22

212> PRY

{213> Artificial

{220
{223> Amino acid sequence of Compound 3 (MT116).

<400> 5

Phe Va! Pro ile Phe Thr Tyr Gly Asp Leu Gin Arg Leu Gin Glu Lys
1 5 10 15

Giu Arg Pro Lys Pro Gln
20

{210y &

Q1 22

{212 PRT

{213> Artificial

{2207
223> MAmino acid sequence of Compound 4 (MT124).

{220

<221> MISC_FEATURE

a2zy (1)..(1)

(223> heta~homophenylglycine (Phg{C#CH2})

{400> 6

Xaa Val Pro |le Phe Thr Tyr Gly Glu Leu Gln Arg Leu GIn Glu Lys
1 5 10 15



Phe Val Pro Ile Phe Thr Tyr Gy GQu Leu Gn Arg Leu Gn Ju Lys
151015 Gu Arg Asn Lys Pro G n 20 <210> 10 <211> 22 <212> PRT <213>
Artificial 4 <223> Am no acid sequence of Conpound 8 (Mri107). <400>
10 Phe val Pro Ile Phe Thr Tyr Ay Qu Lev Gn Arg Met G n Gu Lys
151015 A u Arg Pro Lys Pro G n 20 <21 11 <211> 22 <212> PRT <213>
Arti fiefEIP eESdLe £923> Anino acid sequence of Conpound 9 (Mr115).
<400> 11 Phe Val Pro Ile Phe Thr Tyr Ay GQu Leu Gn Arg Leu Gn Qu
Lys %?%91; Gu Arg Pro Lys Pro G n 20

My 22
212> PRT
213> Artificial

{220
223> Amino acid sequence of Compound 5 (MT126).

{2200

221> WISC_FEATURE

ez (.. (1

(223> heta-homophenylglycine {Phg(C#CHZ))

{2205

<221> MISC_FEATURE

{2y (8)..(3)

223> sarcosine (Sar; or N-methyiglycine, MeGiy)

400> 7
Xaa Vai Xaa lle Phe Thr Tyr Gly Glu Leu Gin Arg Leu Gln Glu Lys
H 5 10 15

Glu Arg Pro Lys Pro Gin
20

210> 8

{211y 22

{212> PRT

213> Artificial

220>
{223> Amino acid sequence of Compound 6 (MT140).

400> 8
Phe Val Pro [le Phe Thr Tyr Gly Glu Leu Gin Arg Met Gin Glu Lys
1 5 10 15

Glu Arg Asn Lys Pra Gin
20

10> 9

L1y 22

<212y PRT

213> Artificial

220>
223> Amino acif sequence of Compound 7 (MT141).

400> 9
Phe Val Pro lie Phe Thr Tyr Gly Glu Leu Gln Arg Leu Gin Glu Lys
1 5 10 15

Glu Arg Asn Lys Pro Gin
20

210> 10
211> 22
212> PRT
{213 Artificial

220>



<210> 12 <211> 22 <212> PRT <213> Artificial <220> <223> Amino acid
sequence of Conmpound 10 (Mr125). <220> <221> MLSC FEATURE <222>(1).

(1) <223> beta- homophenyl gl yci ne (Phg(C9CH2)) <220> <221>

MLSC FEATURE <222>(3).. (3) <223> sarcosine (Sar; or N nethylglycine,
Med y 23>49m9ri: 12, Xaa \éa[’fix : pﬁ THr Tyr Ay Gu Leu Gn Arg Met
Gn 1510TE" e AP ys Pro Gn 20 <210> 13 <211> 22 <212>
PRT <2@3>ﬂArt|f|C|al <220> <223> Am no acid sequence of Conpound 11

(Mr]-?rf}?fg Val<PZgQFe Eﬁgggr%ng%!f%ﬁ-ryﬁﬁrg Met Gin ?]5” Lys

Glu Arg Pro Lys Pro Gin
20

210> 11

211> 22

212> PRT

{213 Artificial

{220)
223> Amino acid sequence of Compound 9 (MT115).

<400> 11

Phe VYal Pro Ile Phe Thr Tyr Giy Glu Leu Gln Arg Leu Gin Glu Lys
5 10 15

Glu Arg Pro Lys Pro Gin
20

210> 12

{211y 22

{212> PRT

213> Artificial

{2207
223> Amino acid sequence of Compound 10 (MT125).

{2205

221> MISC_FEATURE

222 (M. (D

<223> beta—homophenylglycine (Phg(C#CH2})

{2200

{221> MISC_FEATURE

{2225 (D)., (3)

<{223> sarcosine (8ar; or N-methylglycine, MeGly)

400> 12

Xaa Val Xaa lle Phe Thr Tyr Gly Glu Leu Gin Arg Met Gln Glu Lys
1 10 15

Glu Arg Pro Lys Pro Gin
20

210> 13
211y 22
{212> PRT
<213> Artificial

{2200
{223> Amino acid sequence of Compound 11 (MT128).

{2200

{221> MISC_FEATURE

22> (O..(M

€223> acetylnaphthylalanine {Ac-Nal)

<400> 13



<22§>(1).. (1) <223> acetyl napht hyl al anine (Ac-Nal) 5 Xaa Val Pro
Ire Phe Thr Tyr Ay Qu Leu Gn Arg Mt Gn Gu Lys 151015 Gu Arg
Asn Lys Pro G n 20 <210> 14 <211> 22 <212> PRT <213> Artificial <220>
<223> Anmino acid sequence of Conpound 12 (Mris54). <400> 14 Phe Val

Pro Ile Phe hr Aﬁ G n Au Lys 151015 G u
Arg RFo'd é” Lre £ ¥hr{ Tﬂbxlfqgml@ ?ﬁg %Zﬁ 12> PRT <213> Artificial
<220> <223> Anlno aci d sequence of Cbnpound 13 (Mris5). <400> 15 Phe
Val PGr“pmngAgn Eggepr;l'mn Tyr Ay Asp Leu Gn Arg Met Gn Ju Lys

<210> 14

211> 22

212> PRT

213> Artificial

220>
€223> Amino acid seguence of Compaund 12 (MT154).

<400> 14
Phe Val Pro 1le Phe Thr Tyr Giy Asp Leu GIn Arg Leu Gin Glu Lys
1 5 10 15

Gfiu Arg Pro Lys Pro Gin
20

210> 15

211y 22

212> PRT

213> Artificial

{2200
<{223> Amino acid sequence of Compound 13 (MT155).

<400> 15

Phe Val Pro |le Phe Thr Tyr Gly Asp Leu Gin Arg Mef Gln Glu Lys
1 5 10 15

Glu Arg Pro Lys Pro Gln
20

210> 16

211y 22

<212> PRT

213> Artificial

{220
{223> Amino acid sequence of Reference Compound 1 (13Leu-Motilin).

<400> 18

Phe Val Pro e Phe Thr Tyr Gly Glu Leu Gin Arg Leu Gin Gle Lys
1 10 15

Glu Arg Asn Lys Gly Gin
20

£210> 17

211> 22

{212> PRT

213> Artificial

{220
(223> Amino acid sequence of Reference Compound 2 (MT139).

<400> 17

Phe Val Pro Ite Phe Thr Tyr Gly Glu Leu GIn Arg Met Gia Glu Lys
1 5 10 15



151015 G u Arg Pro Lys Pro G n 20 <210> 16 <211> 22 <212> PRT <213>
Artificial <220> <223> Am no aci d sequence of Reference Conpound 1
(13Leu-Motilin). <400> 16 Phe Val Pro Ile Phe Thr Tyr Ay Qu Leu G n
Arg Leu Gn Gu Lys 151015 Gu Arg Asn Lys Ay G n 20 <210> 17 <211>
22 <2Gi.;2> IiRT <2cjr3>f Artificial <220> <#23> Amino aci d sequence of

Ref ercht’8 EbhSouhd ™2 (Mr139). <400> 17 Phe Val Pro Ile Phe Thr Tyr
Gy Qu Leu Gn Arg Met Gn Qu Lys 151015 du Arg Asn Lys Ay Gn
20



