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type 1 fimbriae D-mannose specific adhesin {Escherichia coli FimH J86 ELL41155.1
[E.coli J86]; 300 aa
1 MERVITLFAV LIMGWSVNAW SFACKTANGT AIPIGGGSAN VYVNLAPVVN
51 VGONLVVDLS TQIFCHNDYP ETITDYVTLO RGSAYGGVLS NFSGTVKYSG
101 SSYPFPTTSE TPRVVYNSRT DXPWPVALYL TPVSSAGGVA IKAGSLIAVL
151 TLROTNNYNS DDFQFVWENIY ANNDVVVPTG GCDVSARDVT VTLPDYPGSV
201 PIPLTVYCAK SQNLGYYLSG TTADAGNSIF TNTASFSPAD GVGVQLTRNG
251 TIIPANNTVS LGAVGTSAVS LGLTANYART GGQVTAGNVQ SIIGVTFVYQ
(SEQ ID NO: 1)

FimH J96 sequence
1 MEKRVITLFAVY LLMGWSVNAW SFACKTANGT AIPIGGGSAN VYVNLAPVVN

51 VGONLVVDLS TQIFCHNDYP ETITDYVYTLQ RGSAYGGVLS NFSGTVKYSG

101 SSYPFPTTSE TPRYVYNSRT DKPWPVALYL TPVSSAGGVA IKAGSLIAVL

151 ILRQTNNYNS DDFQFVWNIY ANNDVVVPTG GCDVBARDVT VTLPDYRGSV

201 PIPLTVYCAK SONLGYYLSG TTADAGNSIF TNTASFSPAQ GVGVQLTRNG

251 THPANNTVS LGAVGTSAVS LGLTANYART GGOVTAGNVQ SHGVTEVYQ (SEQID
NO: 1)

Fragment of FimH, corresponding to aa residues 22-300 of SEQ 1D NC: 1 mature FimH
protein]
1 facktangt aipigggsan vyvnlapvvn vggnlvvdls tgifchondyp etitdyvilg
rgsaygygvis nfsgtvkysqg ssypiptise tprvvynsrt dkpwpvalyl tpvssaggva
ikagsliavl ilrgtonnyns ddfgfvwniy anndvvvptg gedvsardvi vtlpdypgsv
pipltvycak sgnlgyylsg ttadagnsif tntasfspaqg gvgvglirng tiipanntvs

lgavgtsavs lgltanyart gggvtagnvg siigvtivyg 279 (SEQ ID NO: 2)

FimHM lectin domain (SEQ 1D NQ: 3, which corresponds o aa residues 1-158 of SEQ 1D
NO: 2)
1 facktangt aipigggsan vyvnlapvvn vggnlvvdls tgifchndyp etitdyvilyg
rgsayggvls nfsgtvkysg ssypiptise tprvvynsrt dkpwpvalyl tpvssaggva

ikagsliavl ilrgtonyns ddfgfvwniy anndvev 158 (SEQ ID NO: 3)

FIG. 1A continued
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FIG. 1A continued

FimH pilin domain (SEQ 1D NO: 4, which corresponds to aa residues 160-279 of SEQ
D NO: 2)

160 gedvsardvi vtlpdypgsv pipltvycak sqnlgyylsg ttadagnsif tntasfspaqg
gvgvaltrng tiipanntvs lgavgtsavs lgltanyart gggvtagnvg siigvtfvyg 279

(SEQ ID NO: 4}

pSB02198 - FimH migK signal pept/ F22..Q300 J96 FimH N28S V48C L55C N91S N248G /
7 AA tinker / FimG A1..K14 / GGHis8 in pcDNAS.1{+)
VETDTLLLWVLLLWVPGSTGFACKTASGTAIPIGGGSANVYVNLAPCYNVGONCYVDLSTQ!
FCHNDYPETITDYVTLORGSAYGGVLSSFSGTVKYSGSSYPFPTTSETPRVVYNSRTDKPW
PVALYLTPVSSAGGVAIKAGSLIAVLILRQTNNYNSDDFQFVWNIYANNDVVVPTGGCDVSA
RDVTVTLPDYPGSVPIPLTVYCAKSONLGYYLSGTTADAGNSIFTNTASFSPAQGVGVQLTR
QGTHPANNTVSLGAVGTSAVSLGLTANYARTGGQVTAGNVQSHGVTFVYOGGSSGGGAD
VTITVNGKVVAKGGHHHHHHHH (SEQ ID NO: 5)

pSBO2307 - FimH migK signal pept/ F22..Q300 J96 FimH N285 NB1S N249Q / His8 in
PCONAS. 1(+)

METDT LLEWY LLLWYV PGSTG FACKT ASGTA IPIGG GEANV YVNLA PYVNY GQNLY
VDLST QIFCH NDYPE TITDY VTLOR GSAYG GVLSS FSGTV KYSGS SYPFP TTSET
PRVVY NSRTD KPWPVY ALYLT PVSSA GGVAI KAGSL IAVLI LRQTN NYNSD DFQFV
WNIYA NNDVV VPTGG CDVSA RDVTY TLPDY PGSVP IPLTV YCAKS QNLGY YLSGT
TADAG NSIFT NTASF SPAQG VGVQL TRQGT HIPAN NTVSL GAVGET SAVEL GLTAN
YARTG GQVTA GNVQS IGVT FVYQG GSSGG GADVT ITVNG KVVAK GGHHHA HHHHH
(SEQID NO: §)

Number of amino acids: 310 Molecular weight: 32095.80 Theoretical pl: 7.25

pSBO2083 FimH Lectin Domain Wild Type construct

METDT LLLWYV LLEWV PGSTG FACKT ASGTA IPIGG GSANY YVNLA PVVNV GONLY
VDLST QIFCH NDYPE TITOY VTLOR GSAYG GVLSS FSGTV KYSGS SYPFP TTSET
PRVVY NSRTD KPWPV ALYLT PYSSA GGVAI KAGSL TAVLI LROTN NYNSD DFOFY
WNIYA NNDVV VPTGG HHHHHHHH (SEG ID NO: 7)

pSB02158 FimH Lectin Domain Lock Mutant
METDTLLEWVLLLWVPGSTG FACKT ASGTA IPIGG GSANV YVNLA PCVNY GONCV
VDLST QIFCH NDYPE TITDY VTLQR GSAYG GVLES FSGTV KYSGE SYPFP TTSET

F1G. 1A continued
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FIG. 1A continued

PRYVY NSRTD KPWPVY ALYLT PVSSA GGVAI KAGSL IAVLI LRQTN NYNSD DFGFV
WNIYA NNDVV VPTGG HHHHHHHH (SEQ 1D NO: 8}

FIG. 11

FimG A1..K14 sequence
ADVTI TVNGK VVAK (SEQ ID NG: 9)

ADVT ITVNG KVVAK GGHHH HHHHH (SEQ 1D NO: 21)

FIG. 1C

FimC seguence

1 MSNKNVNVRK SQEITFCLLA GILMEFMAMMVY AGRAEAGVAL GATRY
51 QRKQVQLAVTN NDENSTYLIO SWVENADRDGVK DGREIVIPPL Fi
101 LRILDATNNQ LPQODRESLEFW MNVEKAIPSMD KSKLTEN
151 YRPAKLALPP DQAAEKLRER
201 ALVPPMGEST VKLPSDAGSN ITYRTINDYG ALTPKMTGVM E {(SEQ ID NO: 10}

FIG. 1D

DNKQ 4aa | (SEQIDNO:11)
GGSGG 5aa | (SEQIDNO:12)
GGS8G G 6aa | (SEQ D NG 13)
GGSSG GG 7 aa | (SEQ ID NO: 14)

GGEGSS GGG 8 aa | (SEQ D NO: 15)

GGGSG SGGG (9aa | (SEQ IDNO:16)

GGGSG GSGGG |10 aa| (SEQ D NG: 17)
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FimH J96 signal sequence
MKRVI TLFAV LLMGW SVNAW 5 (SEQ 1D NO: 18)

pSB02198 - FimH migk signal pept / F22..Q300 J96 FimH N28S V48C L55C NO1S N248CG /
7 AA linker / FimG A1..K14 / GGHis8 in pcDNA3.1{+} [Number of amino acids: 310
Molecular weight: 32089.79 Theoretical pl: 7.23]

VETDT LLLWYV LLLWV PGSTG (SEQ ID NO: 18} FACKT ASGTA IPIGG
GSANY YVNLA PCVNV GONCV VDLST QIFCH NDYPE TITDY VTLOR
GSAYG GVLSS FSGTV KYSGS SYPFP TTSET PRVVY NSRTD KPWPY
ALYLT PVSSA GGVAI KAGSL IAVLI LROTN NYNSD DFOFV WNIYA
NNDVV VPTGG CDVSA RDVTVY TLRPDY PGSVP IPLTV YCAKS QNLGY
YLSGT TADAG NSIFT NTASF SPAQG VGVQL TRQGT HPAN NTVSL
GAVGT SAVSL GLTAN YARTG GQVTA GNVQS IIGVT FVYQ (SEQ 1D NO:
20) GGS5G GG (BEQ D NO: 14) ADVTI TYNGK VVAK GGHHH HHHHH
(SEQ D NG: 21)

pSB02307 - FimH migk signal pept/ F22..0300 J96 FimH N28S N91S N249Q / His8 in
pCDNAZ.1(+)

METDT LLLWY LLLWYV PGSTG (SEQ 1D NO: 22)

FACKT ASGTA IPIGG GSANV YVNLA PVVYNV GONLY VDLST QIFCH
NDYPE TITDY VTLOR GSAYG GVLSS FSGTY KYSGS SYPFP TTSET
PRVVY NSRTD KFWPV ALYLT PVSGA GGVAI KAGSL IAVLI LRQTN
NYNSD DFQFV WHNIYA NNDVV VPTGG CDVEA RDVTY TLPDY PGSVP
IPLTV YCAKS QNLGY YLSGT TADAG NSIFT NTASF SPAQG VGVQL
TROGT HPAN NTVSL GAVGT SAVSL GLTAN YARTG GQYTA GNVQS
HGVT FVYQ (SEQ ID NO: 23) GGESG GG (BEQ 1D NO: 14)

ADVT ITVNG KVVAK GGHHH HHHHH (SEQ 1D NO: 21}

FiG. 1E continued
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3. 1E continued

pSRBO2083 FimH Lectin Domain Wild Type consiruct
METDT LLLWVY LLLWV PGSTG {(SEQ 1D NO: 22)
FACKT ASGTA IPIGG GSANY YVYNLA PVYVNY GONLY VDLST QIFCH
NDYPE TITDY VTLQR GSAYG GVLSS FSGTV KYSGS SYPFP TTSET
PRVVY NSRTD KPWPY ALYLT PVSSA GGVAI KAGSL IAVLILRQTN
NYNSD DFQFV WNIYA NNDVV VPTGG (SEQ 1D NO: 28) HHHHH HHH
{SEQ ID NO: 25)

pSB02158 FimH Lectin Domain Lock Mutant
METDT LLEWV LLLWV PGSTG (SEQ 1D NO: 22)
FACKT ASGTA IPIGG GSANY YVNLA PCVNYV GONGCY VDLST QIFCH
NDYPE TITDY VTLOR GSAYCG GVLSS FSGTY KYSGS SYPFP TTSET
PRVVY NSRTD KPWPVY ALYLT PVSSA GGVAI KAGSL IAVLI LRQTN
NYNSD DFQFV WNIYANNDVY VPTGG (SEQ 1D NO: 268} HHHHHHHH
{(SEQ ID NO: 25)

FIG. 1F

pSBO1878 processed sequence:
FACKTANGTAIPIGGGSANVYVNLAPVVNVGONLVVDLSTQIFCHNDYP
ETITDYVTLORGSAYGGVLSNFSGTVKYSGSSYPFPTTSETPRVVYNSRTD
KPWPVALYLTPVSSAGGVAIKAGSLIAVLILROTNNYNSDDFQFVWNIYA
NNDVVVPTGGHHHHHHHH (SEQ ID NO: 27)

NXS/T sites are indicatad in bold text as these are potentially glycosylated.

pSBO2083 FimH Lectin Domain Wild Type with murine igisignal peptide

METDTLLLWVLLLWVPGSTGFACKTASGTAIPIGGGSANVYVNLAPVYNVGONLVVDLSTQIFCHNDYP
ETITDYVTLORGSAYGGVLSSFRGTVKYSGSSYPFPTTSETPRVVYNSRTDKPWPVALYLTPVSSAGGVAIK
AGSLIAVLILRQTNNYNSDDFQFVWNIYANNDVVVPTGGHHHHHHHH (SEQ 1D NO: 7)

FIG. 1F continued
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FIG. 1F continued

pSBO2158 FimH Lectin Domain Lock Mutant with murine IgK signal peptide

METDTLLLWYLLLWVPGSTGFACKTASGTAIPIGGGSANVYVNLAPCYNYGONCVVDLSTQIFCHNDYPE
TITDYVTLORGSAYGGVLSSFSGTVKYSGSSYPFPTTSETPRVVYNSRTDRKPWPVALYLTPYSSAGGVAIKAG
SUAVLILROTNNYNSDDFOFVWNIYANNDVVVPTGGHHHHHHHHE (SEQ 1D NO: 8}

FIG. 1G

Amino acid sequence of FimH of K12

FACKTANGTAIPIGGGSANY
GBAYGGVLSNFSGIVRYSGS
KAGSLIAVLILROTNNYNSD
IPLTVYCAKSONLGYYLSGT

CAVGTSAVSLOGLTANYARTG

YVNLAPVVNVGONLVVDLST
SYPEFPTITSETPRVVYNSRTD

TADAGNSIEFINTASESPAQG

GOVTAGNVOSIIGVIEVYQ*

QIFCHRNDYPETITDYVILOR
KPWPVALYLTPVSSAGGVAL
CDVSARDVIVTLRPDYEFGSVPE
VGVOLTRNGTIIPANNTVSL

(SEQ 1D NO: 28)

Armino acid sequence of FimH of UTI89, which differs from the FimH of K12

FACKTANGTAIPIGGGSANV
GAARYGGVLSSEFSGIVKYNGS
KAGSLIAVLILRQINNYNSD
IPLTVYCAKSONLGYYLSGT

GAVGTSAVSLGLTANYARTG

YVNLAFAVNVGONLVVDLST
SYPFPITSETPRVVYNSRTD
DEFQFVWNILYANNDVVVPIGG
TADAGNSIFINTASFSPAQG

GOVTAGNVQSIIGVIFVYQ*

FIG. 1H

QIFCHNDYPETITDYVTILOR
KPWPVALYLTPVSSAGGVAL
CDVSARDVIVILPDYPGSVE
VGVOLTRNGTIIPANNIVSL

(SEQ 1D NO: 29)

Exemplary wzzB sequences include:
>025b 2401 WzzB
MRVENNNVSGOQNHDPEGQIDLIDLLVOLWRGKMTIHISVIVAIALAIGY LAVAKEKWTSTANTOP
DVGOIAGYNNAMNVIYGQAAPKVSDLQETLIGRFSSAFSALAETLDNQEEPEKLTIEPSVKN
QOLPLTVSYVGQTAEGAOMKLAQYIOQVDDKVNQELEKDLKDNIALGRKNLQDSLRTQEVY
AQEQKDLRIRQIQEALOYANGEQVTKPQVOQTEDVTQDTLFLLGSEALESMIKHEATRPLYF
SSNYYQTRONLLDIESLKVDDLDIHAYRYVMKPTLPIRRDSPKKAITLILAVLLGGMVGAGIVL
GRNALBNYNAK (SEQ 1D NO: 30)
>025a:K5:H1 WzzB
MRVENNNVYSGONNDPEQIDLIDLLYVQLWRGKMTHISVIVAIALAIGYLAVAKEKWTSTANTOP
DVGOIAGYNNAMNVIYGQAAPKVSDLQETLIGRFSSAFSALAETLDNQDEPEKLTIEPSVEKN
QALPLTVSYVGOTAEGAGMKLAQYIGOVDDKYNQELEKDLKDNIALGRKNLQDSLRTQEVY

FIG. 1H continued
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FIG. 1H

AQEQKDLRIRQIQEALQYANQAQVTKPQIQOTGEDITODTLFLLGSEALESMIKHEATRPLYF
SPNYYOTRONLLDIESLKVDDLDIHAYRYVMKPTLPIRRDSPKKAITLILAVLLGGMVGAGIVL
GRNALRNYNAK (SEQ 1D NO: 31)

>(025a ETEC ATCC WzzB
MRVENNNVSGONHDPEQIDLIDLLVOLWRGKMTHISVVVAIALAIGYLAVAKEKWTSTAINTQ
PDVGQIAGYNNAMNVIYGOAAPKVSDLOETLIGRFSFAFSALAETLDNQKEPEKLTIEPSVK
NOQQLPLTVSYVGQTAEDAQMKLAQYIQQVDDKYNQELEKDLKDNLALGRKNLQDSLRTQE
VVAQEQKDLRIRQIQEALQYANQAQVTKPQIQQTGEDITODTLFLLGSEALESMIKHEATRPL
VESPNYYQTRQNLLDIENLKVDDLDIHAYRYVMKPTLPIRRDSPKKAITLILAVLLGGMYGAGH
VLGRNALRNYNSK (SEQ 1D NO: 32)

>K12 W3110 WzzB
MRVENNNVSGONHDPEQIDLIDLLVOQLWRGKMTHISVIVAIALAIGYLAVAKEKWTSTAITOP
DVGQIAGYNNAMNVIY GOAAPKVSDLOETLIGRFSSAFSALAETLDNOEEREKLTIEPSVKN
OQLPLTVSYVGQTAEGAQMKLAQYIQQVDDKVNOQELEKDLKDNIALGRKNLODSLRTOEVY
AQEQKDLRIRQIQEALQYANQAQVTKPOIQQTGEDITODTLFLLGSEALESMIKHEATRPLVF
SPNYYQTRONLLDIESLKVDDLDIHAYRYVMKPMLPIRRDSPKKAITLILAVLLGGMYGAGIVL
GRNALRNYNAK (SEQ D NO: 33)

>Salmoneila LT2 WzzB
MTVDSNTSSGRGNDPEQIDUELLLOLWRGKMTIVAVHAILLAVGYLMIAKEKWTSTAINTGP
DAAQVATYTNALNVLYGGNAPKISEVOANFISRFSSAFSALSEVLDNQKEREKLTIEQSYKG
OALPLSVSYVSTTAEGAQRRLAEYIQQVDEEVAKELEVDLKDNITLQTKTLOESLETQEVVA
QEQKDLRIKQIEEALRYADEAKITQPQIGQTAQRVTQDTMFLLGSDALKSMIQNEATRPLVFS
PAYYQTKOTLLDIKNLKVTADTVHVYRYVMKPTLPVREDSPKTAITLVLAVLLGGMIGAGIVL
GRNALRSYKPKAL (SEQ D NO: 34)

continued

Exemplary Fepk sequences include:

>(325b GARZ2401 Fepk
MSSLNIKQGSDAHFPDYPLASPSNNEIDLLNLIBVEWRAKKTVMAVVFAFACAGLLISFILPQ
KWTSAAVVTPPEPVOQWQELEKSFTKLRVLDLDIKIDRTEAFNLFIKKFQSYSLLEEYLRSSPY
VMDQLKEAKIDELDLHRAIVALSEKMKAVDDNASKKKDEPSLYTSWTLSFTAPTSEEAQTVL
SGYIDYISTLVVKESLENVRNKLEIKTOFEKEKLAGDRIKTKNGQLDANIGRLNYSLDIANAAGIK
KPVYSNGOAVKDDPOFSISLGADGIERKLEIEKAVTDVAELNGELRNRQYLVEQLTKAHVND
VNFTPFKYQLSPSLPVKKDGPGKANVILSALIGGMVACGGVLLRY AMASRKODAMMADHLY
(SEQ D NO: 35)

FiG. 1H continued
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FIG. 1H continued

>025a:K5:H1 FepE
MSSLNIKQGSEAHFPEYPLASPSNNEIDLLNLIEVLWRAKKTVMAVVFAFACAGLLISFILPOK
WTSAAVVTPPEPVQWQELEKTFTKLRVLDLDIKIDRTEAFNLFIKKFQSVSLLEEYLRSSPYYV
MDOLKEAKIDPLDLHAAIVALSEKMKAVDDNASKKKDESALYTSWTLSFTAPTSEEAQKVLA
GYIDYISALVVKESIENVRNKLEIKTQF EKEKLAQDRIKTKNGLDANIQRLNYSLDIANAAGIKK
PVYSNGQAVKDDPDFSISLGADGIERKLEIEKAVTDVAELNGELRNROYLVEQLTKTNINDY
NFTPFKYQLRPSLPVKKDGOGKANIVILSALVGGMVACGGVLLRHAMASRKODAMMADHLY
(SEQ 1D NO: 36)

> 0283 ETEC ATCC FepE
MSSLNIKGGSDAHFPDYPLASPSNNEIDLLNLISVLWRAKKTVMAVVFAFACAGLLISFILPG
KWTSAAVVTPPEPVQWQELEKSFTKLRVLDLDIKIDRTEAFNLFIKKFQSVSLLEEYLRSSPY
VMDQLKEAKIDELDLHRAIVALSEKMKAVDDNASKKKDEPSLY TSWTLSFTARPTSEEAQTVL
SGYIDYISTLVVKESLENVRNKLEIKTQFEKEKLAQDRIKTKNOQLDANIQRLNYSLDIANAAGIK
KPVYSNGOQAVKDDPDFSISLGADGIERKLEIEKAVTDVAELNGELRNRQYLVEQLTKAHVND
VNFTRPFKYQLSPSLPVKKDGPGHAHVILSALIGGMVACGGVLLRYAMASRKQDAMMADHLY
(SEQ ID NG: 37)

> Q157 Fepk
MSSLNIKGGSDAHFPDYPLASPSNNEIDLINLISVEWRAKKTVYVMAVVFAFACAGLLISFILPG
KWTSAAVVTPPEPVQWQELEKTFTKLRVLDLDIKIDRTEAFNLFIKKFOSVSLLEEYLRSSGPY
VMDQLKEAKIDELDLHRAIVALSEKMKAVDDONASKKKDEPSLY TSWTLSFTAPTSEEAQTVL
SGYIDYISALVVKESIENVANKLEIKTOFEKEKLAQDRIKMKNGLEANIQRLNYSLDIANAAGIK
KPVYSNGOAVKDDPDFSISLGADGIERKLEIEKAVTDVAELNGELRNRQYLVEQLTKANIND
VNFTPFKYQLSPSLPVKKDGPGKANVILSALIGCGMVACGSVLLRYAMASRKQDAMMADHLY
(SEQ D NO: 38)

>Salmonella LT2 Fepk
MPSLNVKQEKNQSFAGYSLPPANSHEIDLFSLIEVLWQAKRRILATVFAFACVGLLLSFLLPQ
KWTSQANVTPAESVOWQGLERTLTALRVLDMEVSVDRGSVFNLFIKKFSSPSLLEEYLRSSP
YVMDQLKGAQIDEQDLHRAIVLLSEKMKAVDSNVGKKNETSLFTSWTLSFTAPTREERAQKY
LAGYIQYISDIVVKETLENIRNQLEIKTRYEQEKLAMDRVRLKNQLDANIQRLHY SLEIANAAGI
KRPVYSNGQAVKDDPDFSISLGADGISRKLEIEKGVTDYAEIDGDLENROYHVEQLAAMNY
SDVKFTPFKYQLSPSLPVKKDGPGKAHILAALIGGMMACGGVLLRHAMY SRKMENALAIDE
RLV (8EQ ID NO: 39)
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Results from Expression and Purification
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FIG. 6A
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FIG. 6C
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FIG. 8
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FIG. 29
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FIG. 30A
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G. 32A

Polysaccharide

l - compound with 1,2,4 -triazole
l - lyophilize

Lyophilized Polysaccharide

. reconstitute in anhydrous DMSO
|- react with 1,1-carbonyldi-1,2,4-tfriazole (CDT)
- incubate for 1 hr, 23 + 2°C

- quench with 100 mM sodium tetraborate, pH 9.0
- incubate for 1 hr, 23 + 2°C
- add cystamine dihydrochioride

- incubate for 20+ 2 hr, 23 + 2°C
- Reduction with TCEP

* Incubate for 3 hrs, 23 + 2°C
- 100K MWCQ diafiltration vs.10mM Sod Phos, pH 4.3

Thiolated Polysaccharide

FIG. 32B

Thiolated Polysaccharide
- Add to bromoacetylated CRM1g7
- Incubate for 20 = 2 hrs, 5 £ 3°C, pH 8.0 - 8.0
- Capping with N-acetyl-L-cysteine

v~ Incubate for 3hrs, 5+ 3

- Capping with lodoacetamide

- Incubate for 20 £ 2 hr, 5+ 3°C
- 0.45 or 5um filtration

- 300K MWCO diafiltration
vs. 5 i sticcinate - 0.9% saling, pHB.0,

- (0.2 um filtration

Conjugate (Final Bulk) |
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FIG. 34A
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